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Clinical significance of canbined detecting hepatitis B virus preS1 antigen
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Abstract Objective To study the clinical significance of can bined detecting preS1 antigen and hepatitis B core antigen
(HBV NRAg nucle acds rehted antigen) .M ethods Semm sampl were colkcted frin 393 patents posiive for HBsA g
and HBV DNA, and 612 sanples negative HrHBsA g HBV pre-S1 canbined w ih H BcAg were detected by HBV NRA g ELISA
HBV DNA were detected by fliorescent quantitaton polymerase chan reacton ( FQ-PCR) and confimed by nPCR. Results O f
393 san ples positive for HBsAg and HBV DNA, 382 (97.2% ) were positive orHBV NRA. In 612 san ples negatve for HB-
Ag 609 sanpleswere negative forH BV DNA. The specificity ofHBV NRAgwas 99. o (607/609) . In addition the other
3 serun samp ks w ith negative forHBsA g and positve for HBV DNA theirHBV NRA g were positive Conclusior H BV NRA ¢
ELISA can be a useful supplen entary for clnical udgen ent of HBV nfctbn and replication.
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L33l , S1 ( preS1)
(HBAg) HBV
HBV
S1
(HBV NRAg Nucleic acids related antizen)
393 HB«Ag HBV DNA HBV
preS1  HBcAg ,
1
L1 AR ARR HBV
2006 6 -2007 3
, 393 I~ 2m] - 70C
, HBsAg¢ 612
1.2 K#5E 7k
1.2.1 HBV ELISA
, HBsAg HB«Ab HBeAg ob >
2.1 HBeAb HBcbD
OD < CutOff
1.2.2 HBV DNA PCR,
, 1 %10 Copies/m 1
PCR HBV DNA , : K
, PCR S
aFl 5GTC TGC GGC GIT TTA TC-3 &Rl 5ACA

a2 5TGC CCG
aR2 S5-AGA AAC GGR CTG

GI'G GGG GAA AGC-3
TIT GTC CTC TA-3

AGG C-3 ( 200bp) C pcF L
5-CAC CTC TGC CTA ATC ATCTG-3  pRL 5ATG
CTC AGG AGA CTC TAA GG-3 pcF2 5
ACT GTT CAA GCC TCC AAG CT-3  pR2 5AAG
GAA AGA AGT CAG AGG C-3 ( 120bp)
1.223 HBV PreS1  HBcAg
ELISA -PreS1  HBcAg

, HBV NRAg , PreS1

/ HBAg
1.3 %itd ik SPSS 13.0

2

2.1 3934 HBsAg HBV DNA 38 14 dn i 42 25 R

354 FQ-PCR HBV DNA > 10 Copis/m ]
39 HBV DNA < 10 Cop ies /m ]
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PCR HBV DNA , 393
HBV DNA , 382 HBV NRAg
, 97.% (9% 95. 1% ~
98. 4% )
2.2 61247 HBAglf MAx A hy 42 25
PCR 3 HBV DNA ,
HBV RNAg ;3 2 HBV
HBAb (+) HBeAg (+) HBeAD
(+) 1 HBeAg (+) 3
, 1
HBADb (+) HBeg (+) HBADb (+)
HBAg 126

(T126A) 133
(M 133T) 134

(F134K), “ g« 609
HBsAg HBV DNA , 2 HBV
NRAg 9. % (9%

98. Mo ~ 99.%% )
2.3 HBV NRAg5 HBV DNA 49 —3 &
1005 , HBV NRAg HBV DNA
98.7%, Youden 0. 969

Kappa 0.973 1

I HBV NRAg HBV DNA (n)

H BV DNA HBV NRAg

393 393 0 382 11
612 3 609 5 607
1005 39% 609 387 618

2.4 3934 HBsAg HBV DNA fa tf HBV #r&

4 TR R IAEX 69 fe 7 HBV NRA g & 2
2 HBV HBV NRA g [n (% )]
HBV HBV NRAg
HBA g (+ HBeAg (+)
149 (98.Q 149/152)
HBADb (+) 152
HBs\g (+) HBeAb (+)

138 (97.0 138/142)

HBsA g (+) HBAb (+) 97 93 (95.9 93/97)
HBAg (+) HBeAb (+) 1 1 (100.Q 1/1)
HBsAg (+) 1 1(100.Q 1/1)

HBV NRAg (P> 0.05)
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2.5 HBVDNA# 245 HBV NRAg#y X & 393
HBsAg HBV DNA , HBeAg HBV
DNA 38. % (153/393),
HBV NRAg 99. %0 (382/393)
(P< 0.01) 393 HBV DNA

3 HBV DNA 2 10°Copies/m 1
99. 0% (198/200), HBeAg
58. 0% (116/200), 10°Copies/m 1> HBV DNA 2>
103C0pies/ml , HBV NRAg %%
(145/154), HBeAg 22.1% (34/154);

HBV NRAg

0< HBV DNAK 10’Copiesim] ~ , HBV NRAg
1007 (39/39), HBeAg 7. Po
(3/39) HBV DNA HBV NRAg
, (P> 0.05); HBV
DNA HBeg HBV NRAg
, (P< 0.01);
. HBeAg ,
(P< 0.05)
3
HBV DNA ,
, 3 )
(Dane ) S1
, HBV DNA
[6]
HBAg preSl
, preS1  HBsAg
, HBAg
preS1
HBA g Dane ,
Dane , HBV DNA
HBAg
, 5 HBAg
, HBcAg
« »l 7]
preS1 HBcAg
, preS1  HBcAg
ELTA, HBV NRAg ELBA ,
HBsAg HBV DNA 393 ,
HBV NRAg 97. % , HBV
DNA > 10’ Copies/m1 99. (%,
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99. 7%, HBV DNA
, HBV NRAg HBV
DNA HBV DNA
HBV DNA HBe\g
38. 9%, HBV NRAg C
, , HBeAg
, 3  HBsAg (- ), HBV NRAg
(+) , PCR HBV
DNA (+), 1 “a « ,
HBsAg HBV ,
HBV DNA :
S
HBV HBsAg HBsAg
HBV HBV el
, HBV NRAg HBV
, HBs\g HBV DNA
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