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Abgract

AIM : To express the fuson protein of enhanced green fluores
cent protein (EGFP) with the light chain variable domain of the
neutrdizing monodona antibody MA18/ 7 (mAb) againg hepati-
tis B virusin E. coli, and determine its bioactivity. METHODS:
The EGFP gene was cloned into vector pTO-T7 to consgtruct an
expresson vector. And then according to ORF gene, MA18/ 7-
VL was inserted into the 5 terminad of EGFP gene free of termi-
nal code TAA to congruct expresson vector of fuson proten.
The fuson protein was expressed in E. coli and its bioactivity
was detected with BLISA and relative fluorescence intensty.
RESUL TS: The expresson vector EGFP-V,. was constructed.
SDS PAGE analyss showed that expressed fuson protein was
mainly in the form of incduson body. The fuson protein retained
the property of EGFP and it coud hind to Vi to form Fv which
had binding activity to pre- SL. CONCL USION: The obtained fu-
son protein had good hioactivity and coud be applied to further
studes.
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