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Study on hepatitis E virus infection in rural general population in Jiangsu province

ZHANG Xue-feng, ZHANG Jun?, LIU She-lan, TIAN Hua, XU Ke, MENG Fan-yue, XIA Ning-shao', ZHU Feng-cai
(Jiangsu Centers for Disease Prevention and Control, Nanjing 210009; *National Institute of Diagnostics and Vaccine
Development in Infectious Diseases, Xiamen University, Xiamen 361005, China)

[Abstract] Objective: To investigate the epidemiological characteristics of hepatitis E virus(HEV) infection in rural area of Jiangsu
provine and explore correlated effect factors. Methods: A cross-section and a follow~up seroepidemiologic study of HEV infection were
conducted. Anti-HEV 1gG and IgM were tested by commercial ELISA Kits, and the RT-PCR method was applied to obtain the se-
quence of HEV from subclinical infection cases. Meanwhile correlated effect factors were studied. Results: The cross-sectional
seroepidemiologic study showed that the anti-HEV IgG prevalence were 52% in the general population. The seropositivity rates of an-
ti-HEV-1gG was highter in male than in female (P < 0.001), and the antibodies increased with age. Based on results from the follow-
up study, the positive and negative seroconversion rate were 11.6% and 5.8% respectively. Overall, the positive seroconversion rate
was higher in people more than 20 years old than in those less than 20 years, but the negative seroconversion rate of 0 9 year age
group was higher than that of the older age groups. Both genotype  and genotype HEV were isolated from subclinical infection.
Man, advancing age and breeding swine were risk factors in the infections of HEV. Conclusion: The prevalence of hepatitis E virus
infection in this district was higher than any other districts reported in China. Genotype  and genotype HEV were isolated from
subclinical infection. Besides gender and age, breeding swine were effect factors in the infections of HEV.
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Tab 1 The age and sex distributions of study subjects
2005 2006
(Xx5s) (Xx5s)
1762 36.2 +22.0 2 89 1482 35.8 +22.2 2 85
2377 38.0 £ 20.1 2 86 2067 37.8 +20.2 2 86
4139 37.3+20.9 2 89 3549 37.0 + 21.0 2 86
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Tab 2 1gG anti-HEV seroprevalence and changes in age groups and genders
2005 HEV 1gG 1
(%) (%) (%)
0 279 8.6 166 7.2 16 18.8
5 342 19.9 297 5.7 68 14.7
10 504 31.0 326 6.4 140 5.7
20 390 44.4 162 12.3 140 7.9
30 562 59.4 196 12.8 287 4.2
40 713 65.1 211 16.6 382 5.8
50 707 70.7 187 19.8 431 4.6
60 642 67.4 166 18.7 374 5.3
4139 52.0 1711 11.6 1838 5.8
1762 56.1 662 121 820 5.1
2377 49.0 1049 11.2 1018 6.3
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Tab 3 Analysis of simple Logistic regression in HEV infection
B Wald x? P OR(95% ClI)
0.23 44.04 0.00 1.25(1.17 1.34)
0.58 38.11 0.00 1.78(1.48 2.14)
-0.12 4.96 0.03 0.89(0.79 0.98)
0.04 0.44 0.51 1.04(0.92 1.19)
0.14 3.74 0.06 1.15(0.98 1.33)
0.29 6.53 0.01 1.33(1.06 1.65)
-0.46 0.23 0.63 0.96(0.79 1.15)
0.57 0.41 0.52 1.06(0.89 1.26)
0.69 17.82 0.00 2.00(1.45 2.77)
-0.02 0.00 0.97 0.98(0.29 3.27)
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Tab 4 Analysis of multivariate Logistic regression in [ ]
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