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Cisplatin is one of themost commonly used anticancer drugs. It kills
cancer cells by damaging their DNA, and hence cellular DNA repair
capacity is an important determinant of its efficacy. Here, we inves-
tigated the repair of cisplatin-induced DNA damage in mouse liver
and testis tissue extracts prepared at regular intervals over the
course of a day. We find that the XPA protein, which plays an
essential role in repair of cisplatin damage by nucleotide excision
repair, exhibits circadian oscillation in the liver but not in testis.
Consequently, removal of cisplatin adducts in liver extracts, but
not in testis extracts, exhibits a circadian pattern with zenith at
∼5 pm and nadir at ∼5 am. Furthermore, we find that the circadian
oscillation of XPA is achieved both by regulation of transcription by
the core circadian clock proteins including cryptochrome and by
regulation at the posttranslational level by the HERC2 ubiquitin
ligase. These findings may be used as a guide for timing of cis-
platin chemotherapy.

chemotherapy ∣ circadian clock ∣ DNA repair

Chronochemotherapy is the administration of chemotherapeu-
tic drugs at specific times of the day so as to optimize efficacy

and minimize side effects of the drug (1, 2). Cisplatin is one of the
three most commonly used chemotherapeutic drugs (3) for which
chronotherapy is thought to have some beneficial effects. Factors
that modulate the efficacy of cisplatin therapy include drug up-
take and efflux, DNA adduct formation, DNA repair, and cellular
proliferation (4, 5). Cisplatin produces DNA intra- and inter-
strand diadducts and DNA–protein crosslinks (4), and it is well
established that the intrastrand diadducts Pt-(GpG), Pt-(ApG),
and Pt-(GpXpG), that constitute up to 90% of the total DNA
lesions, are the main cause of its cytotoxicity and hence its ther-
apeutic effects. These lesions are removed exclusively by nucleo-
tide excision repair (excision repair) in mammalian cells and
hence the status of excision repair is an important factor in the
success of chemotheraphy with cisplatin (4, 6).

In humans and mice, excision repair is carried out by the co-
ordinated action of six core repair factors, RPA, XPA, XPC,
TFIIH, XPG, and XPF-ERCC1, which remove the damage in the
form of 24–32 nt-long oligomers; the resulting gap is filled by
DNA polymerases and ligated (7–9).

Recently, we found that the rate of excision repair of a UV
photoproduct in the mouse brain exhibits a daily rhythm (10).
Furthermore, it appears that this rhythmic pattern is due to
the circadian (circa ¼ about, dies ¼ day) oscillation of the XPA
(xeroderma pigmentosum A) protein that is one of the rate-
limiting factors in excision repair. Even though in that study
the damaged-DNA substrate was a UV photoproduct, we sug-
gested that the findings were relevant to the repair of cisplatin
because nucleotide excision repair is the only repair system capa-
ble of removing bulky DNA lesions produced by UV or by UV-
mimetic agents such as cisplatin (11). Although cisplatin is used
for treating certain brain cancers, the blood–brain barrier is a
serious impediment for its general use in brain tumors (12). In
contrast, cisplatin is the drug of choice in testicular and ovarian

cancers and a main component of combination therapy regimens
for many other cancers, including head and neck, lung, gastric,
and colorectal cancers (3). Therefore, in this study we have tested
the effect of the circadian clock on the repair capacity of
cisplatin–DNA adducts in peripheral organs with the aim of pro-
viding a guide for cisplatin chronochemotheraphy. We chose
mouse liver and testis for our experiments for practical reasons,
because extracts from these organs are of relatively good quality
for biochemical assays. We find that excision repair of cisplatin–
DNA adducts in mouse liver exhibits a robust circadian rhythm
with the zenith in the late afternoon hours (∼5 pm) and the nadir
in the early morning hours (∼5 am). We further show that this
oscillation is caused by the circadian rhythmicity of Xpa transcrip-
tion and translation, coupled with a short half-life of the protein.
In contrast, in the testis, which is known to lack a circadian
rhythm (13–15), Xpa transcription, XPA protein levels, and exci-
sion activity remained constant and at a moderately high level
over the course of the day.

