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The Health Behavioural Model

The Behavioural Model of Health Care
Use (Andersen, 2012): the fifth
iteration. The components are inter-

related recursively by a series of enetic Contribution to
feedback Ioops. Access and Utilization

Purpose

Disease Process EtiO@ In general, how would you
rate your health?

Sense of Risk
’ Excellent? Good?, Fair,
Decision to Seek Care | Poor?
Practice '

IS a highly reliable and valid

predictor variable for
Here, we discuss how behavioral Treatment Outcomes ) morbidity mortality and long

genetics can influence understanding term care use for adult

access to care, use of health services — > populations across many
Health/Disability Trajectory socleties.

and outcomes of use

Method, Data, and Results

Methods & Data

A twin data analysis based on the ACE

Model (Additive (A), Shared (C), and

Error Variance (E) for gene-

environment interaction using twin

studies for gene-environmental \ 110 0.4
contribution to self reported health data 0 55 -
was conducted. The data were ‘

\29 0.43

0.0

obtained from 5.5 million VN Era Twin
Registry, & matched on same last
name, different first name, similar ssn, Alcohol Health Services
same date of birth. 7375 twin pairs TR
were identified. The data were Jepenaency viization
analysed using Cholesky Genetic
Model.

Self Reported
Health

Conclusion and Next Steps ...

This model indicates significant independent influence of genes for high-risk adult male populations for health services
utilization and self reported health. The results suggest continued exploration of genotypic influence as well as gene environment
interactions on health services access and utilization. The environment needs to be inclusive of physical and virtual environments and
related gene-environment interactions on patterns of health services access.
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