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Tab. 1 Analysis of Shannorr Wiener Index (H, ), Species richness (S) and Pielou evenness index( J)

Shannorr Wiener

2216E( A/ G) 3.0400/2.9982 22/21 0.9835/ 0. 9848
D2216E( A/ G) 3.1723/3.2910 25/28 0.9855/ 0. 9876
VL55(A/G) 3.0397/3.1039 24/23 0.9565/ 0. 9899
DNB(A/G) 3.1696/3.2670 25/27 0.9847/0. 9913
R2A(A/G) 3.0811/3.1292 23/24 0.9827/ 0. 9846
DR,A(A/G) 3.4300/3.5646 32/37 0.9876/ 0. 9872
HM,(A/G) 3.0950/3.2855 23/28 0.9871/ 0. 9860
HM,(A/G) 2.6798/2.7113 15/17 0.9896/ 0. 9570
4.0634 60 0.9924

P
(D]
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Bacterial Diveisity in Aquaculture Environment and Optimization of
Culturing Technique

CAI Ying, L1 Zhi jiang, TIAN Yun, ZHEN G Tiarrling”

(State Key Laboratory of Marine Environmental Science, Key Laboratory of the M inistry of Education for Coastal and

Wetland Ecosystems, School of Life Sciences, Xiamen University, Xiamen 361005, China)

Abstract: To study bacterial diversity of shrimp pond sediment and improve culture technique, 8 kinds of media were used to isolate

bacteria from shrimp pond sediment. Bacterial colonies were collected and denaturing gradient gel electrophoresis (DGGE) technique

was used to study the bacterial community structure and it was compared with that of insitu sample. Most of bacteria appeared in the

first 2 weeks. During the 3rd week and the 12 th week, there were some new isolates on VL55,DNB, HM, and DR, A plates, and the

wlony number was no obviously increasing on other plates. Agar and gellan gum were used as gelling agent separately, the culture re

sults showed that gellan gum plates had a high moisture retention, more bacterial number and high bacterial diversity than that on

agar plates. By the analysis of DGGE profile, there were about 60 kinds of bacterial strains in the sediment. Cultured by the media, a

bout 50 kinds of bacterial strains were detected. The number of it was up to 83% of that of the sediment. H ow ever, the bacterial com-

munity structure had a great variation and the dominant microorganisms changed. It was confirmed by sequencing results too. T here

were high bacterial diversity in the shrimp pond sediment. Improvement of medium, using of gellan gum and prolongation of culture

time effectively obtained the culturability of the shrimp pond sediment.

Key words: shrimp pond; sediment; bacterial diversity; DGGE; culture technique; gellan gum



