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Evaluation of the mutations detection of rpoB gene in
Mpycobacterium tuberculosis clinical isolates by probe

melting analysis based real-time PCR
MA Yan-yan, LI hui, ZHAO Dong-yang, LI Jing, Ll Qing—ge
Henan International Travel Health Care Center, Zhengzhou, Heanan 450016,China

Abstract: Objective To evaluate the analysis abilities and valuation of the melting analysis based real-time PCR for
detecting the mutations of ropB gene in mycobacterium tuberculosis from clinical samples at frontier port. Methods The
probe melting analysis assay was adopted for the sensitivity and specificity in detecting the isolates from clinical samples
against the standard of drug susceptibility testing (DST). Results A total of 347 mycobacterium tuberculosis isolates were
detected by two methods, in which, 271 rifampin sensitivity isolates and 76 rifampin resistant isolates were gained by
DST. Meanwhile, 269 rifampin sensitivity isolates and 78 rifampin resistant isolates were gained by the probe melting
analysis assay, the sensitivity and specificity of melting analysis assay was 93.42% and 97.42% , respectively. The
concordance of the two methods was 96.54%. Conclusion The probe melting analysis assay own the characteristics of
short—time, higher sensitivity and specificity for detecting rifampin resistance in tuberculosis using clinical sample and is
available to use for rapid screening multidrug drug resistant tuberculosis at frontier ports.

Key words: Mycobacterium tuberculosis; Melting analysis assay; Rifampin; Detect
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