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Advancesin the Molecular Systematics Studies of Marine Planktonic
Crustaceans

TAN Shuhua, CAO Wenging, WANG Guizhong, LI Shaojing
(Dept. of Ocean & Ingt. of Sub Ocean., Xiamen Univ., Xiamen 361005, Fujian, China)

Abstract Molecular systematics of marine planktonic crustaceans started in 1970s , and isozyme
was the major method before the 1990s, its contents including genetic structure and genetic
differentiation. Since the early 1990s, molecular markers (RAPD, RFLP especialy DNA
sequences) based on DNA and mtDNA have been widely used to study four parts of the
systematics (classification, population genetics, phylogenetic reconstruction and molecular
evolution) of marine planktonic crustaceans. The present situation and application prospect for the
study of the systematics of marine planktonic crustaceans are also presented.
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