The circadian clock in mice and humans is generated by a
transcriptional-translational feedback loop: The Clock and
BMal1 transcriptional activators bind to the promoters of
Cryptochrome 1 and 2 (Cry1/2) and Period 1 and 2 (Per1/2) repres-
sor genes and activate their transcription. The Cry and Per pro-
teins, in turn, enter the nucleus after a time lag, bind to Clock and
BMal1, and inhibit their own transcription as well as the tran-
scription of clock-controlled output genes (16). This core clock
circuitry is consolidated by secondary feedback loops at the tran-
scriptional level as well as by posttranslational modifications and
proteolytic degradation of the core clock proteins. In particular,
the ubiquitination of Cry proteins by Fbxl3 (17–19) and of Per
proteins by βTRCP (20, 21) and subsequent proteolysis of these
transcriptional repressors by the proteasome are essential for a
robust core clock as well as robust oscillations of the clock-
controlled genes.

We and others previously reported that the XPA protein and
transcript (and the excision repair activity for UV photoproducts)
were controlled by the circadian clock in the mouse brain (10, 22).
Here, we have directly measured the Xpa transcript levels in the
liver and testis and found that Xpa mRNA exhibits circadian
rhythm in liver, and this oscillation is dependent on the circadian
clock. In addition, since solely altering the transcription of a gene
may not be sufficient to confer an oscillatory mode for its activity
profile unless the gene product has a relatively short lifetime, we
determined the half-life of XPA protein in cultured cells and
found it to be similar to those of Cry1/2 that are known to be
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processed specifically by Fbxl3 ubiquitin ligase. We reasoned that
XPA may also be a target of a specific E3 ligase. We found that
the HERC2 protein that, based on sequence data, is classified as
a putative E3 ligase of the HECTclass (23), binds specifically to
XPA and ubiquitinates it. Importantly, downregulation ofHERC2
leads to stabilization of XPA and increased repair activity of cis-
platin damage in cultured cells. Similarly, in Cry1/2 double knock-
out mice (CryDKO), the Xpa transcript and protein levels cease to
oscillate, and the liver extracts exhibit high levels of cisplatin ex-
cision activity at all tested time points. In contrast, Cry mutations
have no effect onXpa transcript and protein levels in the testis and
hence no effect on cisplatin repair activity over the course of the
day. Taken together, our study provides somemechanistic founda-
tion for cisplatin chronochemotherapy for the vast majority of or-
gans that contain a strong circadian regulatory component.

Results
Effect of Circadian Time on Excision Repair of Cisplatin–DNA Adducts
by Mouse Liver Extracts.Cisplatin, and its second and third genera-
tion derivatives, make two major DNA adducts, Pt-(GpG) and Pt-
(GpTpG), in addition to the much less frequent G-Pt-G inter-
strand crosslink (3). Extensive data indicate that the intrastrand
diadducts are the major cause of cytotoxicity and that nucleotide
excision repair is the sole repair system for these adducts (4).
Further, even though the Pt-(GpG) adduct is more abundant than
the Pt-(GpTpG) adduct, the latter is repaired at about fivefold
faster rate than Pt-(GpG) (7, 24). Therefore, we used either lin-
ear or circular DNA molecules containing a single Pt-(GpTpG)
to assess the repair capacity of mouse tissue extracts. Fig. 1 shows
the excision assays conducted with mouse liver extracts harvested
at 4 h intervals over a period of 24 h (ZT0 light on and ZT12 light
off for mice maintained under 12 h light: 12 h dark schedule). As
apparent from the primary data in Fig. 1A and B and the quan-
titative analysis in Fig. 1C, the repair of cisplatin-(GpTpG) and
the Xpa transcript and protein levels exhibited robust and in-
phase daily oscillation in the liver. Moreover, the phases of these
oscillations were antiphase to the clock transcriptional repressor
Cry1 and in synchrony with those of excision activity and XPA
oscillation previously reported in mouse brain (10). Also, as pre-
viously demonstrated with the mouse brain extracts, supplement-
ing the liver extracts from the nadir of excision activity (ZT22 or
5 am) with recombinant XPA, restored the level of excision repair
to that observed at the zenith (ZT10 or 5 pm) (Fig. 1D).

