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Background. PR interval reflects atrial and atrioventricular nodal conduction time, and is an important
determinant of arrhythmia risk. Genome-wide association studies (GWAS) have identified association
of a nonsynonymous SNP, rs6795970, in the SCN10A gene with PR interval in individuals of European
ancestry. Objective of the study. Determine distribution of the genetic variants of rs6795970,
associated with PR interval in young population of Republic of Moldova. Material and Methods. 1390
young participants from Republic of Moldova with age range: 19-25 years, were genotyped for
rs6795970 in the SCN10A gene, using TagMan SNP Genotyping Assay. Results. The genotype A/A,
AJG, G/G distributions of rs6795970 among the young participants were 15%, 48%, 37% respectively
(x2 = 0.161, p = 0.688). The allele frequencies for A and G in young participants were 39% and 61%
respectively. Conclusion. The minor allele frequency (MAF) in young Moldavian population was 0.39
for rs6795970 and was consistent with Project 1000Genomes data in the European population — 0.41.
The risk allele (A allele) is associated with a predisposition to appear of arrhythmias.
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Introducere. Intervalul PR reflecta timpul de conducere nodala atriala si atrioventriculard si este un
predictor important al riscului de aritmie. Prin studiile de tip GWAS a fost identificatd asocierea SNP-
ului rs6795970, nonsinonim, al genei SCNIOA, cu intervalul PR la indivizii din populatia
europeand. Scopul lucrarii. Determinarea distributiei variantei genetice a polimorfismului rs6795970
asociat cu intervalul PR in populatia tdnara din Republica Moldova. Material si Metode. Genotiparea
polimorfismului rs6795970 al genei SCN10A la 1390 de participanti tineri din Republica Moldova, cu
varste cuprinse intre 19-25 de ani, s-a efectuat prin tehnica TagMan SNP Genotyping
Assay. Rezultate. S-a stabilit ca distributiile genotipurilor A/A, A/G, G/G pentru rs6795970 intre
participanti tineri au fost 15%, 48% si, respectiv, 37% (2 = 0,161, p = 0,688). Frecventa alelei A a fost
de 39%, iar a alelei majore G de 61%. Concluzii. Frecventa de 0,39 a alelei minore (MAF) in populatia
tdnara din Republica Moldova, pentru 1s6795970 este in concordanta cu datele Proiectului
1000Genomes pentru populatia europeana — 0,41, ceea ce indica ca alela A (alela de risc) este asociata
cu predispozitia la aparitia aritmiilor.
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