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B-69 DNA analysis of White Headed Langur and feeding plants.
Yin Lijie, Qin Dagong, Yao Jinxian(ALFK - @B 7220%) AT isd « 4 HEHE

From 2012 to 2013, we collected 30 feces samples of white-headed langurs on March 2012 and 2013, from Nongguan hills,
Guangxi, China. And 61 plants species that langurs eating or not were collected in March 2012.
On March 2013, I have done DNA analysis of six feces samples of white-headed langurs under directing by Dr. Hiroo Imai at
Peking University. We extracted and cloned DNA in feces from six samples and selected some samples to do DNA sequencing.
We are currently doing the determination of reference sequences of plant samples living in our fields. We also plan to do
20-30 feces samples in 2013.
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