To ascertain that the circadian oscillation of XPA level and ex-
cision repair were dependent on the circadian clock, we analyzed
liver extracts from wild-type mice or mice lacking Cry1 and Cry2
(25, 26), essential components of the circadian clock (16). Anal-
ysis of excision repair activity from liver extracts harvested at the
zenith (ZT10) or nadir (ZT22) revealed that the excision repair
activity was three times higher in CryDKO mice compared to the
zenith of wild-type mice and did not oscillate with the time of day
(Fig. 1E). Likewise, the XPA protein and mRNA levels were
higher in the CryDKO mice and did not oscillate (Fig. 1F). There-
fore, the oscillation of excision repair activity and Xpa mRNA
and protein levels in the mouse liver are all dependent on the
circadian clock.

Effect of Circadian Time on Excision Repair of Cisplatin-DNA Adducts
by Mouse Testis. Next, we tested extracts made from mouse testis
harvested at 4 h intervals over a 24 h period. In contrast to the
results obtained with liver, repair of cisplatin-(GpTpG) did not
exhibit daily oscillation in the testis (Fig. 2A and C). To determine
the cause of this lack of oscillatory behavior in testis we measured
the expression of XPA and the clock protein Cry1, which is known
to oscillate in most tissues, over the course of a day. As shown in
Fig. 2B and C, neither XPA nor Cry1 oscillate in testis. These
findings are consistent with several reports on lack of the circa-
dian clock either at the transcriptional or protein level in the

mouse testis (13–15). Interestingly, because of lack of circadian
control of Xpa transcription in the testis, excision repair activity is
at a constitutively high level, and neither repair (Fig. 2D) nor the
level of XpamRNA and protein (Fig. 2E) are affected by the pre-
sence or absence of the Cry proteins.

XPA Protein Has a Short Lifetime. The findings that XPA exhibits
high amplitude oscillation in the mouse brain (10) and liver
(Fig. 1C), reaching a maximum in the afternoon and dropping
precipitously at night with a 5- to 10-fold decrease in protein level
within a 6-h period at night, was of special interest. We reasoned
that such a drop could not be ascribed to clock-controlled tran-
scriptional oscillation alone, and that XPA might be controlled at
a posttranslational level as well. Hence, we tested XPA for pro-
teolytic degradation using human (A549) and rat (Rat1) cell lines
that are commonly used in cell biology and circadian clock re-
search as representative of human and rodent cells, respectively.

Fig. 1. Circadian oscillation of Xpa transcript, XPA protein, and nucleotide
excision repair activity in the mouse liver. Mice under 12 h light: 12 h dark
(L12∶D12) cycle were sacrificed at the indicated times and their livers were
harvested. Zeitgeber ðZTÞ ¼ 0 is light on and ZT ¼ 12 is light off. In parenth-
eses we also indicate the time of day in conventional Eastern Standard Time
(EST). The liver extracts were tested for repair activity and for the indicated
protein and mRNA levels. (A) The control lane contained DNA substrate but
no extract. The excision products [indicated as a bar with a circle (isotope la-
beled) and a triangle (Pt adduct)] in the range of 24–32 nt were detected by
autoradiography (48) (Fig. S1). Only the part of the autoradiograph contain-
ing the excision product is shown; the entire gel is shown in Fig. S2. (B) Xpa
mRNA and protein were detected by RT-PCR and immunoblotting, respec-
tively. (C) The excision repair datapoints are averages of two experiments
each with two mice (bars ¼ standard error). The mRNA, protein, and repair
levels are plotted relative to the maximum values of each (which happen to
be at ZT ¼ 10). The actual amount of excision at ZT10 was 1.8%. (D) Liver
extracts from ZT22 (nadir of repair activity) were supplemented with increas-
ing amounts of XPA (0.25, 0.5, 1 pmol of XPA) and the excision activity in the
supplemented extracts are plotted relative to that of the activity of ZT10
(zenith) extract. (E and F) Liver extracts prepared at the indicated ZTs from
wild-type or Cry1/2 double knockout mice (CryDKO) were analyzed for exci-
sion repair activity (E) and XPA and Cry proteins and mRNAs (F). The CryDKO

