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GENERAL ABSTRACT 

Introduction: Insulin-stimulated skeletal muscle glucose uptake is impaired in Type-2 

Diabetes Mellitus (T2DM). Insulin resistance leads to reduced skeletal muscle 

microvascular function and insulin signalling. The purpose of the thesis was to evaluate 

and compare the effect of chronic intake of a novel keratin-derived protein (WDP) and 

whey protein, in conjunction with exercise training, on glucose homeostasis and skeletal 

muscle glucose uptake in T2DM. 

Methods: In a randomized, double-blinded clinical trial, thirty-five men and women 

with T2DM completed a 14-week exercise intervention but were randomly assigned to 

ingest either post-exercise and evening supplements of 20 g WDP-whey protein blend 

(WDP, n = 11), whey protein (WHEY, n = 12) or isocaloric maltodextrin (CON, n = 

12). Before and after the intervention, fasting HbA1c and glucose clearance rate (GCR) 

during a hyperinsulinaemic isoglycaemic clamp were measured. Insulin-stimulated 

skeletal muscle blood flow and volume were measured during the clamps via near -

infrared spectroscopy. Muscle from the m. vastus lateralis was harvested prior to and at 

1-h into the clamps to determine skeletal muscle insulin signalling proteins.  

Results: Substantially bigger improvements in WDP compared to WHEY or CON were 

found for GCR, insulin-stimulated GLUT4 translocation and insulin-stimulated blood 

flow. Fasting eNOSser1177/eNOS possibly increased in WDP and WHEY compared to 

CON. Capillarization improved in all groups with unclear differences between groups. 

Conclusion: WDP-whey blend ingestion during 14 weeks of exercise training improved 

skeletal muscle plasticity and some processes involved in insulin-stimulated glucose 

uptake to a greater magnitude compared to whey protein or an exercise-only group in 

T2DM. WDP protein holds the potential to be an additional therapy to exercise as a 

treatment in T2DM. 
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1.1. Type-2 Diabetes Mellitus 

Type-2 Diabetes Mellitus (T2DM) is a chronic non-communicable disease of which the 

primary phenotype is having chronically elevated blood glucose concentrations 

(hyperglycaemia). T2DM has reached epidemic proportions over the last couple of 

decades. In 2010, Shaw et al. {, 2010 #361} estimated that by 2030, 7.7% of the global 

population would be diagnosed with type-2 diabetes. A World Health Organization 

report, using data collected in 2014, indicated the estimated prevalence of all types of 

diabetes was 8.5%, and rapidly increasing (WHO, 2016). T2DM has a large economic 

burden as estimates show that diabetes costs the world US$ 827 billion per year 

(Seuring et al., 2015). Moreover, T2DM leads to other health complications such as 

increased risk in cardiovascular diseases and overall risk in mortality, with 2.2 million 

worldwide deaths as a result of impaired blood glucose homeostasis, the key feature in 

diabetes (WHO, 2016). Taken together, the increasing prevalence, economic burden and 

increased risk in co-morbidities that accompany diabetes, urgently require effective 

preventative and treatment strategies. 

Hyperglycaemia indicates a disturbance in glucose homeostasis; the regulation of blood 

glucose concentrations which normal concentrations range between 70-90 mg∙dL-1 or 

~3.9-5.5 mmol∙L-1 (Abdul-Ghani et al., 2006). The disturbance partially originates from 

the development of insulin resistance in peripheral tissues, including skeletal muscle, 

which plays a large role in insulin-stimulated glucose uptake (Katz et al., 1983). Insulin 

resistance in skeletal muscle results in an impaired ability to take up glucose in response 

to insulin, thereby failing to restore blood glucose concentrations as observed in T2DM 

(DeFronzo et al., 1985; Ferrannini et al., 1988). Therefore, interventions should target 

ways to overcome skeletal muscle insulin resistance and improve the uptake of glucose 

into skeletal muscle. 
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1.2. Treatments to improve glucose homeostasis and insulin sensitivity 

Exercise has been a well-established treatment for T2DM. Both a single bout (Mikines 

et al., 1988) and regular endurance exercise training improve glucose homeostasis (Bird 

et al., 2016).Therefore, the American Diabetes Association (ADA) and American 

College of Sports Medicine (ACSM) recommend that exercise or physical activity of 

both aerobic and strength signature should be included as a therapy to prevent and 

manage T2DM (Colberg et al., 2010).  

Additionally, interventions on nutrition could be considered as an adjunct therapy to 

exercise to further manage T2DM (Bantle et al., 2008). The 2008 report stated that there 

was insufficient evidence to modify usual protein intake (15%-20% of energy) in 

diabetes management. However, later evidence linked dietary protein intake to glucose 

homeostasis and insulin sensitivity with higher protein intake resulting in improved 

glycaemic control compared to lower protein diets in T2DM (Dong et al., 2013). 

Moreover, in a meta-analysis, Wycherley et al. (2012) reported that high-protein diets 

(25%- 35% of total daily energy intake) mitigate losses in muscle mass under energy-

restricted conditions compared to standard-protein diets (12% - 18% of total energy 

intake).  

Apart from increasing total daily protein intake, the protein source (Ouellet et al., 2007), 

optimizing timing of intake (Kouw et al., 2017) and combining exercise training with 

protein intake (Wycherley et al., 2010a) are additional factors that might determine the 

effect of protein intake as a treatment for T2DM. Currently, there are very limited 

studies on the effect of combined exercise and protein intake as an intervention in 

T2DM (Francois et al., 2017; Gaffney et al., 2017) and many variables on the type of 

protein are yet to be investigated. 
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1.3. Keratin-derived protein 

Keratin is a protein that is present in nails, feathers and hair of mammals, and contains 

relatively high concentrations of thiol-containing amino acids cysteine and other amino 

acids including arginine and glycine (Crum et al., 2018). However, due to the insoluble 

disulphide bonds the protein is considered to be poorly digestible. Hydrolysis and 

chemical methods have been developed to break the disulphide bonds (Shorland et al., 

1970), thereby improving digestibility (Crum et al., 2018).  

Recently, a technique was developed to manufacture edible dietary protein that was 

derived from sheep wool (S. Dias et al., 2016). Keratin is one of the main components 

of wool, hence the reference to keratin-derived protein (WDP). WDP contains relatively 

high concentrations of the amino acids cysteine, glycine and arginine, which isolated 

supplementation has been shown to improve insulin sensitivity (Sekhar et al., 2011).  

There is an economic benefit to the use of WDP as well. The costs of manufacturing 

and producing wool-derived protein was demonstrated to be less than half that of 

production of whey protein. New Zealand has a large wool industry and if WDP would 

be demonstrated to be effective in improving health status in T2DM, this could have a 

large economic impact on the wool industry in New Zealand. Moreover, wool is a 

renewable source (by shearing) and has no animal welfare issues associated with the 

production, thereby making it a sustainable and environmentally friendly source of 

protein. 

1.4. Aims and hypothesis of the thesis 

In summary, insulin-stimulated skeletal muscle glucose uptake is one of the key 

processes in the ability of the body to regulate glucose homeostasis. People with T2DM 

show peripheral resistance to the action of insulin which results in impaired glucose 
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homeostasis with chronically elevated blood glucose concentrations. Combined exercise 

and dietary protein intake might be a beneficial intervention to improve insulin 

sensitivity in T2DM, but the amino acid composition of the protein might be an 

important modulator to further improve exercise-induced improvements in insulin 

sensitivity. Therefore, a clinical trial was designed to target the aim of the thesis, which 

is to investigate whether timed ingestion of a novel keratin-derived protein combined 

with supervised exercise training leads to improvements in insulin sensitivity in people 

with T2DM compared to whey protein or a placebo. The aims of the thesis can be 

broken down into the following structure: 

1) Investigate the effect of fourteen weeks of exercise and protein 

supplementation on glucose homeostasis and skeletal muscle GLUT4 

translocation.  

2) Investigate the effect of fourteen weeks of exercise and protein 

supplementation on skeletal muscle microvascular functioning. 

3) Develop and validate a novel method to quantify GLUT4 translocation. 

The a priori hypothesis of the thesis was that combined exercise and post-exercise 

protein ingestion leads to superior improvements in glucose clearance rates, insulin-

stimulated GLUT4 translocation and skeletal muscle microvascular function, compared 

to exercise only. Moreover, we hypothesized that because of the unique amino acid 

composition of the keratin-derived protein supplement, this protein would induce 

superior improvements in glucose clearance rates, insulin-stimulated GLUT4 

translocation and skeletal microvascular function compared to whey protein. 
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1.5. Outline of the thesis 

Chapter 2 analyses the literature on the mechanisms of skeletal muscle glucose uptake, 

the pathophysiology of insulin resistance and T2DM and the current evidence on 

combined exercise training and co-ingestion of dietary protein as an intervention to 

improve insulin sensitivity 

Chapter 3 outlines the design and methods used in the clinical trial to investigate the 

effect of fourteen weeks of exercise training and post-exercise protein ingestion in 

humans diagnosed with T2DM. 

Chapter 4 describes the effect of fourteen weeks of exercise and supplementation of 

either a novel keratin-derived protein-whey protein blend, whey protein or a placebo 

control on insulin-stimulated glucose disposal, HbA1c, microvascular haemodynamics 

and enzymatic activity of proteins controlling NO bioavailability (eNOS and NOX2) 

and capillary density in skeletal muscle. GLUT4 translocation, using 

immunofluorescence, in T2DM.  

Chapter 5 describes the attempt to develop and validate a novel method to quantify 

GLUT4 translocation and compare this to a previously used method that quantifies 

GLUT4 translocation. The novel approach uses immunoelectron microscopy, a 

combination between immunohistochemistry and electron microscopy, to quantify 

GLUT4 translocation in the plasma membrane with higher spatial resolution compared 

to a previously used method, immunofluorescence, which uses widefield microscopy 

that reaches lower magnifications and therefore results in lower spatial accuracy. 

Chapter 6 summarizes the presented findings in the thesis, discusses limitations of the 

work and provides novel insights on the use of protein in conjunction with exercise as a 

treatment for T2DM in order to provide recommendations for future research. 
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2.1. Introduction 

The reduced wellbeing and health care cost associated with increased rates of obesity 

and Type 2 diabetes mellitus (T2DM) make finding effective ways to treat and prevent 

chronic metabolic diseases of high importance (Ogurtsova et al., 2017; Seidell et al., 

2015). Chronically elevated blood glucose concentrations is the primary phenotype 

observed in T2DM. Accordingly, interventions that improve the mechanisms to lower 

blood glucose concentrations, such as increasing physical activity and reducing dietary 

calorie intake are recommended by the World Health Organization to treat and prevent 

the development of T2DM and obesity (Klein et al., 2004).  

The chronically elevated blood glucose concentrations associated with T2DM are 

partially the result of a reduced postprandial glucose disposal response that originates 

from the resistance of peripheral tissues to the action of insulin (Abdul-Ghani et al., 

2010). Of the peripheral organs, skeletal muscle is the primary site for glucose disposal 

(Katz et al., 1983), and therefore is an important component of glucose homeostasis. 

Chapter 2 will provide an evaluation of the role of skeletal muscle in glucose 

homeostasis and describes the process of glucose uptake in response to insulin. 

Furthermore, the chapter describes what factors contribute to the development of insulin 

resistance in T2DM, physiological impairments in the glucose uptake pathway and the 

effects of exercise and dietary protein as interventions to improve insulin sensitivity.  

2.2. Organs involved in glucose homeostasis 

Glucose homeostasis describes the regulation of blood glucose concentrations, which 

ranges between 70-90 mg∙dL-1 or ~3.9-5.5 mmol∙L-1 (Abdul-Ghani et al., 2006). 

However, glucose homeostasis is challenged continuously. The most common challenge 

is the response to a rise in blood glucose concentrations, which happens after 
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consumption of a carbohydrate-rich meal. In this postprandial state, beta cells in the 

pancreas detect the rapid rise in blood glucose concentrations and react by secretion of 

the hormone insulin. The subsequent increase in plasma insulin concentration results in 

a cascade of physiological events in order to counteract the increase in blood glucose 

concentration. Insulin suppresses hepatic glucose output, thereby preventing a further 

increase in blood glucose concentration (Felig et al., 1976). Additionally, insulin 

stimulates the uptake of glucose to different peripheral insulin-sensitive tissues, 

including skeletal muscle, liver and adipose tissue, where it is stored in the form of 

glycogen or converted into lipids, thereby restoring normal blood glucose 

concentrations. During the post-absorptive state, or when insulin has lowered blood 

glucose concentrations back within the normal range, the pancreatic hormone glucagon 

regulates and stimulates hepatic glucose output in order to prevent blood glucose 

concentrations to drop into dangerously low concentrations of < 2.8 mmol∙L-1 or 50 

mg∙dL for healthy adults or < 3.9 mmol∙L-1 for diabetic adults (NIDDK, 2016). These 

mechanisms with a negative feedback loop ensure tight control of glucose homeostasis. 

When the tight control is interrupted, the body is exposed to potentially lethal risks. 

