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It has come to our attention that in preparing the final version of this article, the authors inadvertently misspelled the last name of

author Charlotte E. Teunissen as ‘‘Charlotte E. Theunissen.’’ This error has been corrected in the article online.

In the Editorial Note (Cell 178, 262, June 27, 2019), the editors refer to the original version of the published manuscript. That version

contained a misspelled name, and as that has now been corrected, we are updating the Editorial Note as well.
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