extracts contained 2.4- and 2.3-fold more XPA protein and mRNA relative to
the ZT10 of WT, respectively.
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The two cell lines were treated with either cycloheximide (CHX)
to inhibit protein synthesis or with MG132 to inhibit proteolysis
by the proteosome, and then the XPA levels were measured for a
6 h period following treatment. As is seen in Fig. 3A, inhibition of
protein synthesis by CHX (lanes 2–4) leads to a steady drop in
XPA levels in both cell lines, whereas there is no change in the
control protein Actin over the course of the experiment. In
contrast, when MG132 is included in the culture medium to in-
hibit proteolysis, the levels of XPA steadily increased in both
cell lines (lanes 5–7). Quantitative analysis of the data (Fig. 3B)
shows that XPA decays with a first-order rate constant of k1 ∼ 6×
10−5 sec−1 from which a half-life of t1∕2 ∼ 200 min is calculated,
which is in accord with the rapid drop in XPA protein levels in the
brain and liver in the evening hours when the XPA gene transcrip-
tion is rapidly declining as well, such that the proteolytically de-
graded XPA cannot be replenished by newly synthesized protein.

Specific Interaction of XPA with a Putative Ubiquitin Ligase.Next, we
wished to identify the ubiquitin ligase that ubiquitinates XPA and
targets it for proteolysis. We constructed a HEK293 cell line that
contains an inducible and Flag epitope-tagged XPA gene. Cell
extract was prepared from Flag-XPA expressing cells and XPA
was immunoprecipitated with anti-Flag agarose resin. After
extensive washing, the bound proteins were eluted with Flag pep-
tide and separated by SDS–PAGE (Fig. 4A). The proteins that
were specifically retained by the Flag-XPA resin were identified
by mass spectrometry. The highest molecular weight protein
identified in our screen was HERC2. This is a putative HECT E3
ligase and a member of a six-member HERC family that has been
implicated in a number of cellular processes including G-protein
signaling and membrane trafficking (23). Naturally occurring
Herc2 mutations cause the so-called rjs (runty, jerky, sterile) phe-
notype in mice (27), but there have been no cellular or biochem-
ical studies reported on HERC2 indicative of its E3 ligase activity.
Hence, we proceeded to look at the XPA-HERC2 interaction in
more detail and to determine the effect of HERC2 on XPA mod-
ification and stability.

Fig. 2. Circadian clock-independent repair of cisplatin-(GpTpG) adducts in
mouse testis. Testicular extracts were prepared from mice under L12∶D12
conditions and were tested for repair activity with the cisplatin-(GpTpG) sub-
strate (A) and for the indicated protein and mRNA levels (B). (C) The excision
repair data points are averages of two experiments (bars ¼ standard error).
The mRNA, protein, and repair values are expressed in percentages relative
to the ZT10 values. The actual amount of excision at ZT10 was 7.8%. (D) Ex-
tracts prepared at the indicated times from testes of either wild-type or
CryDKO mice were analyzed for excision repair activity, and the percentages
of excised products are indicated below the lanes. (E) The proteins were de-
tected by probing immunoblots with the indicated antibodies and the mRNA
levels were analyzed by RT-PCR.

Fig. 3. Degradation of XPA by the proteasome in human and mouse cell
lines. (A) Immunoblots of extracts from A549 and Rat1 cells that were treated
with either 20 μg∕ml of protein synthesis inhibitor cycloheximide (CHX) or
40 μM proteosome inhibitor (MG132) for the indicated times. Whole cell ly-
sates were separated by SDS-PAGE and probed with the appropriate antibo-
dies. (B) The amounts are expressed relative to the control samples (time 0)
which were taken immediately before the addition of either CHX or MG132.