Low blood glucose concentrations, hypoglycaemia, can result in organ dysfunction, 

including the brain which can result in loss of consciousness and death. In contrast, a 

chronic high blood glucose concentration, hyperglycaemia as observed in T2DM, is 

toxic and can cause physical tissue damage over time, such as cardiovascular damage, 

kidney damage and nerve damage (C. G. Lee et al., 2011; Park et al., 2004). In the 

WHO 2016 diabetes report, estimations were provided that 35% of adults with T2DM 

have retinopathy, that 80% of end-stage renal disease cases are caused by T2DM, that 

having diabetes doubles or triples the risk of a cardiovascular event and that rates of 
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lower limb amputation are 10 to 20 times higher in diabetes compared to non-diabetic 

populations (WHO, 2016) 

2.3. The role of skeletal muscle in glucose homeostasis 

Skeletal muscle is the primary site for postprandial glucose disposal. An early study 

from Katz et al. (1983) showed that in young healthy adults, leg glucose uptake was 

increased several-fold after oral ingestion of 92 g glucose and researchers concluded 

that around ~70% of the glucose load was taken up by skeletal muscle. Later studies 

found that 30% of starch ended up in skeletal muscle after consumption of a mixed meal 

in healthy humans (Capaldo et al., 1999). Additionally, during exercise at 75% of 

maximal exercise capacity, blood glucose contributes ~20% to energy production and 

over ~50% of energy is derived from muscle glycogen (van Loon et al., 2001). 

Collectively, glucose transport during feeding and exercise highlights the importance of 

the role of skeletal muscle in maintaining glucose homeostasis by providing the muscle 

with fuel for energy production, whilst keeping blood glucose concentrations within 

acceptable ranges. An efficient mechanism is needed to transport glucose to skeletal 

muscle in order to rapidly restore postprandial blood glucose concentrations via insulin 

secretion and to supply skeletal muscle with glucose during rapid changes in energy 

demand. Two mechanisms that are proposed to be the rate limiting steps in insulin-

stimulated skeletal muscle glucose uptake are the delivery of glucose and insulin to the 

skeletal muscle fibre via the cardiovascular system (Barrett et al., 2009) and the 

transport of glucose across the sarcolemma (Wasserman et al., 2011). 

2.4. Delivery of insulin and glucose to the skeletal muscle in the postprandial state 

After ingestion, digestion and absorption of glucose, the detection of a rise in blood 

glucose concentration results in the pancreatic secretion of insulin. Once insulin is 



30 

 

secreted, it travels through the circulatory system, binds to endothelial cells of the blood 

vessels and activates different mechanisms at different levels of the microvascular bed 

with the overall goal to enhance nutrient and insulin supply and subsequently to control 

glucose homeostasis (Barrett et al., 2011). From observations in in vivo skeletal muscle 

of humans using positron emission tomography, supra-physiological concentrations of 

insulin induce a rapid vasodilatory response in terminal arterioles, which enhances local 

blood flow (volume per time) and perfusion (volume per amount of tissue) and results 

in increased delivery of nutrients and insulin (Baron et al., 1990; Raitakari et al., 1995). 

However, under physiological concentrations of insulin, no significant or delayed 

increases in local blood flow were observed (Bonadonna et al., 1998; Vollenweider et 

al., 1993), questioning the relevance of increased total microvascular blood flow under 

representative physiological conditions. Subsequent research demonstrated that insulin 

increased microvascular perfusion by recruitment of previously unperfused capillaries 

(Vincent et al., 2002). The increase in recruited capillaries enhances the total surface 

area (Gudbjornsdottir et al., 2003) available for trans-endothelial transport of nutrients 

and insulin (Barrett et al., 2011). 

The microvascular response to insulin is suggested to be dependent on nitric oxide (NO) 

bioavailability. NO synthesis is catalysed by the enzyme endothelial nitric oxide 

synthase (eNOS), converting nitrate or the amino acid L-arginine into NO. Steinberg et 

al. (1994) infused the eNOS inhibitor L-NG-monomethyl arginine (L-NMMA) into the 

femoral artery of healthy people and showed reductions in insulin-mediated leg blood 

flow and leg glucose uptake (Steinberg et al., 1994). Complementary animal data from 

Vincent et al. (2003) showed that inhibition of eNOS with N-nitro-L-arginine-methyl 

ester (L-NAME) blocked limb blood flow, microvascular recruitment and subsequent 
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blunted glucose uptake in rats, highlighting the role of NO in insulin-mediated glucose 

uptake. 

When insulin binds to the insulin receptor on the endothelial cell membrane, it initiates 

a signalling cascade involving insulin receptor substrate (IRS) - phosphoinositide 3-

kinase (PI3K) – protein kinase B (Akt) to activate eNOS and subsequently increasing 

the bioavailability of NO (Muniyappa et al., 2007). Specifically, phosphorylation of the 

serine 1177 residue in eNOS (eNOSser1177) is involved in the activation of eNOS and 

subsequent synthesis of NO (Montagnani et al., 2001). At the level of resistance blood 

vessels and terminal arterioles, NO triggers smooth muscle relaxation and vasodilation. 

At the capillary level, NO is suggested to be involved in regulating trans-endothelial 

transport of insulin (Figure 2.1). NO is involved in the development of caveolin-like 

vesicles that take up insulin from the capillaries and transport it across the endothelial 

cell to the muscle interstitium (H. Wang et al., 2013; H. Wang et al., 2011). Thus from 

the above, a working model has been suggested that insulin stimulates its own uptake 

and delivery across the endothelial cell in the skeletal muscle capillaries (Barrett et al., 

2011). 
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Figure 2.1 – A simplified version of the trans-endothelial transport of insulin. Insulin 

triggers its own transport across endothelial cells in skeletal muscle capillaries by 

activating an IRS/PI3K/Akt signalling cascade which activates eNOS. eNOS increases 

NO availability which stimulates the formation of caveolin-like vesicles that absorb 

insulin and release it into the muscle interstitium where it can action on the skeletal 

muscle plasma membrane. The information in this figure is based on references (Barrett 

et al., 2011) and (Muniyappa et al., 2007).  

2.5. Skeletal muscle glucose uptake in the postprandial state 

For glucose transport across the skeletal muscle fibre, the rate limiting step is the 

translocation of glucose transporter 4 (GLUT4) to the plasma membrane which is 

initiated by insulin dependent and independent (exercise) pathways (Klip, 2009). Here, 

the insulin-dependent pathway is described (Figure 2.2).  

After being transported from the capillaries into the muscle interstitium or the 

extracellular domain of the skeletal muscle fibre, insulin binds to the insulin receptor 
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(IR) present in the plasma membrane, causing phosphorylation of the receptor that 

changes the structure and thereby opening up docking sites for insulin receptor substrate 

(IRS) (De Meyts, 2000; White, 1998). After the docking of IRS to the insulin receptor, 

IRS-1 undergoes tyrosine phosphorylation, activating downstream pathways. 

Phosphatidylinositol-3-kinase (PI3K) binds to IRS1 and-2, which leads to the activation 

of phosphoinositide-dependent protein kinase-1 (PDK1) (Shepherd et al., 1998). 

Subsequently PDK1 phosphorylates Akt (also known as protein kinase B, PKB) and 

Akt-substrate of 160 kDa (AS160), undergoes threonine and serine phosphorylation at 

several sites (Kane et al., 2002; Sano et al., 2003) which then activates Rab GTPases, 

which are involved in vesicle trafficking, more specifically, vesicle trafficking of 

GLUT4 containing vesicles (GSV) towards the plasma membrane (Klip et al., 2014). 

Furthermore, downstream products of the insulin-signalling cascade also initiate 

different processes, for example regulation of glycogen synthesis via glycogen synthase 

kinase 3 (GSK3) activation regulated by Akt stimulation (Cohen et al., 2001).  

2.5.1. Vesicle trafficking:  

GLUT4 concentration in the plasma membrane available for glucose transport is 

dependent on the process of endocytosis and exocytosis. Most evidence of these 

processes come from rat adipocytes, 3T3-L1 mouse adipocytes and cell cultures of rat 

L6 skeletal muscle cells and is extensively reviewed by Foley et al. (2011). In the fasted 

state, GLUT4 continuously moves at a slow rate between the plasma membrane and 

intracellular compartments packed in vesicle-like structures, with the majority of 

GLUT4 stored at the perinuclear region and low concentrations in the plasma 

membrane (Ploug et al., 1998). In in vivo rat skeletal muscle, stimulation with either 

contraction or insulin produced a rapid redistribution of GLUT4 from intracellular 

compartments to the plasma membrane (Ploug et al., 1998). Identified intracellular 
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compartments containing GLUT4 are: early endosomes (EE), endosome recycling 

compartment (ERC), trans-golgi network (TGN) and GLUT4 storage vesicles (GSV) 

(Foley et al., 2011). Each type of these compartments can be distinguished from another 

by its composition, and size (Foley et al., 2011).  Endosomal structures appear to be 

200-300 nm in diameter and contain a unique protein called transferrin receptor 

(Lemieux et al., 2000). GSVs are smaller in diameter (50-70 nm based on isolated rat 

adipose tissue (Malide et al., 2000; Ploug et al., 1998)) and characterized by the 

presence of proteins like vesicle-associated membrane protein 2 (VAMP2) and insulin-

regulated aminopeptidase (IRAP) (Foley et al., 2011; Ramm et al., 2000), which are 

required for tethering, docking and fusion of the GSV with the plasma membrane. 

Based on these differences in vesicle composition, studies were able to separate 

processes of endocytosis and exocytosis of GLUT4 upon stimulation, which has led to 

the observation that insulin and exercise trigger GLUT4 translocation from different 

intracellular pools. Insulin stimulation increases glucose uptake primarily via GLUT4 

exocytosis whereas exercise both stimulates GLUT4 exocytosis and inhibits GLUT4 

endocytosis (Lemieux et al., 2000). This evidence is accompanied by the additive effect 

of glucose uptake when exercise and insulin stimulation are combined (Douen et al., 

1990). 

Upon insulin stimulation, Ras-related C3 botulinum toxin substrate 1 (Rac1), a GTPase 

belonging to the rho family proteins, is activated via Akt2 by GTP loading in vivo 

skeletal muscle cells of mice (Takenaka et al., 2014) which initiates remodelling and 

polymerisation of the cytoskeleton for the movement of GSVs towards the plasma 

membrane (Chiu et al., 2011). Rac1 activates its downstream target p-21-activated 

kinase (PAK1) via threonine 423 phosphorylation which induces actin remodelling. 

Disruption of Rac1 – PAK1 leads to reduced GLUT4 translocation and glucose uptake 
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(Tsakiridis et al., 1994) and is dysregulated in insulin resistant human skeletal muscle 

(Sylow et al., 2013). Also downstream of Rac1, the Arp2/3 complex is activated, which 

also catalyses the remodelling of actin filaments. The previously mentioned Rab 

GTPase proteins then initiate the activation of Myosin V (MyoV), a motor protein, 

which transports GSV along actin filaments towards the plasma membrane (Klip et al., 

2014). Myo1c is another molecular motor that is involved in the tethering of GSV once 

arrived at the membrane site. However, Myo1c does not seem to act upon Rac of Akt, 

but rather passively tethers incoming GSV with the plasma membrane (Klip et al., 

2014). Once tethered, GSV’s have to dock and fuse with the plasma membrane. This 

requires a delicate interaction between Soluble NSF Attachment Receptor (SNARE) 

proteins. A link has to be made between the intracellular vesicle and the plasma 

membrane. Intracellular vesicles contain v-SNARE (vesicle-SNARE) proteins and the 

plasma membrane contains t-SNARE (targeting-SNARE) proteins. Docking and fusing 

of a vesicle at the plasma membrane requires the connection of these two types of 

SNARE proteins. For GLUT4 translocation, VAMP2 is a v-SNARE proteins that is 

involved in docking and fusing and is highly expressed in GSV’s (Kristiansen et al., 

1996; Randhawa et al., 2000). t-SNARE proteins involved in GLUT4 translocation are 

Synaptosomal-associated protein 23 (SNAP23) and syntaxin 4 which has been shown in 

human skeletal muscle cells (Strauss et al., 2016). 
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Figure 2.2 – GLUT4 translocation to the skeletal muscle plasma membrane. GLUT4 

translocation is both activated by insulin and muscle contraction. Proximal signalling is 

different between the two stimuli, however, later in the cascade, the two show 

similarities for GLUT4 translocation. Insulin binding to the insulin receptor induces a 

signalling cascade that bifurcates, one arm activating remodelling of the cytoskeleton 

via Rac1, the other arm phosphorylating AS160, which activates motor proteins (MyoV) 

which translocate GLUT4 storage vesicles (GSV) towards the plasma membrane. 

Muscle contraction changes the energy status of the muscle fibre, which activates AMP-

activated protein kinase (AMPK) and phosphorylates AS160. The figure is the PhD’s 

own work and based on references in Section 2.5. 

2.6. Candidate mechanisms in the development of skeletal muscle insulin resistance 

and T2DM 

Despite carrying a genetic component, the risk of developing T2DM is strongly linked 

to obesity (Colditz et al., 1995). Obesity, and thus risk of T2DM, is a consequence of a 
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chronic positive energy balance due to chronic periods of physical inactivity and/or 

excess calorie intake, which results in skeletal muscle maladaptations. Physical 

inactivity and increased calorie intake have several physiological consequences that are 

associated with the development of insulin resistance as discussed below (Figure 2.3).  

 

Figure 2.3 – Pathways in the development of insulin resistance. A decrease in physical 

activity and an increase of calorie intake lead to maladaptations in skeletal muscle 

which ultimately induce insulin resistance. The pathway is the PhD’s own work. 

2.6.1. Muscle mass 

Several studies have provided evidence that skeletal muscle mass is positively 

associated with insulin sensitivity (C. G. Lee et al., 2011; J. S. Lee et al., 2010). 

