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Genetic diversity of two wild populations of Penaeus semisulcatus revealed by RAPD

technique

TAN ShuHua, WANG GurZhong, LIN Qiong Wu, LI Shao Jing ( Depanment f Oceanography, State Key Laboraary o Marine
Ermwvironmental Science , Xiamen University , Xiamen 361005, China) . Ada Ecologica Sinica,2006,26( 11) : 3907~ 3911.

Abstract: The green tiger prawn, Penaeus semisulcatus is one of the biggest penaeid prawns and widely distributed in tropical and
subtropical regions of the Indian Ocean and the West Pacific Ocean. The important economic shrimp species in the north of the
South China Sea are Penaeus semisulcatus, Penaeus monodon, Marsupenaeus jgonicus and Fenneropenaeus penicillatus . Although
the diseaseresistance of Penaeus semisulcatus is more effective than that of Penaeus monodon, Litpenaeus vannamei and
Fennerqpenaeus chinensis , the alturing technique in Penaeus semisulcatus is not as success as that in Penaeus monadon and
Fennerqpenaeus pericillatus. 1t is for this reason that its culturing production could be ignored and the market produd of this
species in China mainly came from the wild catch. In recent years the genetic diversity of this species has been threatened by
overfishing, environmental siress and habitat destruction. This study reports the genetic diversity and genetic different iation of two
wild stocks of Penaeus semisulcatus collected from Xiamen and Shantou coastal waters using RAPD method. Amplification with 13
randam primers generated 65 reproducible fragments ranging from 200 to 2200bp. No specific fragments were detected between
these two stocks, and the mean proportions of polymorphic amplified bands of Xiamen and Shantou population were 87. 69 % and
89.23%, respectively. The mean heterozygosity of Xiamen stock and Shantou stodk were 0.218 and 0.212, and the genetic
diversity index were 0.2847 and 0.2913, respedively. The genetic distance was 0. 0184 and Fg was 0. 004. All these results
reveal that the gemplasm resource of Xiamen and Shantou stocks is in good condition with higher genetic diversity and low genetic
differentiation, and they may belong to one population and have a good exploitation potential.
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