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Comparative Proteomic Analysis of Serum from
Chadangiocarcinoma Patients and Normal Cohorts
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Abgract The cholangocarciroma (CCA) is one of the prevalent cancers in China and often fails early
diagnoss and medicd intervention. We. performed proteomic analyses of CCA serological profiles by protein
precipitation with acetone dter depleting high-abundant seral proteins usng an Albumin/IgG Renovd Kit.
Gonpared with norma sanples, 8 up-regulated and 6 downrregulated proteins were detected in the sera from
CCA patients. Within the 11 proteins were identified with mass gectrometry , 8 proteins seemed to be related
to CCA by bioirformetic database queries. The results might be for the diagnoss, treatment assessment and
prognoss of CCA.
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Fig.1 Human serum proteins after depletion of highrabundant proteins using ProteoExtract Albumin/IgG Removal Kit

The proteins were separated on 12.5 % DS PAGE. 1: Precidon plus protein undained gandard (Amersham Biostiences, UK; 97,

66,45, 30, 20. 1 and 14.4kD) ; 2 ,3: Crude serum; 4 ,5: Depleted serum; 6,7: Bound proteins € uted from depletion columns

Fig.2 Comparison o crude and depleted serum saamples
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then sgparated on 12.5 % DS PAGE. (A) Crude serum sanples; (B) Depleted serum samples

Albumin/IgG Renova  Kit

12.5% DSPAGE R-250

Fg. 1.
80 %

5 %.

IgG,

lgG
2.2 2DE

pH3.5 10 12.5%

[11]

ImegeMager 2D Hatinum Trid

(339+30)
25)

3

8 6 .

Hg. 2.

(302 +

2DE

2.3
2DE 14
MALDI- TOF ,
Masoot Pepti de Mass H ngerprint
11 B Table 1.
MASOOT

The depleted serum sanples were prepared by the ProtenExtract
Albumin/IgG Remova Kit , and al sanples were iodectric focused on 13.5 cm pH 3.510 NL drips in the firg dimengon and
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Fig.3 Represntative 2DE image o normal vounteer (A) and patient serum ( B) The protein
extracts (100 g) from serum sanples were idectric focused on 13.5 cm pH 3.510 NL drips for
10 kV- h and then separated on 12. 5% DS PAGE. Proteinswere visudized by dlver gaining
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Fig.4 The magnified areas o up-regulated protein spots on the 2DE gds in the CCA patient
srums compared with the normal serums Protein goots were indicated with arrows
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Fig.5 The magnified areas o down-regulated protein spots on the 2DE gds in the CCA patient
serums compared with the normal serums Protein goots were indicated with arrows
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Tablel Proteinsin choangiocarcinoma patient serums showing altered expression

) ] Theoretical Masoot Sequence
Sot ID Protein Accesson No.
M. /pl sore  coverage (%)
Downregulation
1 Mutant hemogobin beta chain Q6V0K9 11524/6. 17 80 51
2 Henmpdohin beta subunits are s nitros/lated. 1BUWB 15622/6. 76 72 11
3 Immunogiobulin heavy chain variable regon precursor AAC18179 15906/8. 91 51 33
14 Keratin, 67K type Il epidermd A44861 66111/8. 07 81 27
Upregulation
5 Tranghyretin, chan B QABB 12995/5. 53 71 50
8 Ka35 protein Q6A163 57127/5. 14 61 12
9 Alpha- 1-B-dyooprotein A02113 52479/5. 65 66 18
10 Hypotheticd protein TEKT4 QBWW24 51301/6. 01 71 23
12 Cytokeratin 10 QBN175 59020/5. 09 73 17
15 KRT8 Q9610 41083/4. 94 168 44
16 HUMAROAIV NID M14566 43358/5. 22 95 17
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Fig.6 Mass spectrometric characterization of cytokeratin 8 by MALDI- TOF MS (A) Matched peptide peaks were labded with
mass vaues; (B) The MASOOT peptide and protein summary report soore
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