Moreover, a reduction in muscle mass as a result of physical inactivity or disuse results 

in a reduction in insulin sensitivity (Dirks et al., 2016). One study has shown that two 

weeks of leg immobilization in healthy young men decreased lean leg mass by 3% and 

quadriceps cross-sectional area by 8.4%, with significant decreases observed after only 
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five days (Wall et al., 2014). These observations stress the importance for regular 

physical activity on muscle mass and insulin sensitivity. On top of the loss in skeletal 

muscle during disuse and physical inactivity, aging is accompanied with losses in 

muscle mass, defined as sarcopenia. After the age of forty and when remaining inactive, 

skeletal muscle mass declines by approximately 1% per year (Janssen et al., 2000), with 

decrements accelerating with age (Lexell et al., 1988).  Moreover, older adults with 

T2DM had 3% lower leg and appendicular muscle mass and the age-related loss in 

muscle mass and an 8% reduction in leg strength compared to age-matched 

normoglycaemic humans, likely due to a combination of atrophic signalling induced by 

inactivity and age-related sarcopenia (Leenders et al., 2013). This demonstrates that in 

T2DM, age-related loss in muscle mass is even higher in T2DM compared to non-

diabetics. 

2.6.2. Microvascular dysfunction 

Insulin-stimulated response in blood flow during a hyperinsulinaemic euglycaemic 

clamp has been showed to be impaired and 30% lower in T2DM compared to lean 

individuals resulting in slower delivery of glucose and insulin (Laakso et al., 1992; 

Reynolds et al., 2017). Additionally, microvascular density is important for insulin-

mediated glucose uptake, as it determines the surface area that is available for insulin 

and nutrient transport to the muscle (Lillioja et al., 1987). Compared to obese and 

T2DM, lean humans had higher capillary density which was positively associated with 

insulin sensitivity (Gavin et al., 2005; Groen et al., 2014). Lower capillary density or 

microvascular rarefaction is likely the result of a decrease in physical activity, as 

Klausen et al. (1981) showed that detraining caused a reduction in capillary density in 

healthy men.  
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As previously mentioned, the microvascular response to insulin is dependent on nitric 

oxide bioavailability that is produced by the activation of the enzyme eNOS via 

phosphorylation of the serine residue 1177 (eNOSser1177). Although no studies have 

directly investigated the effect of inactivity, skeletal muscle eNOS content was reduced 

in overweight women, a likely consequence of inactivity, compared to lean women 

(Hickner et al., 2006). Moreover, people with T2DM have a lower ratio of 

phosphorylated  eNOSser1177 to total eNOS content (eNOSser1177/eNOS)  as a measure of 

eNOS enzyme activity, compared to lean controls in a basal state (Reynolds et al., 

2017). Interestingly, eNOSser1177/eNOS content remained unchanged after insulin 

stimulation in both lean and obese T2DM humans, despite observed increases in 

femoral blood flow only in lean humans (Reynolds et al., 2017). 

2.6.3. Chronic low-grade inflammation 

A chronic positive energy balance results in fat storage and expanding visceral and 

subcutaneous adipose tissue. It has been shown that expanding adipose tissue secretes 

pro-inflammatory cytokines such as tumour necrosis factor alpha (TNF-α) and this is 

linked with skeletal muscle insulin resistance (Hotamisligil et al., 1993). T2DM and 

obesity are associated with increased circulating levels of TNF-α, but also other pro-

inflammatory cytokines including interleukin-6 (IL-6), interleukin-1beta (IL-1β) and C-

reactive protein (CRP) that originate from adipose tissue (Herder et al., 2005; Spranger 

et al., 2003; Wei et al., 2008). The inflammatory cytokines interfere with the insulin-

signalling pathway at the skeletal muscle site. TNF-α activates c-Jun N-terminal kinase 

(JNK) that inhibits tyrosine phosphorylation and increases serine phosphorylation of 

IRS-1 in skeletal muscle which results in impaired insulin-mediated glucose uptake 

(Bouzakri et al., 2007; Hotamisligil et al., 1994; Hotamisligil et al., 1996).  
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2.6.4. Altered skeletal muscle lipid metabolism 

The positive energy balance and the subsequent increase in adipose tissue also cause the 

rise in circulating lipids and intramyocellular lipids. Most lipids are transported through 

the circulation packed as triglycerides in vesicles or as free fatty acids. When dietary 

lipids enter the cell, they can be stored as intramyocellular lipid droplets or used 

immediately for energy production via beta-oxidation. Large intramyocellular lipid 

droplets stored at the subsarcolemmal region are negatively associated with insulin 

sensitivity and elevated in T2DM (Daemen et al., 2018).  

Additional to the localization of lipids in the cell, handling of the lipids induces insulin 

resistance. One of the intermediate steps in the breakdown of triglycerides to free fatty 

acids for subsequent energy production is the formation of diacylglycerol (DAG) and 

acyl CoA. In the presence of excess fat and oversupply of lipid influx into the skeletal 

muscle cell, DAG accumulates in the cytosol leading to lipotoxicity (Amati, 2012; 

Kitessa et al., 2016). Here, DAG activates PKC that decreases the tyrosine 

phosphorylation activity of IRS-1 and PI3K and thus insulin sensitivity, leading to 

insulin resistance (Erion et al., 2010). Other lipids that could initiate insulin resistance 

are ceramides. Ceramides are classed as sphingolipids and have a role in membrane 

structure, cell differentiation, proliferation and apoptosis (Woodcock, 2006). However, 

their other role as signalling molecules is activating PKC, inducing insulin resistance 

via a similar mechanism as DAG. Although there is evidence that supports this theory, 

there are also studies that did not find an association between skeletal muscle DAG and 

ceramide content and insulin sensitivity (Skovbro et al., 2008; Sogaard et al., 2016). 

However, there is evidence to indicate that only specific types of DAG induce insulin 

resistance, as it has been shown that endurance athletes have higher skeletal muscle 

DAG content compared to obese people with T2DM (Amati et al., 2011) 
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2.6.5. Mitochondrial dysfunction 

The role of mitochondria in the development of insulin resistance currently is a topic of 

debate. Some analysis of muscle biopsies has revealed that skeletal muscle of humans 

with T2DM has impaired mitochondrial function compared to skeletal muscle from lean 

humans. Experiments demonstrate lower intermyofibrillar mitochondrial content in 

insulin resistant and T2DM skeletal muscle (Amati et al., 2011), reduced enzyme 

activity (Kelley et al., 2002) and respiration capacity when normalized for 

mitochondrial content (Mogensen et al., 2007). Additionally, offspring of T2DM 

humans demonstrated lower mitochondrial activity compared to insulin-sensitive non-

offspring humans (Petersen et al., 2004). The authors suggested that a mitochondrial 

dysfunction compared to healthy offspring, defined as reduced ATP turnover and the 

capacity to oxidize fat in both resting fasted and insulin stimulated states, is an early 

event in the development of T2DM and likely to be causal to insulin resistance. It could 

be argued that impaired mitochondrial function results in the inability to use lipids for 

energy production, leading to further accumulation of intramyocellular lipids and lipid 

intermediates that interfere in the insulin-signalling cascade.  

In contrast, there is also evidence that mitochondrial function is not impaired in T2DM 

and that fat oxidation is even increased in T2DM (Holloszy, 2013). However, later 

studies showed that, when normalized for mitochondrial content, no differences were 

detected for the O2 influx needed to produce ATP, between healthy and T2DM skeletal 

muscle (Boushel et al., 2007). This indicates that the impaired mitochondrial function 

and the subsequent risk of developing insulin resistance and T2DM is a consequence of 

reduced mitochondrial content in T2DM that is likely a result of an inactive, sedentary 

lifestyle, rather than a causal link between general mitochondrial dysfunction in 

offspring of people with T2DM (Wagenmakers, 2005). This argument is further 
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strengthened by the observation that physical fitness-matched T2DM and obese adults 

had similar mitochondrial respiratory function and that aerobic exercise training 

improved mitochondrial function in both groups (Hey-Mogensen et al., 2010). 

Therefore it was suggested that the additional insulin resistance as observed in T2DM 

compared to obese humans is not a result of impairments in mitochondrial function, but 

more likely a result of increased reactive oxygen species production in T2DM compared 

to obese adults (Hey-Mogensen et al., 2010). 

2.6.6. Oxidative stress 

Energy production in the mitochondria produces reactive oxygen species (ROS) that are 

needed for normal cellular function. However, excess production of ROS can result in 

cellular damage. T2DM is accompanied by an increase in ROS production and is 

positively correlated with insulin resistance (Anderson et al., 2009; Nourooz-Zadeh et 

al., 1997). ROS activates intracellular kinases such as MAPK, JAK/STAT and JNK that 

cause serine phosphorylation of IRS-1, Akt and therefore interfere in the insulin-

signalling cascade resulting in reduced insulin-mediated glucose uptake (Wei et al., 

2008). Additionally, ROS production leads to increased pro-inflammatory cytokine 

expression, including TNF-α that further exacerbates inflammation and increases insulin 

resistance (Wei et al., 2008). 

Not only is there an increase in the production of oxidants, the antioxidant defence 

mechanism is also impaired in T2DM. For instance, Calabrese et al. (2012) showed that 

the antioxidant glutathione is lower in plasma of T2DM compared to healthy humans. 

Glutathione is a tripeptide, and includes the amino acid cysteine, which contains a thiol 

group. This thiol scavenges oxidants, thereby maintaining cellular redox homeostasis. 
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Oxidative stress is also present in the skeletal muscle microvasculature in obese humans 

(Silver et al., 2007). Free radicals including superoxide anions (∙O2
-) are generated by 

the NADPH-oxidase enzymes, of which NOX2 (gp91phox) is a component. Upon 

superoxide anion generation, they can react with NO and forming peroxynitrite, thereby 

scavenging and reducing NO bioavailability. NO bioavailability promotes 

microvascular blood flow via microvascular vasodilation and capillary recruitment 

(Steinberg et al., 1994). Therefore a decrease in NO bioavailability leads to impaired 

microvascular function. In isolated skeletal muscle arterioles from healthy humans, 

flow-mediated dilation under hyperinsulinemia was reduced whilst NOX2 was elevated, 

suggesting increased production of ∙O2
- (Mahmoud et al., 2017). 

2.7. Exercise as an intervention to improve insulin sensitivity 

Exercise training is widely accepted as a powerful tool to improve glucose homeostasis 

in T2DM. In a meta-analysis, Boule et al. (2001) demonstrated that both endurance and 

resistance exercise training for more than 8 weeks improved HbA1c compared to a 

resting control group. Moreover, ten weeks of one-legged aerobic or high-intensity 

interval training improved whole-body glucose clearance (Dela et al., 1995) and skeletal 

muscle glucose clearance compared to the non-exercised leg (Dela et al., 2018). Both 

endurance-type and resistance-type exercise have been demonstrated to improve HbA1c 

without one being more effective than the other (Yang et al., 2014). Hence, both WHO 

(WHO, 2016) and American Diabetes Association (Colberg et al., 2010) recommend 

combined resistance-type and endurance-type exercise as a primary treatment to 

improve glycaemic control in T2DM. An extensive body of literature has provided 

evidence on the physiological mechanisms by which exercise improves glucose 

homeostasis and skeletal muscle insulin sensitivity in T2DM via reversing the 

maladaptation to decreased physical inactivity and increased nutrient intake as 



44 

 

displayed in Figure 2.3 (Bogdanis et al., 2013; Egger et al., 2013; Hayashino et al., 

2014; Meex et al., 2010). For the purpose of the thesis, skeletal muscle microvascular 

and muscle fibre signalling adaptations will be discussed. Most adaptations to exercise 

training are the result of accumulated signals from acute single exercise bouts (Bird et 

al., 2016). 

2.7.1. Microvascular adaptations 

Exercise acutely leads to a rapid redistribution of blood flow and perfusion towards 

skeletal muscle to supply the muscle with oxygen and nutrients for energy production. 

The exercise-induced increase in blood flow velocity elevates blood shear stress in 

microvessels and results in the expression of skeletal muscle vascular endothelial 

growth factor A (VEGFA) (Hoier et al., 2014). VEGFA stimulates skeletal muscle 

angiogenesis, the formation of new capillaries and thereby increases the capillary 

surface area available for insulin and nutrient transport. Some (Hepple et al., 1997; 

Holloway et al., 2018), but not all (Cocks et al., 2014) evidence showed that in healthy 

young and elderly humans, resistance and endurance exercise training increases 

measures of capillarization in a fibre-type specific manner.  Skeletal muscle fibres 

comprise of different types. Type  I fibres, or slow-twitch fibres have higher aerobic 

capacity, whereas type II fibres have more contractile elements and are able to generate 

more force. Moreover type II fibres undergo hypertrophy in response to (resistance) 

exercise training, resulting in a larger cross-sectional fibre diameter. When measuring 

capillary density (capillaries•mm2) after resistance exercise training, increases in muscle 

fibre diameter might mask changes in microvascular adaptations unless fibre-type 

specific analysis is conducted.  In T2DM, 10 weeks of aerobic exercise training, but not 

high-intensity interval training, has been shown to increase capillaries per fibre 

(Mortensen et al., 2018) but without increases in capillary density (Lithell et al., 1985). 
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Strength training for 6 weeks in T2DM did not increase capillary density; however, no 

fibre-type specific measures were conducted, which might have caused wrongful 

inference as the diameter of type II fibres increased (Holten et al., 2004). In T2DM, 

VEGFA expression was increased after 12 weeks of exercise training and was 

accompanied with improved insulin sensitivity, which still underlines the importance of 

microvascular function on insulin sensitivity (Wagner et al., 2016). 