Fig. 4. Interaction of XPA with the putative ubiquitin E3 ligase HERC2.
(A) HEK293 cells stably expressing either Flag-tagged XPA or Flag-tagged
RAD1 (control) were induced to express the corresponding proteins. The cell
lysates were then mixed with anti-Flag agarose beads and the bound pro-
teins were visualized by SDS-PAGE and SYPRO Ruby staining. The XPA-
interacting proteins were identified by mass spectroscopy. For clarity, we in-
dicate only the bands corresponding to XPA, HERC2, and DNA-PKcs (which
migrates like a doublet of HERC2). (B) XPA was immunoprecipitated from ex-
tract of either Flag-XPA or mock (control) expressing cells with anti-Flag
beads and the unbound and bound fractions were probed with the appro-
priate antibodies. The input lanes contain 5% of the input protein. (C) Two
cell lines were fractionated into “cytosol,” “nuclear,” and “chromatin” frac-
tions and the distribution of XPA, HERC2, HERC1, and markers for the three
subcellular fractions GAPDH (cytosolic), ORC2 (nuclear), H2A.X (chromatin)
were analyzed by immunoblotting. (D) 293T and A549 cells were permea-
blized, fixed, stained with XPA and either HERC1 or HERC2 antibodies
(Fig. S6), and imaged using a fluorescent microscope.
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First, we investigated the XPA-HERC2 interaction specificity
by immunoprecipitating XPA and probing the immunoprecipitate
for HERC2, as well as for proteins known to interact with XPA
(RPA70 and RPA32) (28) and proteins that are not expected to
interact with XPA (HERC1, MDM2, and ACTIN). The results
are shown in Fig. 4B. As expected, XPA binds tightly to RPA such
that under the conditions of the experiment, where XPA is over-
produced 22-fold over the endogenous levels, nearly 90% of RPA
is in a complex with XPA (compare lanes 3 and 4). Significantly,
while neither MDM2 nor ACTIN is detected in the XPA immu-
noprecipitate (lane 6), about 40% of HERC2 is immunoprecipi-
tated with anti-Flag antibodies (compare lanes 3, 4, and 6). We
further confirmed the XPA-HERC2 interaction by coimmuno-
precipitating endogenous HERC2 with anti-XPA antibodies in
A549 cells (Fig. S3).

Second, because the other members of the HERC family of
putative E3 ligases that have been investigated so far are asso-
ciated with membrane or cytoplasmic organelles (29), and XPA
is primarily located in the nucleus (30), we wished to ascertain
whether XPA and HERC2 have similar subcellular localization
to allow interaction between the two and ubiquitination of
XPA. We analyzed the subcellular localization of the two proteins
by biochemical and cell biological methods using two human cell
lines. Fig. 4C shows the results of the subcellular fractionation. In
agreement with previous reports (30), XPA is found mostly in the
nuclear fraction (Fig. 4C, lanes 2 and 5). The small fraction of
XPA that is found in the cytosol is most likely the result of
incidental permeabilization of the nuclear membrane during frac-
tionation. Importantly, while HERC1, which is known to be as-
sociated with the Golgi complex and endoplasmic reticulum (29)
exhibits exclusively cytosolic localization, HERC2 shows nearly
equal distribution between the cytosol and the nuclear fractions
(Fig. 4C, lanes 1 and 2, and 4 and 5). These conclusions were
confirmed by immunostaining. In agreement with the subcellular
fractionation data, HERC1 is exclusively cytoplasmic, XPA is ex-
clusively nuclear, and HERC2 exhibits both cytoplasmic and nu-
clear localization (Fig. 4D). Taken together, the data presented so
far show that XPA is an unstable protein, colocalizes with a pu-
tative ubiquitin ligase, and appears to directly interact with this
ligase, suggesting that HERC2 may be responsible for directing
the proteolysis of XPA and thus participating in its circadian os-
cillatory expression pattern.

