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Relationship between TCBS groups and vibrios in Shenzhen
waters and Jiulongjiang River Estuary

LI He-yang' CHEN Ming=ia' >® ZHENG Tianding® ZHENG Sendin' CHEN Bin'
(1. Third Institute of Oceanography SOA Xiamen 36100 China; 2. School of Life Science Xiamen University
Xiamen 361005 China; 3. College of Chemical Engineering Huagiao University Xiamen 361021 China)

Abstract: The distribution of the abundance of vibrio bacteria was detected in the Shenzhen coastal waters and sed-
iments of the Jiulongjiang River Estuary using the traditional thiosulphate citrate bile sugar ( TCBS) agar count
16S rtDNA-RFLP ( 16S rRNA gene restriction fragment length polymorphism) and 16S rDNA sequence analysis
methods. It was found that the ratio of vibrio bacteria to TCBS groups displayed relatively large variance depending
on the sampling sites and seasons. In low salinity waters such as the Zhujiang River Estuary and Jiulongjiang River
Estuary where the salinity is lower than 11 the percentage of vibrio bacteria was 0 indicating no correlation be—
tween the abundance of TCBS groups and vibrio bacteria. In lower parts of the rivers where the salinity is higher
than 11 the percentage of vibrio bacteria was 6.0% ~92.0% and there was no significant correlation between the
abundance of TCBS groups and vibrio bacteria. In high salinity seawaters the percentage of vibrios was 37.0% ~
100.0% and the correlation between the abundance of TCBS groups and vibrio bacteria was significant. These re—
sults suggested that identification by molecular or physiological and biochemical methods are necessary to detect vib—
rios abundance in seawaters with a TCBS agar count.

Key words: marine microbiology; TCBS groups; vibrio; environmental monitoring; Shenzhen waters; Jiulongjiang
River Estuary
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