Enzymatic activity of eNOS is influenced by a single bout of exercise showing 

increased phosphorylation at eNOSser1177, but not total eNOS in skeletal muscle 

microvascular capillaries (Cocks et al., 2013). eNOSser1177 phosphorylation increases 

NO availability which acutely results in increased local blood flow and perfusion that is 

needed to enhance substrate delivery. In a series of experiments, Cocks and colleagues 

showed that six weeks of exercise training, i.e. sprint interval training and endurance 

training increased microvascular capillary density and eNOS content in both young 

sedentary males (Cocks et al., 2013) and obese males (Cocks et al., 2016a) which was 

accompanied with improvements in insulin sensitivity. Additionally, in T2DM, high-

intensity interval training, but not aerobic training increased microvascular eNOS 

expression in skeletal muscle (Mortensen et al., 2018) 

2.7.2. Skeletal muscle insulin signalling adaptations 

Exercise acutely increases glucose uptake in the muscle by the activation of insulin-

independent pathways, such as the AMPK pathway, that results in increased GLUT4 

translocation (Figure 2.2) to take up glucose that can be used for immediate energy 

utilization. However, exercise also has positive effects on subsequent insulin-stimulated 

glucose uptake (Holloszy, 2005). Experiments in both insulin resistant animals 

(Castorena et al., 2014; Ropelle et al., 2006) and humans (Devlin et al., 1987; Perseghin 
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et al., 1996) show that insulin-stimulated glucose uptake is improved after an acute bout 

of exercise because of enhanced insulin sensitivity (Cartee, 2015).  Moreover, a single 

bout of cycling exercise increased GLUT4 mRNA expression and GLUT4 translocation 

in T2DM (Hussey et al., 2012; Kennedy et al., 1999).  

Exercise training, defined as repeated bouts of exercise over multiple days or weeks, 

improved insulin sensitivity in T2DM (Dela et al., 1995; Vind et al., 2011). Exercise 

training for seven days (O'Gorman et al., 2006) to ten weeks (Dela et al., 1994) showed 

both increased GLUT4 mRNA expression and GLUT4 protein expression levels. 

Regulators for increased GLUT4 expression are suggested to be increased AMPK 

activity and elevated levels of AS160 phosphorylation and total content (Vind et al., 

2011).  

2.8. Dietary protein intake as an intervention to improve insulin sensitivity 

Intake of dietary proteins have been linked with improved glycaemic control and insulin 

sensitivity. In a meta-analysis, Dong et al. (Dong et al., 2013) found that high-protein 

diets (> 25% of total energy intake) in T2DM humans resulted in improved glycaemic 

control compared to low to moderate protein diets (<20% of total energy intake). Next 

to the quantity of protein intake, the composition of the consumed protein is proposed to 

elicit beneficial effects on insulin sensitivity. For example, consumption of cod protein, 

depleted of omega-3, has been shown to improve skeletal muscle insulin sensitivity in 

insulin resistant rats (Tremblay et al., 2003) and humans (Ouellet et al., 2007). Proteins 

are comprised of amino acids, of which there are 20. Each amino acid has its unique 

chemical structure and therefore potentially a different physiological function. The 

effects of dietary protein on skeletal muscle insulin resistance might differ depending on 

the amino acid composition of the protein. 
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2.8.1. Microvascular adaptations 

As described in section 2.4, insulin-stimulated glucose disposal is dependent on NO 

bioavailability in the microvascular system for the increase in microvascular 

recruitment and trans-endothelial transport of insulin. One amino acid that can be 

converted into NO is arginine and therefore holds potential as a nutritional component 

to improve insulin sensitivity. In fact, L-arginine supplementation for one month has 

been demonstrated to increase insulin sensitivity by improved forearm blood flow and 

glucose disposal during a hyperinsulinaemic euglycaemic clamp in T2DM compared to 

a placebo (Piatti et al., 2001). Monti et al. (2013) has shown beneficial effects of L-

arginine enriched biscuits on insulin sensitivity and endothelial function in healthy and 

metabolic syndrome subjects. 

When investigating the effect of whole-intact proteins, there is some limited evidence 

that consumption of milk-derived proteins improves endothelial function under 

hypertensive conditions. Sanchez et al. (2011) showed that daily consumption of casein 

hydrolysate for 6 weeks reduced the development of hypertension in spontaneously 

hypertensive rats compared to a placebo group, which was accompanied by higher 

eNOS expression in aortic tissue. Additionally, Fekete et al. (2016) reported improved 

vascular function via increased flow-mediated dilation in people with prehypertension 

after 8 weeks of whey consumption compared to placebo. Although these studies 

provide some evidence for the role of protein consumption to improve endothelial 

function, caution has to be warranted to translate and link the evidence to potential 

improvements via microvascular adaptations in insulin sensitivity in a diabetic 

population, even though hypertension is often prevalent in T2DM (Tatsumi et al., 

2017). 
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2.8.2. Skeletal muscle fibre adaptations 

Another amino acid that acts directly on the skeletal muscle fibre is the amino acid 

leucine (Moore et al., 2009). Leucine has been identified as a nutritional activator of the 

mammalian target of rapamycin complex 1 (mTORC1) that initiates the translation 

process of muscle protein synthesis (Anthony et al., 2000). Prolonged activation of 

muscle protein synthesis could result in a net positive protein balance that could lead to 

skeletal muscle hypertrophy.  However, a positive net protein balance is more potent 

when protein feeding is combined with an exercise stimulus (Biolo et al., 1997) (see 

section 2.9). Additionally, leucine, together with valine and isoleucine, are classed as 

branched-chain amino acids (BCAA) and are essential amino acids. D’Antona et al. 

(2010) has reported that BCAA supplementation resulted in increased mitochondrial 

biogenesis and upregulated ROS defence system in middle-aged mice and is dependent 

on mTORC1 activity. Additionally, infusion of a mix of amino acids has been 

demonstrated to increase skeletal muscle mitochondrial protein synthesis in healthy 

subjects (Bohe et al., 2003). However, in elderly T2DM humans, leucine ingestion for 

six months did not improve glycaemic control and oral glucose insulin sensitivity 

(Leenders et al., 2011).  

Two amino acids that are of interest for increasing skeletal muscle plasticity are 

cysteine and glycine. These amino acids are suggested to play a role in the synthesis of 

glutathione, an antioxidant that is reduced in T2DM (Calabrese et al., 2012; Sekhar et 

al., 2011). Indeed, supplementation of cysteine and glycine in uncontrolled T2DM 

resulted in a significant increase in glutathione in plasma, suggesting a decrease in 

systemic oxidative stress (Sekhar et al., 2011). The majority of studies investigate 

glutathione concentrations in erythrocytes or liver tissue (El-Hafidi et al., 2018; Sekhar 

et al., 2011), however, the role of glutathione in skeletal muscle might be important as 
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in T2DM there is an increase in oxidative stress by formation of ROS which interferes 

with insulin signalling (Anderson et al., 2009; Wei et al., 2008). Increasing skeletal 

muscle glutathione synthesis could assist in neutralizing ROS and thereby improve 

insulin sensitivity; however, the effects of cysteine and glycine supplementation on 

skeletal muscle glutathione are currently unknown. 

2.8.3. Keratin-derived Protein 

Keratin is a protein that is present in nails, feathers and hair of mammals, and contains 

relatively high concentrations of thiol-containing amino acids cysteine and other amino 

acids including arginine and glycine (Crum et al., 2018). Intake of these amino acids 

have been associated with improved glycaemic control as outlined in section 2.8.1 and 

2.8.2., making keratin a potential candidate as a nutritional supplement for T2DM 

treatment. Keratin is insoluble and considered to be poorly digested due to the 

disulphide bonds in cysteine, however hydrolysis methods have been developed to 

increase digestibility via breaking the disulphide bonds (Crum et al., 2018; Shorland et 

al., 1970). Subsequently, Houltham et al. (2014) showed that daily ingestion of 40 

grams of wool-derived keratin is tolerable in adults without serious side effects on the 

gastrointestinal system compared to casein protein, except for an increase in flatulence. 

Some limited evidence has found a positive effect of chronic keratin ingestion, derived 

from chicken feathers, on lean mass in trained cyclists (Crum et al., 2018) and 

haematocrit and haemoglobin in rat (Wolber et al., 2016) compared to casein protein. 

However, the effect of chronic keratin supplementation on insulin sensitivity and 

glycaemic control in T2DM have not been investigated yet. 
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2.8.4. Whey Protein 

Whey protein is, together with casein, the most abundant protein in milk, with a ratio of 

20%/80% respectively. Whey protein has been rated as a high-quality protein, based on 

the protein digestibility-corrected amino acid score (PDCAAS) (Schaafsma, 2012) and 

digestible indispensable amino acid score (DIAAS) (Wolfe et al., 2016). These scores 

are based on the relative and total amount of essential amino acids or indispensable 

amino acids in relation to the required daily intake of these amino acids. Whey protein 

is more rapidly digested and absorbed compared to casein (Pennings et al., 2011a) and 

promotes muscle protein synthesis to a greater extent than casein and soy protein (Tang 

et al., 2009), attributed to its high leucine content. As described in section 2.8.2. leucine 

promotes remodelling of skeletal muscle, making whey protein a potential treatment in 

T2DM. 

The role of whey protein as a treatment for T2DM has not yet been fully established. 

Ingestion of whey before a meal has been demonstrated to acutely reduce postprandial 

hyperglycemia (Clifton et al., 2014; Jakubowicz et al., 2014; Ma et al., 2009), and 

twelve weeks of whey-enriched breakfast consumption reduces HbA1c in T2DM 

(Jakubowicz et al., 2017). This effect is attributed to the insulinotropic properties of 

protein. Secretion of insulin is impaired in T2DM in response to carbohydrate ingestion, 

but is intact in response to amino acid and protein ingestion (Manders et al., 2014; 

Manders et al., 2005). Hence, a pre-load of whey before a meal increases the release of 

insulin in T2DM, which helps with reducing postprandial blood glucose concentrations. 

However, acute whey protein ingestion has also been demonstrated to induce insulin 

resistance and reduce insulin-stimulated glucose uptake during a hyperinsulinaemic 

euglycaemic clamp (Smith et al., 2015). Insulin resistance in the presence of elevated 
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plasma amino acids, and thereby reducing skeletal muscle glucose disposal, has been 

attributed to the activation of the mTORC1 and overactivation of downstream S6 kinase 

1, which suppresses insulin signalling via IRS-1 serine 312 phosphorylation (Tremblay 

et al., 2005). There is emerging evidence that BCAA metabolism is disrupted in T2DM, 

and high plasma concentrations of BCAA are associated with an increased risk in 

T2DM (Lynch et al., 2014). Therefore, whey protein, with a central role for the BCAA 

leucine, as a treatment in T2DM remains debatable and warrants further investigation. 

2.9. Combined exercise and dietary protein intervention 

Providing the suggested evidence that exercise and dietary protein intake have 

independent beneficial effects on insulin sensitivity, combining exercise and post-

exercise dietary protein ingestion could potentially lead to additive adaptations and 

superior improvements in insulin sensitivity compared to exercise or dietary protein 

intake only. Exercise and post-exercise protein ingestion has been shown to be an 

effective strategy to increase skeletal muscle mass in both young and elderly healthy 

men (Cermak et al., 2012). Given the potential link between skeletal muscle mass and 

insulin sensitivity (Matta et al., 2016), nutritional and exercise interventions to increase 

lean mass are a proposed treatment strategy (Witard et al., 2018).  

2.9.1. Systematic search 

To review the literature for existing studies on the effect of combined exercise and 

protein ingestion in T2DM on glycaemic control, a systematic search was performed in 

August 2017 (Appendix A). Five studies were identified that met inclusion criteria 

(Figure 2.4). Study details are summarized in Table 2.1. The duration of the 

intervention ranged from 10 weeks to a year. Two studies used resistance exercise 

training (RET) (Wycherley et al., 2010b), one study combined resistance-exercise 
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training (RET) with aerobic interval training sessions (AIT) (Tay et al., 2015), one 

study used high-intensity interval training (HIIT) (Francois et al., 2017) and one study 

used mixed-mode interval training (MMIT) (Gaffney et al., 2017). All studies 

implemented at least 3 non-consecutive days of exercise per week where Gaffney et al. 

(2017) implemented 5 exercise sessions per week. Three studies investigated the effect 

of exercise and dietary protein modifications under hypocaloric conditions creating a 

moderate energy deficit of ~500 – 1000 kcal (Tay et al., 2015; Wycherley et al., 2010a, 

2010b), whereas two studies had unrestricted calorie guidelines (Francois et al., 2017; 

Gaffney et al., 2017). Protein sources used for supplementation or to increase protein 

intake were whey (Gaffney et al., 2017), milk protein (Francois et al., 2017; Wycherley 

et al., 2010b) or were not specified (Tay et al., 2015; Wycherley et al., 2010a). 

Wycherley et al. (2010b), Francois et al. (2017) and Gaffney et al. (2017) provided ~20 

grams of protein in close proximity to the exercise session as reported by the literature 

to be the optimal dose to stimulate muscle protein synthesis (Moore et al., 2009; Witard 

et al., 2014). Wycherley et al. (2010b) specifically compared whether timing of protein 

ingestion resulted in differences in glycaemic control and body composition by 

comparing protein ingestion prior to, or two hours post-exercise. Tay et al. (2015) 

compared a high-carbohydrate with a low-carbohydrate diet where the high-

carbohydrate diet derived 17% of total energy from proteins and the low-carbohydrate 

derived 28% of total energy from protein, which converted to a daily protein intake of 

~0.7 g∙kg-1∙day-1 and ~1.0 g∙kg-1∙day-1 respectively. A second study by Wycherley et al. 

