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Abdgract :Marine viruses play great roles in the marine ecologcd sysem such as noduaing the biodiverdty and goecies
population, regueing the nutrient cycling, intervening gene trander and irfluencing climete changes. Recent research
achievementson marine viruses were reviewed in this pgper. We focused on the nodulating role of marine viruses in marine
ecosydem and di scussed future research pergpectives.
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