Determination of cheese origin by using 26S rRNA gene
fingerprinting of yeast communities by PCR DGGE:
an application on Fried Cheese from Wielkopolska region
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1. INTRODUCTION

Fried cheese from Wielkopolska is one of the few traditional fermented products in Poland endowed with a Protected Geographical Indication (PGl)
label. Its fraditional manufacturing process, maintained through the ages in the Wielkopolska region, gives the product an original and specific
character. The sensory properties of the fried cheese are closely related to the particular cheese technology, but also to its associated microbiota which

plays a key role in creating its typical aroma and faste.

To eliminate unfair competition and the misleading of consumers by promoting nhon-genuine products, it Is necessary to create an effective traceability

system of food articles.
|

THE MAIN AIM of this study was to propose an analytical tool that will permit to link microbial ecology to the

geographical origin of the food with protected status.

2. MATERIALS and METHODS 3. RESULTS
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i This method seems to be an effective, simple and rapid traceability tool
I - 2 Flowelnali of expelimsr for some fermented dairy food products denominated with protected

status.
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