(Wycherley et al., 2010a) compared a daily protein intake of ~0.7 g∙kg-1∙day-1 (moderate 

protein intake) with ~1.2 g∙kg-1∙day-1 (high protein intake). 
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Figure 2.4 – Flowchart of paper selection throughout the review process. 
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2.9.2. Effect of exercise and protein ingestion on glycaemic control 

Measures of insulin resistance and glycaemic control were obtained from fasting blood 

samples to calculate homeostatic model assessment for insulin resistance (HOMA-IR), 

glycosylated haemoglobin (HbA1c), during 24 h of continuous glucose monitoring or a 

hyperinsulinaemic euglycaemic clamp (Table 2.2). Wycherley et al. (2010b) and Tay et 

al. (2015) observed reductions in HOMA2-IR values of ~0.7 and Gaffney et al. (2017) 

reported a 14.1% decrease in HOMA-IR when exercise training was combined with 

whey supplementation, but no differences were observed between groups in all three 

studies. HbA1c (%) decreased by ~1% in three studies that implemented a hypocaloric 

diet (Tay et al., 2015; Wycherley et al., 2010a, 2010b) whereas no change was found by 

Francois et al. (2017) who added 20 grams of skimmed milk powder in addition to a 

free living diet. Mean 24 hours blood glucose concentration was reduced by 0.5 ± 1.1 

mmol•L-1 after 12 weeks of HIIT and skimmed milk supplementation, however no 

difference was observed with the control group who only performed HIIT (Francois et 

al., 2017).  

2.9.3. Effect of exercise and protein ingestion on body composition 

Body composition changed significantly in the studies (Table 2.3). Overall, body 

weight decreased by ~10% (~10 kg) under hypocaloric dietary conditions (Tay et al., 

2015; Wycherley et al., 2010b). Wycherley et al. (2010a) reported greater reductions in 

body weight and fat mass when a high protein diet (1.2 g∙kg-1∙day-1) was combined with 

resistance exercise training compared to a high protein diet only (-12.7% vs. -8.7% 

body weight respectively). Timing of protein intake around exercise had no effect on 

magnitude of loss in body weight (Wycherley et al., 2010b). Francois et al. (2017) 

reported a small but significant decrease in bodyweight (-0.9 ± 3.9 kg) after twelve 

weeks of HIIT and ingestion of 20 g protein post-exercise under unrestricted energy 
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intake. Reductions in body weight were accompanied by significant reductions in fat 

mass (Francois et al., 2017; Tay et al., 2015; Wycherley et al., 2010a), irrespective of 

supplement timing (Wycherley et al., 2010b). Interestingly, studies under hypocaloric 

conditions reported losses in fat free mass (muscle mass) of ~2 kg, even with daily 

protein intakes of 1.2 g∙kg-1∙day-1 (Tay et al., 2015; Wycherley et al., 2010b). In 

unrestricted energy conditions and ingestion of 20 g milk protein after HIIT, there was 

significant increase in fat free mass of 1.07 ± 2.76 kg, however daily protein intake was 

not reported in g∙kg-1∙day-1  (Francois et al., 2017).
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Table 2.1 – Individual study details from included studies1 

 Subject Details Intervention Details  

 Population Sex (Female) Age (yr) Length 

(wk) 

Exercise type 

(frequency d/w) 

Protein Intervention 

(% of total energy in 

diet) 

Protein source  Control group Energy restricted  

Francois et al. 

(2017) 

T2DM 53 (34) 40-75 12 HIIT (3) ~20 g Milk protein Exercise only - 

Wycherley et al. 

(2010b) 

T2DM 34 (NR) 56.6 ± 7.1 16 RT (3) 25 g pre-exercise  Skimmed milk 

powder 

25 g post-exercise Intake: 

M: 7000 kJ/d 

F: 6000 kJ/d 

Wycherley et al. 

(2010a) 

T2DM 83 (NR) 56.1 ± 7.5 16 RT (3) Normal protein (19%) 

High protein (33%) 

NR High-protein only Intake: 

M: 7000 kJ/d 

F: 6000 kJ/d 

Tay et al. (2015) T2DM 115 (49) 57 ± 7 52 AET + RT (3) High protein (28%) NR Normal protein (17%) Deficit: 

500 – 1000 kcal/d 

Gaffney et al. 

(2017) 

 

T2DM 24 (0) 55.7 ± 5.6 10 MMIT (5) 20 g Whey Exercise only N 

1Individual details from studies regarding population characteristics, intervention duration, type and frequency of exercise, details of protein supplementation, control group and energy restriction 

during the intervention. RT, resistance exercise training; AET, aerobic exercise training; HIIT, high-intensity interval training; MMIT, mixed mode interval training; NR, not reported. 
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Table 2.2 – Outcomes of glycaemic control for the studies1 

 Measure Time  Group Interaction 

Francois et al. (2017) HbA1c 

 

CGM 24h 

 

-0.22 ± 0.39% mmol/mol 

 

-0.5 ± 1.1 mmol/l 

P < 0.01 

 

P = 0.01 

NR 

 

NR 

P = 0.92 

 

P = 0.74 

Wycherley et al. (2010b) HbA1c 

 

 

HOMA2-IR 

-1.1 ± 0.1% mmol/mol 

 

 

-0.8 ± 0.8 

 

P < 0.001 

 

 

P < 0.001 

P0: -1.0 ± 0.9% 

P2: -1.1 ± 0.6% 

 

P0: -0.7 ± 0.7 

P2: -0.8 ± 0.9 

 

P = 0.53 

 

 

P = 0.58 

Wycherley et al. (2010a) HbA1c 

 

NR P < 0.001 CON: -1.1 ± 0.6% 

HP: -1.8 ± 1.6% 

CON + RT: -1.1 ± 0.7% 

HP + RT: -1.1 ± 0.7% 

 

P = 0.21 

Tay et al. (2015) HbA1c 

 

 

HOMA-IR 

 

NR 

 

 

NR 

NR 

 

 

NR 

LOW-CARB 95%CI (-1.2, -0.7%) 

HIGH-CARB 95%CI (-1.3, -0.8%) 

 

LOW-CARB 95%CI (-0.9, -0.5) 

HIGH-CARB 95%CI (-0.9, -0.4) 

 

P = 0.65 

 

 

P = 0.69 

Gaffney et al. (2017) HOMA-IR 

 

 

GDR 

Control 95%CI (-30.1 – 28.3) 

Whey 95% CI (-25.3 – 1.08) 

 

Control 95%CI (-5.4 – 64.8) 

Whey 95% CI (1.2 – 60.7) 

Unclear 

Benefit possible 

 

Benefit Likely 

Benefit very likely 

Control-Whey 95%CI (-34.2, 25.4) 

 

 

Whey-Control 95% CI (-28.0, 44.8) 

Unclear 

 

 

Unclear 

1Outcomes of the studies for insulin sensitivity or glycaemic control. All studies used null-hypothesis for statistical significance unless stated otherwise. P-values and 95% 

confidence intervals are provided when reported in the study. HbA1C, Glycosylated Haemoglobin; CGM, continuous glucose monitoring; HOMA-IR, homeostatic model 

assessment of insulin resistance; GDR, Glucose disposal rate; NR, not reported. 
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Table 2.3 – Outcomes of body composition for studies1 

 BW (kg) FM (kg)  FFM (kg) 

 Time  Group Interaction Time  Group Interaction Time  Group Interaction 

Francois  

et al. (2017) 

−0.9 ± 3.9 P = 0.03 NR P = 0.46 NR  NR  +1.07 ± 2.76 P = 0.01 NR P > 0.05 

Wycherley 

et al. 

(2010b) 

−11.9 ± 6.1 P < 0.001 P0:  −11.3 ± 5.9 

P2:  −12.6 ± 6.5 

P = 0.52 −10.0 ± 4.4 P < 0.001 P0:  −9.4 ± 4.6 

P2:  −10.6 ± 4.3 

P = 0.45 −1.9 ± 3.1 P < 0.001 P0:  −1.8 ± 3.2 

P2:  −2.0 ± 3.1 

P = 0.85 

Wycherley 

et al. 

(2010a) 

NR P < 0.001 CON: -8.6 ± 4.6 

HP: -9.0 ± 4.8 

CON + RT: -10.5 ± 5.1 

HP + RT:  -13.8 ± 6.0   

 

P = 0.04 NR P < 0.001 CON: -6.5 ±3.7 

HP: -7.1 ± 4.0  

CON + RT: -8.1 ± 3.8   

HP+RT: -11.4 ± 3.9 

P = 0.006 -2.0 ± 2.3 P < 0.001 CON: -2.2 ± 1.9 

HP: -1.9 ± 1.5 

CON + RT: -2.4 ± 2.5 

HP + RT: -2.4 ± 3.1 

P = 0.91 

Tay et al. 

(2015) 

NR P < 0.05 LOW-CARB 

 -9.8 (-11.7, -7.9) 

HIGH-CARB  

-10.1 (-12.0, -8.2) 

P = 0.18 NR NR LOW-CARB  

95%CI (-9.0, -6.0) 

HIGH-CARB  

95%CI  (-10.5, -6.8) 

P = 0.09 NR NR LOW-CARB  

95% CI (-2.3, -1.2) 

HIGH-CARB  

95% CI (-2.2, -1.0) 

P = 0.67 

Gaffney  

et al. (2017) 

NR    NR    NR    

1Outcomes of body composition. P-values and confidence intervals are provided when reported in the study. BW, body weight; FM, fat mass; FFM, fat-free mass; HP, high protein; RET, Resistance-

exercise training; CON, control; NR, Not reported; 
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Thus far, only five studies have examined the combined effect of exercise and dietary 

protein intake on glycaemic control in humans diagnosed with T2DM. These studies 

have demonstrated improved glycaemic control after an exercise protein co-

intervention, however combining exercise with dietary protein intake did not show any 

further benefit compared to isolated exercise or protein intake. A possible explanation 

for why the addition of protein intake to exercise has not been found more beneficial 

compared to exercise alone could be the type of dietary protein. Most experiments used 

20 grams of a milk-derived protein source. Justification for the use of this type and 

quantity comes from evidence that milk and whey are quickly digestible proteins, 

containing high concentrations of essential amino acids, including leucine. Evidence 

indicates that 20 grams of these proteins maximally stimulate protein synthesis after 

exercise (Witard et al., 2014). 

However, as described in section 2.8, different proteins might elicit different responses 

and a response is potentially dependent on the amino acid profile of the dietary protein. 

No difference in improvements in insulin sensitivity between endurance and resistance 

exercise training are observed (Yang et al., 2014). Moreover, comparison of different 

types of dietary protein show that skeletal muscle remodels at faster rates after both 

types of exercise (Moore et al., 2009; Rowlands et al., 2015). These observations 

suggest that it is likely that the type of protein consumed is a determining factor to 

further improve insulin sensitivity compared to exercise alone. This requires further 

investigation to analyse the effect of exercise and comparing the intake of various 

dietary proteins (section 2.8.3, 2.8.4.) after exercise on glycaemic control and insulin 

sensitivity in humans with T2DM. 
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2.10. Techniques to measure GLUT4 translocation 

Over the last decades, many techniques have been developed to measure GLUT4 

translocation with the aim to quantify GLUT4 incorporated in the plasma membrane. In 

the early discovery phase of glucose transporters, studies used the fungal toxin 

Cytochalasin-B, which binds to glucose transporter sites (Wardzala et al., 1978). 

Evidence that cytochalasin-B specifically binds to glucose transporters comes from 

studies that show that transport of D-glucose into cells is inhibited in the presence of 

cytochalasin-B, indicating competitive binding (Wardzala et al., 1981). The technique 

allows measuring the exact number of glucose transporters in the plasma membrane and 

was therefore able to show that there was a 4-fold increase of plasma-bound glucose 

transporters in response to insulin stimulation (Wardzala et al., 1978). However, the 

disadvantage of cytochalasin-B for measuring glucose transport is that it is not specific 

(Biolo et al., 1997). This means that cytochalasin-B does not distinguish between 

GLUT4 and GLUT1, based on evidence that cytochalasin-B also binds to erythrocytes 

which do not contain GLUT4, but GLUT1 transporters (Lin et al., 1974). Therefore, 

initially it remained uncertain whether the 4-fold increase in glucose transporters in 

response to insulin was due to an increase of GLUT1 or GLUT4 to the plasma 

membrane. 

Subcellular fractionation is another technique towards measuring GLUT4 translocation. 

The technique uses differential centrifugation speeds to separate cell fractions based on 

their molecular weight and density. The method is therefore able to isolate the cellular 

membrane fraction from the rest of cellular components. Next, the membrane fraction 

can be assayed for GLUT4 concentration that is incorporated in the plasma membrane 

with methods including Western blots. However, to isolate sufficient plasma membrane 

fraction for acquiring high sensitivity, this technique requires large amounts of muscle 
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tissue. This amount of muscle tissue can be obtained in animal experiments, collecting a 

whole muscle group of an anaesthetized animal. However, in percutaneous Bergstrom 

needle technique used for human skeletal muscle tissue collection ~100 mg is at the 

upper yield of the amount that can be collected (Tarnopolsky et al., 2011). There are 

human studies that used the subcellular fractionation technique to purify skeletal muscle 

plasma membrane fractions, however the collection of the muscle was performed with 

an open biopsy to harvest one gram of skeletal muscle which is not a preferable option 

(Goodyear et al., 1996; Kennedy et al., 1999). On top of that, fractionation techniques 

are sensitive to contamination with other cell fractions, causing misinterpretation of the 

results. 

Western blotting and qualitative PCR are two widely used techniques in biomedical 

research. These techniques measure protein expression and gene expression of an 

encoded protein respectively and they have been used to analyse total GLUT4 protein 

content and GLUT4 mRNA expression in experiments. Besides the large amount of 

tissue that is needed and the risk of contamination, these methods do not measure 

translocation of GLUT4. mRNA is only a precursor for de novo protein synthesis and 

GLUT4 protein might not be produced in the endoplasmatic reticulum or trans-golgi 

network as post-translational steps might suppress the production of the protein 

(Koussounadis et al., 2015; Vogel et al., 2012). Total GLUT4 protein only reflects the 

total amount of protein in the cell, but not the specific location of the protein i.e. 

translocated with the plasma membrane or stored intracellularly. 

