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Abstract 

Cancer is not just a disease; it is a set of diseases. Breast cancer is the second most common 

cancer worldwide after lung cancer, and it represents the most frequent cause of cancer death in 

women (Thurtle et al. in: PLoS Med 16(3):e1002758, 2019, 1]). If it is diagnosed at an early age, the 

chances of survival are greater. The objective of this research is to compare the performance of 

method predictions: (i) Logistic Regression, (ii) K-Nearest Neighbor, (iii) K-means, (iv) Random 

Forest, (v) Support Vector Machine, (vi) Linear Discriminant Analysis, (vii) Gaussian Naive Bayes, 

and (viii) Multilayer Perceptron within a cancer database. 
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