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Table 1 The nucleotide location and amino acid location of the

constructed expression vector in HGV CH strain

Loationof Location of

Target fragment Expression vector

nucleotide amino acid
Gl CEF433  pRSET pGEX  424-856 I 144
G2 EF525 pRSET 723-1277 101284
G3 E2998 pRSET pGEX 11622159 247578
G31 E2263 pRSET 18972159 49E578
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G82 NS5355 pRSET pGEX 7 6437 97 24082524
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Figure3  Western blot analysis of expressed recombinant
HGYV proteins

E. coli lysates were separated by SDS-PAGE, transfered, then re-

acted with serum as descrbed in the text.
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ments expressed from the HGV CH strain polyprotein. ) )
h- G82;i- G82;j- G61- 821.

.high production with strong immunoreactiity; :no obvi

ous production; : : : : high production, the immunoreactivity has 4
. ™
not been tested; == high production without obvious immunore- P His Trap
activity. (H ls) 6 s
kD ' Sepherose-4B-GST GST
, Gl
% . ™
67 5%, His Trap
Sepherose- 4B— GST ,
43 08
C ) 5
. (G1 G31 G61 G821 G6- 8)
30
2
50% ~ 60% ,
17.5 8mol/L , G821
3 ,

2 SDS-PAGE HGV 90% ( 4

Figure 2 Expression of the recombinant HGV proteins in
E. coli analyzed by SDS PAGE

Lane designations refer to HGV proteins as follows: a—= Molecular
weight standard;b— G1;c- G3l;d- G6;e- G61;f- G7, g— G82; _I/TJ— .f/,e
h- G821;i- G61- 821.
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SDS-PAGE analyss of purified recombinant
HGV proteins

Lane designations refer to purified HGV proteins or corresponding
E. coli lysates: a- G1; b— puiified G1; ¢c— G31; d- purified G31; e
- G61; f- purified G61; g— G821; h— purified G821; i—- G61 -

821; j- purified G61- 821.
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Preliminary Studies of Prokaryotic Expression of Hepatitis G Virus Gene
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Abstract: T he prokaryotic expression vector pRSET of (and) pGEX was used to express overlapping clones em-
compassing hepatitis G virus Core— NS3 and NS5 in E. coli. CE1 E2 NS3 NS5 and chimeric NS3— NS5 gene

could produce recombinant proteins efficiently. The ratio of every recombinant protein to total bacteria proteins

varied from 10% to 35% . All recombinant proteins were immuoscreened, the results showed that seven of them

were immuoreactive. T o some extent, we identified the epitopic distribution of recombinant HGV antigens and

made a solid foundation for the research of HGV serology and immunological diagnostic reagents.
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