Immunofluorescence can be used to investigate whether GLUT4 is incorporated in the 

plasma membrane. Studies have used L6 skeletal muscle and transgenic mice that 

expressed GFP-GLUT-HA in cardiomyocytes and skeletal muscle (Fazakerley et al., 
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2009; Lizunov et al., 2012). With genetic modification, a green fluorescent protein 

(GFP) and a hemagglutinin (HA) tag were expressed with GLUT4 protein. Since the 

HA is tagged on the first exofacial loop of GLUT4, antibodies bind to this tag to the 

epitope only when GLUT4 is exposed to the external surface i.e. when it is fully 

incorporated in the plasma membrane and thus able to transport glucose into the cell. 

Although these experiments show significant increases in GLUT4 translocation after 

insulin and contraction-like stimuli (Fazakerley et al., 2009), this method cannot be 

applied in human research, since genetic modification cannot be performed in humans 

for obvious ethical reasons. 

Other studies have applied immunofluorescence as well to quantify GLUT4 

translocation and showed increased trafficking of GLUT4 towards the plasma 

membrane. However, these studies lack a clear plasma membrane marker and thus 

assume that GLUT4 that seems to be close to what appears to be the plasma membrane 

is incorporated in the plasma membrane (Ploug et al., 1998; W. Wang et al., 1996). 

Recently, Bradley et al. (2014) introduced the use of dystrophin as a plasma membrane 

marker. Dystrophin is continuously distributed a few nanometers sub-sarcolemmal and 

therefore has been shown to be a valid marker for the plasma membrane (Byers et al., 

1991). Using co-localization as an analytical tool, studies have shown that glucose 

ingestion and endurance exercise results in a significantly increased co-localization of 

GLUT4 with dystrophin in healthy human skeletal muscle, which indicates increased 

GLUT4 translocation (Bradley et al., 2015). However, the disadvantage of 

immunofluorescence is its spatial resolution when using a widefield light microscope 

for image capturing. As described in Section 2.5.1., GSV are 50-70 nm in diameter, 

microscopes have spatial resolutions of ~100 nm. Additionally, fluorescent areas that 

are not in the plane of focus, produce blurred spots on the captured image. When co-
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localization is applied, this blur might result in higher areas of co-localization where 

there is none, which induces error in the interpretation whether GLUT4 is incorporated 

or in close proximity to the plasma membrane.  

A solution to the spatial resolution is using a microscope with higher resolution. The 

transmission electron microscope (TEM) in combination with immunocytochemistry 

has been used in several studies investigating GLUT4 translocation (Ploug et al., 1998; 

Slot et al., 1991a; Slot et al., 1991b; W. Wang et al., 1996). TEM can produce images 

on a nanometre scale and is therefore able to visualize the plasma membrane and to 

distinguish it from intracellular regions. Immunogold is a technique, which uses a gold 

particle as a secondary antibody. This gold particle produces a high contrast when 

visualized with TEM, thereby increasing the spatial accuracy of the targeted protein. 

With this technique it has been shown that insulin results in a sevenfold increase in 

GLUT4 translocation in the skeletal muscle of rats and even a fourteen-fold increase 

when insulin and exercise is combined (Ploug et al., 1998). Only one study has applied 

the method to human tissue (Friedman et al., 1991). Interestingly, they did not find 

GLUT4 in the plasma membrane in either basal or insulin-stimulated conditions, but 

rather showed the presence of GLUT4 in the transverse tubules and terminal cisternae. 

Unfortunately, due to technical difficulties that comes with the method and the 

introduction of cheaper and more convenient techniques, this method has disappeared as 

a way to analyse GLUT4 translocation, despite overcoming limitations that have been 

addressed with other techniques. Moreover, because of the high spatial resolution, 

multiple images are required to include sufficient plasma membrane surface to assure 

external validity in respect to whole skeletal muscle mass, whereas confocal and 

widefield microscopes can visualize multiple cells in a single image, increasing external 
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validity. Therefore, between visualization tools, there is a trade-off between spatial 

resolution and external validity.    

2.11. Summary 

Skeletal muscle plays a pivotal role in glucose homeostasis by increasing insulin-

stimulated glucose uptake in the postprandial state. In T2DM, insulin resistance, a 

consequence of reduced physical activity and increased calorie intake, impairs the 

insulin-stimulated glucose uptake in skeletal muscle, which leads to chronically 

elevated blood glucose concentrations. Exercise and dietary protein manipulations have 

been demonstrated to independently reduce insulin resistance and it has been proposed 

that combined exercise and protein ingestion could further improve insulin sensitivity 

and glucose homeostasis in T2DM with potentially a role for specific amino acid 

profiles. Improvements might be multifactorial and might include: enhanced insulin-

signal transduction in skeletal muscle with increased insulin-stimulated GLUT4 

translocation and improved skeletal muscle microvascular function via increased 

capillary density and increased phosphorylation activity of eNOSser177.  

In the following chapters of the thesis, an intervention was designed to study the 

hypothesis that fourteen weeks of post-exercise keratin-derived protein ingestion further 

improves insulin sensitivity compared to exercise only or exercise combined with whey 

protein ingestion. Proposition for this hypothesis comes from the argument that this 

novel protein has relatively high concentrations of cysteine, glycine and arginine. These 

amino acids have been proposed to improve skeletal muscle insulin sensitivity via 

increased glutathione availability which attenuates cellular oxidative stress, improving 

insulin-signalling, GLUT4 translocation and via improving microvascular function. We 

also test the effectiveness of WDP compared to whey protein and thereby further 
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elaborate on previous research that investigated the role of post-exercise whey ingestion 

in T2DM. 

Furthermore, the thesis describes the attempt to use and validate immunogold electron 

microscopy to measure GLUT4 translocation as current techniques have considerable 

limitations. 
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CHAPTER 3                                                                                                                               

GENERAL METHODS 
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3.1. Participants 

Men and women of all ethnicities, aged 35-70 years and diagnosed with T2DM were recruited 

to participate in the trial (Appendix B/C). Inclusion criteria were having a HbA1C > 48 

mmol/mol as T2DM diagnosis criteria during the last 12 months and not meeting current 

American College of Sport Medicine (ACSM) activity guidelines of 150 min of 

moderate/vigorous intensity exercise per week. For safety concerns, exclusion criteria were 

the requirement of insulin medication, the use of β-blockers and a history of cardiovascular 

incidents. If participants were taking hypoglycaemic medication (e.g. metformin, pioglitazone 

or gliclazide), they were asked to maintain their medication throughout the study period. 

Before volunteering in the trial, participants were provided information regarding the risks 

and dangers about the study before they signed an informed consent (Appendix B). After 

giving informed consent participants underwent a maximal exercise test on a cycle ergometer. 

Participants were also screened for cardiac abnormalities during this test via 12 lead 

electrocardiogram. Figure 3.1 displays the recruitment numbers for the intervention. The 

study was approved by the Central Health and Disability Ethics Committee, New Zealand and 

registered with the Australian New Zealand Clinical Trials Registry 

(ACTRN12614001197628). 

 3.2. Study design 

This study was a double-blinded, parallel-group, randomized controlled trial, which consisted 

of 14 weeks of exercise training and dietary protein supplementation. Participants all 

completed the same exercise training regime over the fourteen weeks but were randomly 

assigned to ingest either a blend of keratin-derived protein and whey (WDP), whey protein 

(WHEY) or a placebo supplement (CON). Participants were encouraged to maintain dietary 

and medication habits throughout the intervention period. 
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Figure 3.1 – Consort-style recruitment flowchart for the study intervention. 

Excluded (n=100) 

   Did not meet inclusion criteria (n=39) 

   Declined to participate (n=61) 

Analysed (n=12) 

 

Lost to follow-up (n=1) 

Musculoskeletal injury (n=1) 

 

Allocated to Control (n=13) 

 Males (n=9) 

 Females (n=4) 

All received allocated 

intervention 

 

Lost to follow-up (n= 4) 

Intervention too strenuous (n=1) 

Study programme did not meet 

expectations (n=1) 

Low compliance associated with: 

   Mental health history (n=1) 

   Sleep disorder (n=1) 

Allocated to Whey (n=16) 

 Males (n=10) 

 Females (n=6) 

All received allocated 

intervention 

 

Analysed (n=12) 

 

Analysis 

Randomized (n=43) 
European (n=23) 

Asian/Indian (n=11) 

Polynesian (n=9) 

 

Allocated to WDP (n=14) 

 Males (n=10) 

 Females (n=4) 

All received allocated 

intervention 

 

 

Total enquires via email or 

phone (n=164) 

Lost to follow-up (n=3) 

Discontinued intervention due to 

gastrointestinal discomfort related to test 

supplements (n=2) 

Personal reasons (n=1) 

Analysed (n=11) 

 

 

Screening in the laboratory 

(n=64) 
Excluded (n=16) 

   Did not meet inclusion criteria (n=8) 

   Declined to participate (n=8) 

 

Follow-up 

Allocation 

Baseline testing 

(n=48) 
Excluded (n=5) 

  Time involvement too high (n=3) 

  Moved away for work (n=1) 

  Personal reasons (n=1) 
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Participants were randomized into one of the three conditions using the method 

minimization as recruit (Hopkins, 2010) via the published spreadsheet 

(http://sportsci.org/2010/wghminim.htm). Participants were stratified based on age, 

maximal wattage output (Wmax as a proxy for fitness) and glucose clearance rates at 

baseline to minimize the interference of these parameters on primary outcomes (Coon et 

al., 1992; Yates et al., 2002). Supplements were ingested twice a day, immediately after 

training and in the evening. The timing of physiological and performance tests is shown 

in Figure 3.2. Before starting the intervention, participants were familiarized with the 

equipment and performance tests. 

 

Figure 3.2 – Outline of the intervention study 

http://sportsci.org/2010/wghminim.htm
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3.3. Training protocol 

3.3.1. Preliminary Testing  

Before the start of the intervention, participants were familiarized with the equipment 

before undergoing maximal strength capacity test for bench press, leg press, lateral 

pulldown and hip thruster exercises using one repetition maximum (1RM). After a brief 

warming up, participants performed working sets of 8 repetitions with increasing load 

until failure to complete 8 repetitions after which estimates of 1RM were calculated 

using Brzycki method (Brzycki, 1993). Between every set, participants had 2 minutes of 

recovery. Maximal endurance capacity (wattage output (Wmax)) was measured during an 

incremental ramp protocol on an indoor cycle ergometer (VeloTron RacerMate, Seattle, 

WA). After a warming-up of three minutes at 40 W, the resistance of the ergometer 

increasing with 1 W per 3 seconds and participants cycled until volitional fatigue was 

reached, defined as the inability to maintain a cadence >70 revolutions/min.  

3.3.2. Training during the intervention 

The fourteen weeks of exercise training consisted of five training sessions per week 

with a progressive increase in workload of 1-2% every week. Four of the five sessions 

were endurance training and the fifth session was resistance training. All training 

sessions were executed in the morning in a fasted state followed by the ingestion of the 

supplement. The endurance training was performed on an indoor cycle ergometer 

(Velotron RacerMate). The order of training sessions was consistent every week. 

Session 1: cycling consisting of five peaks with durations of 1-2-3-2-1 minutes at 75% 

of Wmax separated by 1-2-3-2-1 minutes of active recovery. Session 2: resistance 

training consisted of 3 sets of 10-12 repetitions at 55% of 1RM for bench press, leg 

press, lateral pulldown and hip thruster and was finished with two sets of 300 m 

maximal rowing. Session 3 and 5: cycling consisting of 3 x 10-12 minute intervals at 
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60% of Wmax separated with one minute of active recovery. Session 4: cycling 

consisting of 10 x 1 minute intervals at 90% of Wmax separated by two minutes of active 

recovery.  

3.4. Supplement composition 

Several different feeding scenarios were tested in order to optimize the palatability and 

logistical handling of the supplements. In the end, the supplements were in the form of a 

70 g baked muffin (Appendix D) ingested twice daily on exercise days on top of the 

habitual diet as well as 10 capsules size “0” (23 x 8 mm), which were ingested after the 

exercise session. Supplements were administered in a double-blinded manner. 

Supervision of administration after each exercise session ensured compliance to the 

supplement intake. To ensure compliance to the evening supplement, automated text 

messages were sent every evening and participants were asked the following morning 

on their compliance. Total daily added protein doses of the treatments were 1) WDP 

group 17 g of WDP + 23 g whey (WPI-A895; Fonterra, Auckland, New Zealand) 2) 

WHEY group 40 g whey and 3) CON ingested no protein but an isocaloric amount of 

50% maltodextrin and 50% low protein gluten free flour. Amino acid composition is 

outlined in Table 3.1. 
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Table 3.1 – Macronutrient and amino acids composition for the three different treatment 

supplements in addition to participants’ habitual diet1. 

MACRONUTRIENTS CONa WHEY WDPb 

Protein (g) 3.6 42.7 40.2 

Carbohydrate (g) 66.8 30.8 29.8 

Fat (g) 26 26 26 

Energy (kJ) 1958 1978 1951 

AMINO ACIDS    

Alanine 0.1 2.0 1.7 

Arginine 0.1 0.9 1.9 

Aspartic Acid 0.2 4.0 2.8 

Cysteine 0.0 1.0 2.0 

Glutamic Acid 0.3 6.8 5.8 

Glycine 0.1 0.7 1.2 

Histidine 0.0 0.7 0.5 

Isoleucine 0.1 2.5 2.0 

Leucine 0.1 4.0 3.4 

Lysine 0.1 3.6 2.5 

Methionine 0.0 0.9 0.6 

Phenylalanine 0.1 1.2 1.3 

Proline 0.1 2.3 2.3 

Serine 0.1 1.8 2.1 

Threonine 0.1 2.6 2.3 

Tyrosine 0.1 1.3 1.6 

Valine 0.1 2.3 2.2 

Units g.day-1 g.day-1 g.day-1 

1 Amino acid analysis was performed using a standard hydrochloric acid hydrolysis followed by RP 

HPLC separation using AccQ Tag derivatization. Cysteine/methionine were analysed using performic 

acid oxidation (AOAC 994.12). a Amino acids present in CON are explained by the presence of protein 

in the other supplement ingredients. Tryptophan was not measured. b Amino acid intake in WDP is 

derived from the combination of 17 g WDP powder + 23 g Whey protein powder. 
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3.5. Hyperinsulinaemic isoglycaemic clamp 

Before and after the intervention, participants underwent a two hour hyperinsulinaemic 

isoglycaemic clamp with insulin infusion rate of 80 mU ˑ kg-1 ˑ min-1 (Figure 3.3). 

