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Supplementary Material 
Supplementary Figure 1.  Gene sequencing results for confirmation of LND gene variants.   

Supplementary Figure 2.  Karyotypes for each LND and control line.   

Supplementary Figure 3.  Quantitative PCR confirmation of selected findings from RNAseq.   

Supplementary Figure 4.  Western blot confirmation of selected findings from protemics.   

 

 

  



 

 

Supplementary Figure 1.  Gene sequencing results for confirmation of LND gene variants 
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Supplementary Figure 2.  Karyotypes for each LND and control line 
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Supplementary Figure 3.  Quantitative PCR confirmation of selected findings from RNAseq 
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Supplementary Figure 4.  Western blot confirmation of selected findings from proteomics. 
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