HERC2 is an Ubiquitin Ligase for XPA and Promotes its Proteolysis. To
determine whether HERC2 influences the stability of XPA, we
downregulated HERC2 or HERC1 with siRNA and measured
the levels of XPA in the siRNA treated cells. As is seen in Fig. 5A,
downregulation of HERC2 (lane 7), but not HERC1 (lane 6),
stabilizes XPA after cycloheximide (CHX) treatment. Fig. 5B
shows the XPA degradation kinetics under conditions of CHX
treatment in the presence or absence of HERC2 siRNA. In
the absence of HERC2 siRNA, XPA is degraded with kinetics si-
milar to that shown in Fig. 3, whereas in the presence of HERC2
siRNA and CHX, the XPA levels essentially remain constant for
the duration of the experiment (8 h). Because XPA is not the only
limiting factor in nucleotide excision repair (31), we also analyzed
the effect ofHERC2 downregulation on the other core repair fac-
tors and found that these proteins were not affected by CHX
treatment or by CHX treatment combined with HERC2 siRNA
over a period of 8 h (Fig. S4A). We also tested for the effect of
HERC2 on some of the key DNA damage checkpoint proteins
because they also affect the cellular response to genotoxic agents
and again, did not see an effect of HERC2 downregulation on
these proteins either (Fig. S4B). Thus, it appears that, of all the
excision repair and checkpoint proteins tested, HERC2 plays a
role only in proteolysis of XPA and as a consequence in circadian
oscillation of excision repair activity.

The data presented so far indicate that HERC2 may
ubiquitinate XPA and thus target it for proteolytic degradation,
but there are no reports on the E3 ligase activity of HERC2.
Therefore, to test our model, we conducted an ubiquitination
assay with HERC2 using XPA as a substrate. HERC2 was
immunoprecipitated from A549 cells and, after extensive wash-
ing, the immunoprecipitate was supplemented with E1, E2, HA-
tagged ubiquitin (HA-Ub) and Flag-XPA under appropriate re-
action conditions. The products were separated by SDS–PAGE
and probed with either Flag or ubiquitin antibodies. As seen
in Fig. 5C, when supplemented with E1 and E2, the immunopre-
cipitated HERC2 does ubiquitinate XPA (lane 4) and hence it is
possibly a bona fide E3 ubiquitin ligase. HERC2 also ubiquiti-
nates itself or another interacting protein in these reactions
(Fig. S5).

Downregulation of HERC2 Improves Cisplatin-(GpG) Repair Efficiency.
Our data indicate that XPA is a limiting factor in nucleotide ex-
cision repair in vivo, and therefore we wished to know whether
increasing XPA levels by inhibition of ubiquitination and proteo-
lytic degradation of XPA would manifest in a faster rate of repair
of cisplatin–DNA adducts. HEK293 cells that were transfected
with either control siRNA orHERC2 siRNA were incubated with
either 10 μM or 30 μM cisplatin for 3 h, and then the drug was
removed from the medium and the Pt-(GpG) excision kinetics
were determined by DNA slot blot using monoclonal antibodies
specific for this adduct. As seen in Fig. 6A and B, downregulation
of HERC2 results in a faster rate of Pt-(GpG) repair, supporting
the conclusion that in tissues or cell lines with a circadian clock,
the rate of nucleotide excision repair is controlled by ubiquitina-
tion of XPA by HERC2 E3 ligase. In line with this conclusion,
even in a cell culture where each cell has a circadian rhythm
but the culture on the whole is without a circadian rhythm be-
cause the circadian phases of the cells are out of synchrony (2),
overexpression of XPA even in the presence of HERC2 leads to a
modest but significant increase in excision activity (Fig. 6C) be-
cause apparently under these conditions the rate of XPA synthe-
sis far exceeds the rate of ubiquitination by HERC2.

Discussion
Our findings, in light of current knowledge about the molecular
mechanism of the circadian clock, are schematically summarized
in Fig. S8. In wild-type mice, oscillatory transcription of the clock
genes (Crys and Pers) and the clock-controlled gene Xpa, com-
bined with the action of E3 ligases specific for the respective
proteins, engender the core circadian clock and the oscillation