Participants reported to the laboratory in the morning after an overnight fasted state. 

After obtaining height, weight and a urine sample the participant laid in a supine 

position. A cannula was inserted in a medial cubital vein for infusions of insulin 

(Actrapid; Novo Nordisk, Copenhagen, Denmark) and glucose (25%, Baxter, Illinois, 

USA) using an insulin (Carefusion, Alaris CC Plus) and glucose (Carefusion, Alaris GP 

Plus) pump. Insulin was prepared as a 50-mL infusate using 3 mL of the subjects own 

whole blood and set at a constant infusion of 15 mL/hour.  

A second cannula was inserted in the dorsal hand vein of the contralateral arm and 

placed in a hotbox (˜60˚C) to obtain arterialized blood samples. Before the start of the 

clamp, a fasted blood sample was collected in an EDTA-containing tube (BD 

Vacutainer® EDTA) and analysed for HbA1c. Additional blood samples were collected 

at t = 0, 60, 90 and 120 min in spray-coated silica tubes (BD Vacutainer® Plus tube 

containing spray-coated silica) for assessment of serum insulin concentrations. Starting 

glucose infusion rate was 0.25 x kg body weight. Blood glucose levels were maintained 

at individuals isoglycaemia, determined from fasting blood glucose concentrations, 

throughout the clamp by measuring whole blood glucose concentration from a 1 mL 

blood draw every five minutes using a blood glucose analyser (YSI 2300 stat plus, YSI 

Life Sciences) with subsequent adjustment of the glucose infusion rate. During the post-

intervention clamp, glucose concentrations were clamped at the average blood glucose 

concentrations during the last 20 min of the pre-intervention clamp. Before the clamp 

was started, a baseline skeletal muscle biopsy was obtained. An insulin-stimulated 

skeletal muscle biopsy was taken at t = 60 min. The participants diet was repeated the 
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day before the clamp by replication of the diet that was recorded in a recorded diet diary 

the day before their first clamp day. The post-intervention clamp was performed 48 

hours after the last exercise session. 

Glucose infusion rates were transformed to glucose clearance rates to allow a 

comparison between the participants who were clamped at different glucose values. The 

glucose clearance rate was calculated by dividing the glucose infusion rate with the 

prevailing whole blood glucose concentration over the final 20 minutes of the clamp by: 

𝐺𝐶𝑅 (𝑚𝑔 ∙ 𝑚𝑖𝑛 − 1 ∙ 𝑘𝑔 − 1)

=
Glucose infusion rate (𝑚𝑔 ∙ 𝑚𝑖𝑛 − 1 ∙ 𝑘𝑔 − 1)

Blood glucose concentration (𝑚𝑔 ∙ 100𝑚𝐿 − 1)
∙ 100 

As blood glucose concentrations might not be perfectly stable in the steady-state phase, 

a space correction (DeFronzo et al., 1979) was applied to the glucose infusion rate 

during the last 20 min of the clamp to correct non-steady state glucose concentrations 

using the following formula: Space correction = (G2-G1) x 0.095 where G2 and G1 are 

the glucose concentrations at the end and the beginning of the time period between two 

measures. 

 

Figure 3.3 – Schematic representation of the hyperinsulinaemic isoglycaemic clamp 

protocol. NIRS: Near-infrared Spectroscopy. 
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3.6 Blood analysis 

Samples for HbA1c analysis were left on ice for 30 min before being analysed using 

Variant Turbo Ion Exchange high-performance liquid chromatography (Bio-Rad D100, 

Wellington SCL lab, Wellington, NZ). The tubes for insulin assay were left to clot for 

30 min at room temperature before being centrifuged at 2000 rcf for 10 min at 4°C. 

Next, serum was aliquoted and stored in -80⁰C until further analysis by double antibody 

radioimmunoassay (Nutrition lab, Massey University, Palmerston North, NZ).   

3.7. Near infrared spectroscopy (NIRS) 

Fasting and insulin-stimulated muscle blood flow (mBF) and perfusion (mBV) were 

measured during the hyperinsulinaemic isoglycaemic clamp using NIRS protocols as 

previously described and validated (Lucero et al., 2018). Briefly, a NIRS probe 

(PortaLite; Artinis Medical Systems BV, Elst, The Netherlands) was secured over the 

belly of the right m. vastus lateralis muscle two-thirds from the origin of the muscle and 

parallel to the muscle fibres (Figure 3.4A). Wavelengths were emitted from LEDs at 

760 and 850 nm and collected at 10 Hz to detect relative changes in the concentration of 

oxygenated haemoglobin [HbO2] and deoxygenated haemoglobin [HHb], respectively, 

as well as the haemoglobin concentration in the total blood volume ([tHb] = [HbO2] + 

[HHb]).With an inter-optode distance of 3.5 cm for the LEDs, the theoretical 

penetration distance of the signal was 1.75 cm (Chance et al., 1992). Accordingly, 

muscle and subcutaneous adipose tissue thickness was determined using B-mode 

ultrasound (Terason; United Medical Instruments Inc., San Jose, CA, USA) to optimise 

the depth of photon projection and participants with an adipose tissue thickness of > 2 

cm were excluded from the analysis to ensure measurements derived from muscle tissue 

only. mBV was determined from the average total haemoglobin (t[Hb]) concentration 

(µM) over 5 minutes, at rest before (fasting, 10 minutes before the start of insulin 
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infusion) and 120 minutes after insulin infusion (insulin-mediated) and expressed as a 

surrogate measure of capillary recruitment. mBF was determined from the slope of the 

t[Hb] signal during a 15-second venous cuff occlusion (70-80 mmHg), and converted to 

mL·min-1·100 mL-1  using the equation: 

mBF =
∆t[Hb] ∙ 60

([Hb] ∙ 1000)/4
∙ 100 

where [Hb] was determined from a resting blood draw, and ∆t[Hb] averaged over 5 

measurements taken 1 minute apart (Figure 3.4B).  
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Figure 3.4 – Placement of the NIRS probe and cuff inflation (A) and representative 

screenshot for a single measurement of muscle blood flow using near-infrared 

spectroscopy (B). The green line represents total haemoglobin concentration t[Hb]. 

After initiation of cuff inflation, venous blood return is blocked and arterial, oxygen-

containing haemoglobin enters the local muscle area resulting in an linear increase in 

t[Hb] dependent on blood flow rate. The gradient of the regression slope represents the 

blood flow rate. Figure 3.4A is the courtesy of Dr. Kim Gaffney.  
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3.8. Human skeletal muscle collection 

Skeletal muscle tissue (~150 mg wet weight) was obtained using the suction-assisted 

percutaneous Bergstrom needle technique (Bergstrom, 1975). After applying local 

anaesthesia (1% Xylocaine), a small incision was made in the skin of the left leg to 

access the m. vastus lateralis muscle. The m. vastus lateralis was chosen as muscle site 

since the exercise intervention predominantly involved leg exercises (cycling) and 

therefore physiological changes are most likely to occur here. Moreover, the muscle site 

is easily accessible, is not located near major arteries and nerves and has routinely been 

used in human muscle physiology research. Samples were immediately freed from any 

visible fat and blotted dry to remove excess blood. Next, the samples were divided for 

different types of muscle analysis. Samples for immunofluorescence microscopy were 

embedded in Tissue Tek OCT (Sakura Finetek, the Netherlands), immediately frozen in 

liquid nitrogen-cooled isopentane and stored at -80⁰C until further analysis. Samples for 

immuno-gold electron microscopy were processed in two different ways. Samples were 

put in 0.1 M cacodylate buffer containing 3% paraformaldehyde and were left at room 

temperature for two hours until samples were transferred into 0.1 M sodium cacodylate 

buffer and stored at 4⁰C until further analysis. For the second process protocol, samples 

were fixed in 24 mg procaine dissolved in Krebs buffer for five minutes, transferred to 

Zamboni solution (PBS containing 22 g/L paraformaldehyde, 15% saturated picrid acid) 

for 30 minutes at room temperature, and put in fresh Zamboni for an additional 3.5h at 

4◦C. Next, muscle samples were dissected in bundles of single muscle fibres in 0.1 M 

PBS, transferred to 50/50 PBS/glycerol and placed in the fridge for 24h before storing it 

at -20⁰C until further analysis. Remaining tissue was snap-frozen in liquid nitrogen and 

stored at -80⁰C until further analysis. 
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3.9. Immunofluorescence protocol  

Samples were cut in 7 µm thick sections in transverse orientation using a microtome 

cryostat (Leica CM1850, Wetzlar, Germany). The temperature in the cryostat was 

maintained at -20⁰C. Sections were put onto superfrost microscope slides (Sigma-

Aldrich, Z692255), air-dried for one hour and put into 1x TBS, pH 7.6 when stained 

immediately or were stored at -80⁰C until staining. In case of later analysis, slides were 

left to dry at room temperature for one hour before starting the staining protocol. The 

staining protocols were optimized by testing different antibody dilutions in order to get 

optimal images. Starting antibody dilutions were based on manufacturers advice and 

adjusted if required. (Appendix E).  

3.9.1. Skeletal muscle fibre  

3.9.1.1. GLUT4 

Before starting antibody incubation, samples were incubated with 1% bovine serum 

albumin (BSA) for 30 min to reduce non-specific antibody binding. Samples underwent 

a mild wash consisting of a 3x 5 min was in 1X TBS. Next, samples were incubated 

overnight at 4⁰C in 1:250 GLUT4 anti-rabbit polyclonal primary antibody (Abcam, UK, 

Abcam654) and 1:500 dystrophin anti-mouse polyclonal antibody (Sigma-Aldrich, 

D8168) diluted 1x TBS containing 1% BSA, 0.01% Triton-X and 0.02% Tween-20. 

Then, samples were washed thoroughly consisting of 3x5 minutes with 1x TBS, 3x5 

minutes with 2x TBS and 3x5 minutes with 1x TBS. Samples were incubated with 

appropriate secondary antibodies. GLUT4 was targeted with 1:500 goat anti-rabbit 

IiG488 (Alexafluor488, Invitrogen, A-11034) and dystrophin was targeted with 1:500 

goat anti-mouse IiG594 (Alexafluor594, Invitrogen, A-11005) in antibody diluent at 

room temperature for 2 hours. Samples were washed thoroughly and incubated for 3 

min with 1:200 TrueBlack (Lab Supply, NZ, 23007), dissolved in 70% ethanol to block 
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autofluorescence created by lipofuscin. Next, samples were mounted in 30/70 

TBS/glycerol and a coverslip was placed on top of the sample. 

3.9.1.2. IRS-1 serine 312 phosphorylation 

Samples were incubated overnight at 4⁰C in 1:250 IRS-1ser312 anti-rabbit polyclonal 

primary antibody (Invitrogen, PA1-1054) diluted 1x TBS containing 1% BSA, 0.01% 

Triton-X and 0.02% Tween-20. Then, samples were washed thoroughly consisting of 

3x5 minutes with 1x TBS, 3x5 minutes with 2x TBS and 3x5 minutes with 1x TBS. 

Samples were incubated with secondary antibodies, 1:200 goat anti-rabbit IiG594 

(Alexafluor594, Invitrogen, A-11005) in antibody diluent at room temperature for 2 

hours. After a thorough wash, samples were incubated for one hour at room temperature 

with 10 µg/mL Ulex europaeus-FITC conjugate (UEA-I-FITC, Sigma-Aldrich, L9006) 

and 50 µg/mL wheat germ agglutinin (WGA-350, Invitrogen, W11263) in 1x TBS to 

visualize endothelial cells and skeletal muscle plasma membrane respectively. After 

samples were washed thoroughly and incubated for 3 min in 1:200 TrueBlack (Lab 

Supply, NZ, 23007) dissolved in 70% ethanol , slides were mounted with 30/70 

TBS/glycerol and a coverslipwas placed on top of the sample. Representative images 

are displayed in Figure 3.5. 
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Figure 3.5 – Representative widefield images of skeletal muscle GLUT4 and IRS-

1ser312 stained in combination with dystrophin (red) or wheat germ agglutinin (blue) to 

mark the plasma membrane. (A-D) GLUT4 (green), plasma membrane (red), merged to 

demonstrate translocation of GLUT4 with the plasma membrane and a negative control 

for GLUT4, and (E-H) IRS-1ser312(red), plasma membrane (blue) and merged images to 

demonstrate colocalization of IRS-1ser312 with skeletal muscle plasma membrane, but 

not endothelial cells and a negative control. Scale bars are 50µm 

3.9.2. Skeletal muscle microvascular staining (eNOS, eNOSser1177, NOX2) 

After blocking for 30 min in 1% BSA and a mild wash, samples were incubated 

overnight at 4⁰C in 1:100 rabbit polyclonal eNOS (Abcam, UK, Ab5589), 1:100 rabbit 

polyclonal eNOSser1177 (Abcam, UK, Ab184154) or 1:100 rabbit polyclonal NOX2 

(Abcam, UK, Ab80508) diluted 1x TBS containing 1% BSA, 0.01% Triton-X and 

0.02% Tween-20. Then, samples were washed thoroughly. Samples were targeted with 

a secondary antibody 1:200 goat anti-rabbit IiG594 (Alexafluor594, Invitrogen, A-

11005) and incubated for two hours at room temperature. Samples were washed 

thoroughly and incubated for one hour at room temperature with 10 µg/mL UEA-I-

FITC (Sigma-Aldrich, L9006) and 50 µg/mL WGA-350 (Invitrogen, W11263) in 1x 

TBS to visualize endothelial cells and skeletal muscle plasma membrane respectively. 
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After samples were washed thoroughly and incubated for 3 min in 1:200 TrueBlack 

(Lab Supply, NZ, 23007) dissolved in 70% ethanol , slides were mounted with 30/70 

TBS/glycerol and a coverslip was placed on top of the sample. Representative staining 

was displayed in Figure 3.6. For proof of principle, the contrast of the images was 

enhanced as treatment with TrueBlack dimmed the fluorescent intensity of the 

fluorescent label. 

