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[Abstract] Objective To evaluate the clinical application of PCR-probe melting analysis assay
( PMAA) for detection of fluoroquinolone( FQ) —resistant mutations in mycobacterium tuberculosis( MTB)
clinical isolates. Methods The FQ ( levofloxacin LVF) drug susceptibilities of 509 MTB clincal isolates
were determined by conventional proportion method( PM) and PMAA. The gyrA and gyrB gene sequencing of
the 69 FQ-resistant clincal isolates detected by PM and/or PMAA and 55 FQ-sensitive clinical isolates
detected by PM and PMAA were performed. Results Using PM as the control the sensitivity specificity
positive predictive value negative predictive value coincidence rate and Youden index of PMAA for testing
FQ-resistant were 97. 01% 99. 55% 97. 01% 99. 55% 99. 21% and 0. 97 respectively. Among 69
FQ-resistant clinical isolates detected by PM and/or PMAA 44 isolates showed the mutations in gyrA 94
GAC—AAC( D—N) or CAC( H) or GGC( G) or GCC( A) 4 isolates in gyrA 91 TCG—CCG( S—P) 19
isolated in gyrA 90 GCG—GTG( A—V) or AAG( K) 1 isolate in gyrB 500 GAC—AAC( D—N) ; I isolate
showed no mutation in gyrA and gyrB. No mutation associated with resistance in gyrA and gyrB genes was

detected in 55 FQ-sensitive MTB clinical isolates. Conclusions PCR-PMAA can effectively detect mutations
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in FQ-resistant gene of MTB

and also sensitive specific simple rapid and inexpensive for FQ-resistant

determination of MTB. It possesses a good prospect in clinical application.
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