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 excludes individuals that do not unambiguously 
represent the population to which they were assigned (step 5), and, 
finally, excludes the individuals if they are single, extreme geographic 
outliers of their own population (step 6). Note that an intensive exclusion 
of geographic outliers should be avoided and manually checked, so as 
not to produce reference groups based on prior expectations. 





SWF, 
OST, LAP, NKA, KAI, Kuusamo/Pudasjärvi and CKA. In addition, the 
ancestor candidates were assessed as having homogeneous genetic 



background based on PCA. Figure 12 shows the geographic locations 
of the ancestor candidates. 
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easily interpretable and reliable reference groups.

Evacuated and entral_Finland, 










































