Fig. 5. Identification of HERC2 as an XPA ubiquitin ligase. (A) 293Tcells were
transfected with control Cyclophilin-B siRNA (C), HERC1 siRNA (H1), HERC2
siRNA (H2), or both HERC1 andHERC2 siRNAs (H1/2), and then incubated with
cycloheximide (CHX) where indicated and the levels of the target proteins as
well as of XPA and GAPDH (loading control) were determined by immuno-
blotting. (B) Control CycP-B orHERC2 siRNA treated cells were incubated with
CHX for the indicated times and the levels of the HERC2, XPA, control pro-
teins, and GAPDH were determined by immunoblots. (C) A549 cell extract
was incubated with Protein A agarose and either HERC2 antibodies or control
rabbit IgG. The beads were collected and incubated with the indicated pro-
teins at 30 ºC for 30 minutes followed by separation on SDS–PAGE and anal-
ysis by western blotting with either Flag antibodies for XPA (Top) or with
ubiquitin antibodies (Bottom).
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of one of the clock output pathways, nucleotide excision repair,
respectively. In the absence of Crys, there is no circadian clock,
XPA is expressed at constitutively high levels, and the excision
repair activity is elevated and ceases to oscillate. The data pre-
sented in this paper raise some important points relevant to
the regulation of nucleotide excision repair in mammals and the
evolution of the circadian clock, and are of potential significance
to rational approaches to chronochemotherapy.

Regulation of Nucleotide Excision Repair. Our study has defined a
relatively direct pathway for regulation of nucleotide excision re-
pair in mice and humans. To recapitulate briefly, we find that
XPA is regulated in a circadian manner in all mouse tissues
tested, with the exception of testis. We show that oscillation of the
XPA protein is accomplished by two mechanisms: 1) trans-
criptional regulation by cryptochrome and other core clock pro-
teins, and 2) proteolysis by the ubiquitin (HERC2 E3 ligase)-
proteasome pathway. Our findings of circadian clock control of
XPA, and of excision repair activity in brain and liver, constitute
the most direct evidence to date of any form of control of nucleo-
tide excision repair activity. Although numerous studies have
shown that both the core excision repair factor XPC and the
accessory factor XPE (DDB2) are ubiquitinated by the
CUL4A-ROC1-DDB1 E3 ubiquitin ligase following DNA da-
mage (32–34), at present it is unclear what effects these
posttranslational modifications have on excision repair (35). The

ubiquitination of XPC does not lead to its proteolytic degrada-
tion, and it is unclear whether it affects its function (36). Ubiqui-
tination of DDB2 leads to its eventual proteolytic degradation
(33). However, it is a matter of ongoing debate whether
DDB2 plays a direct role in repair or influences cell survival di-
rectly or indirectly by participating in apoptosis and cell cycle reg-
ulation (34, 37–40). In contrast, the findings reported in this
paper clearly show that XPA is controlled by transcriptional
and posttranslational mechanisms, and that the oscillatory
rhythm of the protein resulting from these regulatory mechan-
isms has a drastic effect on the repair capacity of the cell. Hence,
in studies on excision repair capacity in animals and even mam-
malian cell lines, with the aim of determining the effects of var-
ious parameters, such as genetic background, race, gender, and
age, on excision repair rate, the time of day (or circadian time) of
sampling or assay should be considered as an important variable.

Cryptochrome, “Escape from Light,” and Evolution of the Circadian
Clock. Cryptochrome, which is a key component of the circa-
dian clock, phylogenetically is related to DNA photolyase, which
repairs UV-induced pyrimidine photodimers using blue light as
the energy source (41). According to the modern version of the
“Escape from Light” hypothesis for the evolution of the circa-
dian clock (41, 42), an ancient aquatic organism employed the
photolyase/cryptochrome ancestor as a blue-light sensor (crypto-
chrome) to regulate its diel vertical movements so as to optimize
nutrient availability and minimize exposure to genotoxic UV
light, and as a blue-light activated repair enzyme (photolyase)
that repairs UV damage that inevitably occurs despite the pre-
sence of an escape from light mechanism. Subsequently, during
evolution, this protoenzyme gave rise to the present day crypto-
chrome, which is strictly a clock protein, and photolyase, which is
strictly a repair enzyme. It is rather remarkable, therefore, that
cryptochrome still participates in repair, albeit indirectly, by reg-
ulating the nucleotide excision repair activity in mice and
humans. In these organisms, which lack photolyase, nucleotide
excision repair is the sole repair mechanism for removing UV-
induced dipyrimidine photoproducts that can also be repaired
by the phylogenetic relative of cryptochrome, photolyase, in other
organisms such as fruit flies (41).

