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Highlights on eukaryotic transcription elongation

Nan-Ping Al Rui-Chuan CHEN MinLIU
(Key Laboratory of the Ministry of Education for Cell Biology and Tumor Cell Engineering, School of Life Sciences,

Xiamen University, Xiamen 361005, China)

Abstract For many years, elongation stage of eukaryotic transcription has been thought of as repetitive, unregulated pre-
mMRNA synthesizing step. In addition, the maturation of pre-mRNA has been considered as a post-transcriptional step separable
from the transcription process. Only until recently, it has become increasingly clear that the elongation stage of eukaryotic
transcription is a highly regulated process that is capable of not only generating full-length RNA transcripts but also coupling
transcription with pre-mRNA maturation. Here, we try to summarize the recent progress in studies focusing on elongation stage
of eukaryotic transcription, including the coupling mechanisms of elongation with pre-mRNA maturation and the intrinsic links
of general transcription to the regulation of cell proliferation and differentiation.
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