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Research Progress in Chloroplast Proteome
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Abstract: Subcellular proteomics is currently the most effective approach to characterize subcellular com-
partments. Based on the powerful combination of subcellular fractionation with proteomic analysis, it makes
possible to characterize all chloroplast proteins completely. Chloroplast proteome is one of the most inten
sive aspects of the plant subcellular proteomics research. By using subcellular proteome technique, more and
more choloplastic proteins have been identified. T he present review summarizes the recent progress in pro-
teins located in the different chloroplastic com partments, including the inner and outer envelop membranes,
chloroplast stroma, thylakoid membranes and thylakoid lumen. We hope it contributes to understand the
characters of chloroplastic proteins and their functions in the chloroplastic metabolism networks.
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