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withBD-E2; 4. Yeast (AH109) cdl tranformed with BD; 5. E2

protein.
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3 B 293 p38I1P
Fgure3 Co IPof E2 and P38IP
1. 293 cdl trandormed with pcDNA3. 1;2. 293 cdl trandormed with pcDNA3. 1 - p38IP; 3. Co-IPof E2 and 293 cdl trandormed with pcD-
NA3.1- p38IP;4. Co-IPof E2 and 293 cdl tranformed with pcDNA3. 1;5. Co-IP of PBS and 293 cdl tranformed with pcDNA3. 1 - p38IP.
HA-p38IP has a molecular weight of 31. 5kD and the lower band probably isits degraded polypeptide.
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Sreening of Protein Interacting with HEV by Yeast Two-hybrid from Human
L eucocyte cDNA Library

HE Shui-zhen, L IN Yi-wei , ZHEN G Zi-zheng, WU Xiacheng, ZHAN GJun, XIA Ning shao

(National Institute of Diagnaostics and V acci ne Development of |nfectious Disease, Xiamen University, Xiamen 361005, China)

Abstract :Usng yeast two-hybrid system to screen the protein interacting with HEV from human leucocyte cD-
NA library , four clones interacting with apoptin were identified. One of them was P381P(aa510-733). Cel co-
immunoprecipitation showed that E2 could bind to P38IP in mammadlian cels.
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