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CCT CCCGCCCTCACCTGAAGAGAAACGCGCTCCTTGGCGGACACTGGGGGAGGAGAGGAAGAA GCGCG
GCTAACTTATTCCGAGAATGCCGAGGAGTTGTCGTTTTTAGCTTTGTGTTTACTTT TTGGCTGGAGCGGA
GATGAGGGGCCACCCCGTGCCCCT GTGCTGCGGGGCCTTTTGCCCGGAGGCCGGGCCCTAAGGTTTTGT
TGTGTTCTGTTGAAGGTGCCATTTT AAATTTTATTTTTATTACTTTTTTTGTAGATGAACTTGAGCTCTGT A
ACTTACACCTGGAATGTTAGGATCGTGCGGCCGCGGCCGGCCGAGCTGCCTGGCGGGGTTGGCCCTTGT
CTTTTCACCEGCEC
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PGD2(  p27/Kipl 99% )
GGCTTTAATATTTAAGCAACAGAAACCTATCCTCACTGCCCTCCCCAGTCTCTCTTAAAGTTGGAATTTACC
AGTTAATTACTCAGCAGAATGGTGATCACTCCAGGTAGTTTGGGGCAAAAATCCGAGGTGCTTGGGAGTT
TTGAATGTTAAGAATTGACCATCTGCTTTTATTAAATTTGTTGACAAAATTTTCTCATATTCTTTTCACTTCG
GGCTGTGTAAACACAGTCAAAATAATTCTAAATCCCTCGATATTTTTAAAGATCTGTAAGTAACTTCACATT
AAAAAATGAAATATTTAATAATTAAAGCTTACTCTGTCCATTTATCCACAGGAAAGTGTTATTTTTAAAGGA
AGGTTCATGTAGAGAAAAGCACACTTGTAGGATAAGT GAAATGGATACTACATCTTTAAACAGTATTTCAT
TGCCTGTGTATGGAAAAACCATTTGAAGTGTACCTGTGTACATAACTCTGTAAAAACACTGAAAAATTATA
CTAACTTATTTATGTTAAAAGATTTAAATTAATCTAGACAATATACAAGCCAAAGTGGCATGTTTTGT GCATT
TGTAAATGCTGTGTTGGGTAGAATAGGTTTTCCCCTCTTTTGTTAAATAATATGGCTATGCTTAAAAGGTTG
CATACTGAGCCAAGTATAATTTTTTGTAATGTGTGAAAAAGATGCCAATTATTGTTACACATTAAGTAATCA
ATAAAGAAAACTTCCATAGCT
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Fig. 1 Effect of different amount of Fig. 2 Results of silver stained DD-PCR on primary and
cDNA on results of silver metastatic gastric cancer

stained DDPCR
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A Modified Silver Stained Differential Display
Method and Its Application

CHEN Rui-chuan', CAI Ke—xia', MA Shen-ping',
CHEN Fu', FU Yong—gui', ZENG Huan’
(1. Life Science School, Xiamen Univ., Xiamen 361005, China;
2. Lab. of Oncolog, Xiamen Second Hospital, Xiamen 361003, China)

Abstract: Described here was a silver stained mRNA differential display PCR (DD-PCR)
method which was modified from traditional DD-PCR technique and used for analysis of
differential expressed genes between primary and metastatic gastric cancer tissues. To
confirm the reliability of this method, five PCR fragments were randomly selected from
primary gastric cancer sample and were verified by RNA dot blot with total RNA extracted
from cultured gastric cancer cell lines. Two fragments = M GD1 and PGD2 were subjected
to verification by RNA dot blot with total RNA respectively extracted from primary and
metastatic gastric cancer tissues and final sequencing. The confirmation results of five
fragments showed that the randomly selected five fragments were all real products,
indicating that the silver stained DD-PCR method possesses a good reliability. The analysis
results of two fragments showed that MGDI, highly expressed in metastatic gastric cancer,
is homology to MT A1 (metastasis-associated gene 1), and PGD2, highly expressed m
primary gastric cancer, is 99% homology to cell cycle inhibitor p27/Kipl gene, which may
provide the new clues for research of molecular mechanism of gastric cancer metastasis.
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