Whether circadian control of nucleotide excision repair con-
fers a selective advantage or is an evolutionary relic cannot be
answered based on available data. It is conceivable that even noc-
turnal animals such as mice are exposed to sunlight that produces
DNA damage, and therefore the continuous rise in excision re-
pair activity during the day serves a useful purpose. Conversely, it
might be advantageous to reduce the excision repair activity at
night, when it apparently is not needed, so as to reduce the risk
of attack of normal DNA by this repair system (“gratuitous
repair”) that may cause deleterious mutations (43, 44). In this
regard, it is interesting to note that UvrA, the key damage recog-
nition protein in E. coli nucleotide excision repair, in a manner
similar to XPA, is also tightly regulated by proteolysis so as to
avoid gratuitous repair and harmful mutagenesis (45).

Chronochemotherapy.The daily oscillation of excision repair activ-
ity is likely to affect the efficacy of chemotherapy with certain
drugs. Cisplatin and its second and third generation derivatives
are among the most commonly prescribed anticancer drugs (3).
With the development of new derivatives that have better uptake,
activation, and DNA binding properties, the range of cancers that
are treated with cisplatin is continuously expanding (3). However,
despite the many improvements in cancer treatment regimens
that have increased the efficacy and decreased the side effects of
the drug, the time of administration, which may significantly af-
fect both the efficacy and the side effects (toxicity), has not
become a commonly used variable in clinical practice (2). This

Fig. 6. Downregulation of HERC2 improves cisplatin-(GpG) repair efficiency.
(A) A549 cells in which either Cyclophilin-B (C) or HERC2 (H2) were downre-
gulated by siRNA were treated with the indicated doses of cisplatin for
3 hours, washed, and then incubated in fresh medium for the indicated times
before harvesting. The Pt-(GpG) diadduct levels were analyzed by immuno-
blotting (Left) and SYBR-Gold staining of the membrane showing total DNA
in the slot blot (Right). (B) Quantitative analysis of the data from Panel A. (C)
Extracts were made from circadian asynchronous cultures of HEK293 cells or
HEK293 cells overexpressing Flag-XPA 22-fold higher than the endogenous
protein levels and used in excision assays with cisplatin-(GpTpG) substrate.
Each lane represents an independent experiment. The effect on excision re-
pair is not proportional to the level of XPA overexpression because under
these conditions other excision repair factors become rate-limiting.
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is due in part to the lack of a mechanistic foundation for the roles
of circadian factors in chemotherapy.

The cellular response to genotoxic agents is dictated by several
factors (46, 47), including the cell cycle phase, DNA repair capac-
ity, and potential for apoptosis. Hence, in designing a chrono-
chemotheraphy regimen, all these factors must be taken into
account. Here we show that in mouse liver, excision repair of cis-
platin adducts exhibits a robust circadian oscillatory pattern, with
a maximum at ∼5 pm and a minimum at ∼5 am. These findings
should be useful in designing mechanism-based chronochem-
otherapy trials in mice and eventually in humans.

Materials and Methods
Organ Harvesting and Preparation of Cell-Free Extracts. Cell-free extracts (CFEs)
from C57BL/6J mice and Cry1-/-Cry2-/- mice in the same background (26) were
prepared as described previously (10) with modifications. See SI Text
for details.

Excision Assay. Linear (140 bp) or circular (2.9 kbp) substrates containing a
single Pt-(GpTpG) adduct were prepared by established methods and the ex-

cision assay was carried out with 10 fmol of substrate and 100 μg of CFE in
25 μl excision buffer by incubating at 30 °C for 1 h. See SI Text for details.

In Vivo Excision Repair Assay. A monoclonal antibody which recognizes Pt-
(GpG) adducts (49) (Oncolyze) was used in a slot blot assay to quantify the
adduct levels in the DNA of cisplatin treated A549 cells as a function of time.
See SI Text for details.

Immunoblotting, RT-PCR, and siRNA. See SI Methods for details.

Subcellular Fractionations and Immunofluorescence. See SI Methods for details.

Proteomics and Ubiquitination Assay. See SI Methods for details.
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