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G p78/ Bip facilitates the attachment/ entry o the hepatitis E virus capsid protein to hog cels
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Diagnogtics and Vacci ne Development for Irfectious Diseases, Xiamen University , Xiamen Fujian 361005, China)

Abdgract  Objective To further invegigate the interaction between recombinant hepditis E virus (HEV) capsd protein p239 and
Gp78/Bip and the role of Gp78/Bip in HEV penetration. Methods We utilized pull-down , immuroprecipitation and antibody blocking
assays to examine the interaction between p239 and GQp78/ Bip. Corfocd microsoopy was used to invedigae the co-locdization of these two
proteins. Purified Qp78/ Bip was used to block the atachment of p239 to hogd cdls. Results p239 drectly bound to Gp78/Bip and this
binding was sendtive to ATP. Furthernore, antibody blocking results denondrate thet this interaction was indeed corformetion-dependent. A
partia co-locdization of p239 and Gp/ Bip was observed on the plasma membrane o Hep & by corfocd microsoopy. Pre-incubation of Gp78/
Bip with p239 sgnificantly blocked the atachment of p239 to Hep @ cdls. Conduson  Qp78/ Bip participatesin the atachment and/ or entry
o the HEV capdd protein to hod cdls. These reaults further contribute to the underganding of the entry mechanism of the hepatitis E virus
dter irfection.
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Fig 1A. Pull-down assy results showsa direct interaction
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bound onto a Ni + column and then incubated with p239. Huted p239 was
examined by mAb 16D7. Histagged Gp78 and syphilis bound on the column
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Recombinant Gp78 was incubated with p239 and immuroprecipitated
with 16D7 (Lare 1) , control antibody (Lane 2) or 16D7 washed with ATP
(Lane 3) . Reaction products were examined with anti- Gp78 antibody.
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Confocal microscopy shows the partial colocalization of p239 and Grp78 on the Hep& plasma membrane
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