3.9.3. Antibody controls 

For every round of staining, a standard negative control was included in order to 

confirm non-specific secondary antibody binding. The primary antibody was replaced 

by a solution of 1X TBS containing 1% BSA. Antibody specificity for IRS-1ser312 was 

confirmed using paraffin-embedded sections of a T47D cell line to show positive 

staining in nuclei positive areas. To confirm primary antibody specificity for eNOS and 

eNOSser1177 a positive control was performed. As eNOS and eNOSser1177 is expected to 

be present in endothelial cells, the staining protocol was executed on freshly frozen 

cryosections of the a. Aorta descendens of a 6-months old C57BL/6J mouse.  
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Figure 3.6 – Contrast-enhanced representative widefield images of skeletal muscle 

eNOS, eNOSser1177 and NOX2 stained in combination with Ulex-Europaeus-FITC to 

mark endothelial capillaries or Wheat Germ Agglutinin to mark the plasma 

membrane. (A-D) eNOS (red), endothelial capillaries (green), merged to demonstrate 

colocalization of eNOS with the microvascular endothelium and a negative control for 

eNOS, (E-H) phosphorylated eNOSser1177 (red), F) microvascular endothelium (green) 

merged to demonstrate colocalization of eNOSser1177 with the microvascular 

endothelium and a negative control for eNOSser1177(I-L) NOX2 (red),  plasma membrane 

(blue) and merged images to demonstrate colocalization of NOX2 with skeletal muscle 

plasma membrane, and not endothelial cells. Scale bars are 50µm 

3.9.4. Image capturing  

Images of cross-sectional muscle fibres were captured using a compound widefield 

fluorescence microscope (Olympus BX-50, Olympus Corporation, Tokyo, Japan). 

Images were captured with a Spot-RT slider (SPOT Imaging Solutions: Diagnostic 

Instruments, Inc., Sterling Heights, MI) cooled digital microscope camera. Illumination 



84 

 

and exposure times were optimized for every single antibody and kept consistent 

throughout the analysis. The Alexafluor 594 was excited using Olympus U-MWIY 

(540-580 nm) excitation filter, the Alexafluor 488 and UEA-I-FITC were excited using 

Olympus U-MWIG (465-495 nm) excitation filter and the WGA-350 was excited using 

narrow band UV filter (Olympus U-MNU-BP, 330-385 nm). All images were taken 

using an oil immersed 20x magnification objective. 

3.9.5. Image analysis 

3.9.5.1. Skeletal muscle fibre analysis 

Three images per sample were taken. Images were taken randomly with the only 

requirement having at least 10 transverse cells in the image. Image J (National Institutes 

of Health, Bethesda, MD, USA) was used for image analysis. For co-localization of 

GLUT4 with dystrophin, the Coloc 2 tool was used. Pearson’s correlation coefficient (r) 

was used to measure colocalization. Additionally, using the dystrophin image, a mask 

was created by thresholding the image to only select the plasma membrane region. 

Next, mean fluorescent intensity was measured within the masked plasma membrane 

region as a semi-quantitative measure for GLUT4 translocation (Figure 3.7 Panel A-

D). 
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Figure 3.7 – Representative example of the visualization for semi-quantitative 

measurement of GLUT4 translocation. From the dystrophin image, a mask of the 

plasma membrane (PM) of at least 10 muscle fibres in the plane of focus was created 

(C) and overlapped on the GLUT4 (D). Mean fluorescent intensity was measured within 

the mask. 

IRS-1ser312 was quantified in an equal manner as GLUT4 with the exception that the 

plasma membrane outline was obtained from a WGA-350 stained image. The WGA-

350 image was thresholded to create a mask. The mask was used to measure mean 

fluorescent intensity of IRS-1ser312 as a semi-quantitative measure of phosphorylation 

activity. 
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3.9.5.2. Microvascular analysis 

For analysing microvascular plasticity in the skeletal muscle fibres, capillaries stained 

with an endothelial marker (UEA-I-FITC) were counted manually. Analysis of capillary 

contacts (CC), capillaries per fibre on individual basis (C/Fi), sharing factor (SF) and 

capillary-to-fibre-perimeter exchange (CFPE) was performed on 50 fibres per sample as 

has been used and validated before (Hepple et al., 1997). For measurements of 

microvascular eNOS, eNOSser1177 and NOX2, UEA-FITC images a threshold was 

applied to extract all capillaries. Next, a mask was created for the capillaries and 

overlapped on the corresponding NOX2, eNOS/eNOSser1177 image. Then, NOX2, 

eNOSser1177/ eNOS was quantified by measuring mean fluorescent intensity in the 

regions that corresponded with the capillaries (Cocks et al., 2012) (Figure 3.8, Panel A-

D). NOX2 in the plasma membrane of skeletal muscle fibres was quantified by creating 

a mask from the WGA-350 image and overlapped on the corresponding NOX2 image. 
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Figure 3.8 – Representative example of the visualization for the semi-quantitative 

measurement of eNOS, eNOSser1177, and NOX2. From the Ulex europaeus-FITC 

conjugate (UEA-I-FITC) image, a mask of the endothelial cells of microvascular 

capillaries was created (C) and overlapped on the protein of interest image (D). Mean 

fluorescent intensity was measured within the mask. 

3.10. Immunogold protocol 

The staining protocols were optimized by testing different antibody dilutions, dilution 

compositions and incubation times in order to get optimal images. Samples from the 

50/50 PBS/glycerol were washed for 5 minutes in PBS. To avoid non-specific binding, 

samples were blocked in blocking buffer containing 0.01 M PBS, 50 mM glycine, 

0.25% BSA and 0.06% saponin for 30 minutes. Next, samples were incubated with 

primary antibody against GLUT4 (1:200 polyclonal rabbit GLUT4, Abcam, UK, 

Ab654) for four hours at room temperature. After three washes of five minutes in 

blocking buffer, samples were incubated with 1:300 secondary goat anti-rabbit fab 

fragments conjugated with 1.4nm gold particles (Nanoprobes, Inc., NY) for two hours 

at room temperature. Next, samples were washed two times one minute in PBS and 

fixed in PBS containing 2.2% glutaraldehyde for one hour. After a rinse with distilled 

water, samples underwent silver enhancement for seven minutes, using HQ Silver 

(Nanoprobes Inc., NY) and rinsed again with distilled water. Next, samples were treated 

with osmium tetroxide for ten minutes and then dehydrated in graded series of ethanol 

(15%, 30%, 50%, 70%, 80%, 90%, 100%) before embedding in epoxy resin. Samples 

were embedded horizontally in fresh epoxy resin moulds and cured overnight at 60⁰C. 

Next, sections of ~90 nm were cut using an ultramicrotome (Riechert-Jung Ultracut E 

Microtome) and air-dried. Sections were placed on a 300 mesh gold grid and viewed 

under a Transmission Electron Microscope (Philips CM100 TEM, Eindhoven, The 
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Netherlands). Images were obtained under light-standardized conditions using a film 

picture camera (Kodak 4489, Rochester, NY). 

3.11. Western blot protocol 

Frozen muscle samples (~30 mg) were homogenized in ice cold homogenization buffer 

(RIPA buffer; 15mM Tris, 167mM NaCl, 0.5% sodium deoxycholate, 0.1% SDS, 1% 

Triton X-100), containing protease (Complete-mini) and phosphatase inhibitor tabs 

(Complete-mini), using an automatic homogenization blender (IKA) for one minute. 

Sample lysates were placed in an orbital shaker for 1 hour at 4⁰C before centrifuging at 

600 rcf for 15 minutes at 4⁰C. Next, the supernatant was used for protein concentration 

determination in triplicate using a commercially available bicinchoninic acid procedure 

(Pierce BCA Protein Assay Kit, Invitrogen, catalogue # 23227). Under reducing 

conditions, 40μg of protein extract was boiled for 5 min at 95⁰C, before loaded onto 

Tris-Glycine SDS-PAGE for gel electrophoresis. Proteins were transferred onto PVDF 

membrane using 18 h wet-transfer procedure. Membranes were blocked for 1 h in 3% 

BSA, incubated in 1:1000  rabbit polyclonal AS160Thr642 (Cell Signalling, catalogue # 

4288), 1:1000 rabbit polyclonal PAK1Thr423/PAK2Thr402 (Cell Signalling, catalogue # 

2601) or 1:1000 mouse monoclonal α-tubulin HRP-conjugated loading control (Abcam, 

catalogue # ab40742) overnight at 4⁰C and for 2 h in 1:5000 anti-rabbit HRP-conjugated 

secondary antibody at room temperature, followed by chemiluminesence 

(Thermoscientific, catalogue # 34580) and imaging (iBrightTM FL1500, Invitrogen, 

A44241). Between every step, membranes were washed 3 x 5 min with T-TBS. After 

imaging, membranes were stripped and incubation steps were repeated for detection of 

other proteins. Protein quantification analysis of band intensities was performed in 

Image J software. Protein quantity was expressed relative to loading control protein. 
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3.12. Statistical analysis 

Sample size estimation was based upon the primary outcome glucose disposal rate (GDR) 

using the available test-retest measures for GDR values reported by Defronzo et al (1979) 

in a healthy adult population and sample size estimations for magnitude based clinical 

inference (Hopkins et al., 2016; Hopkins et al., 2009). The typical error of 

measurement was doubled to allow for uncertainty in variability in a T2DM population 

and n was increased by 10% to allow for potential dropouts, which brought the required 

sample to 12 in each group. 

The effect of treatment and time on all dependent variables was estimated from mixed 

models (Proc Mixed, SAS Version 9.1; SAS Institute, Cary, NC). All mechanistic 

continuous data not including negative values or ratio analysis were log transformed 

prior to analysis to manage heteroscedasticity and back-transformed to acquire percent 

change scores. Insulin-stimulated outcomes were defined as the change in number from 

fasting to one hour of insulin stimulation for protein analysis or 2 hours after insulin 

stimulation for NIRS measurements. All outcomes were adjusted for the baseline 

values. A random effects model included additional subject random error for the WDP 

and WHEY conditions. Uncertainty was presented as 90% confidence limits. 

Magnitude-based inference, a Bayesian approach with an uniformally-dispersed flat 

prior, was employed to infer to clinical and mechanistic outcome effects (Batterham et 

al., 2006).  

The threshold for smallest worthwhile clinical change in the primary clinical outcomes 

were: GDR was 5.4% based upon the effect of 3 months of hypoglycaemic therapy 

(Metformin) on naïve Type-2 diabetics (Derosa et al., 2009) and HbA1c, 5.5 mmol/mol 

based on general clinical consensus (Lenters-Westra et al., 2014). The smallest 

noteworthy magnitude of change for mechanistic parameters was the default smallest 
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Cohen’s d standardised difference (0.2  cohort baseline SD) (Hopkins et al., 2009). 

The probability that a contrast was at least greater than the smallest Cohen’s d 

standardized difference was: 25-75% possible, 75-95% likely, 95-99.5% very likely, 

>99.5% almost certain (Hopkins et al., 2009). In the case where the majority (>50%) of 

the CI lay between the thresholds for positive and negative substantiveness, the effect 

was qualified trivial (negligible) with the respective probabilities as above (Hopkins et 

al., 2009). The terms benefit/increase, trivial (negligible), and harm/decrease refer to 

the most likely directional outcome, relative to the smallest effect threshold. The terms 

unclear refers to outcomes where the likelihood of both benefit and harm exceeded 5%. 

Magnitude-based inference was selected as statistical inference model instead of 

traditional null-hypothesis testing, where a significant effect is detected when the p-

value < 0.05. Pre- and post-intervention scores are presented in figures as raw means 

and standard deviations.  

Recently, researchers are starting to call for a ban on the use of p-values to claim the 

effectiveness of an intervention as the dichotomous way of inferring might lead to type-

I errors (false positive, where researchers wrongfully conclude there is an effect or this 

effect is not clinically meaningful) and type-II errors (false negative, where researchers 

wrongfully conclude no effect, such as when p = 0.06) (Amrhein et al., 2019; 

Colquhoun, 2017). Magnitude-based inference has been developed as an alternative to 

null-hypothesis testing, where inferences are made based upon the likelihood that an 

intervention is beneficial, trivial or harmful. Despite the fact that MBI is still in its 

infancy and scrutinized by peer-statisticians (Curran-Everett, 2018; Sainani et al., 2019), 

the current research acknowledges the strengths and limitations of both statistical 

methods, but decided to use MBI over null-hypothesis testing. 
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3.12. Results on immunofluorescence  

3.12.1. Antibody validation 

The immunogen sequences of all antibodies used, were analysed with Basic Local 

Alignment Search Tool (BLAST) (www.uniprot.org) to confirm that the amino acid 

sequence of the proteins was unique and was not present in any other protein. This 

confirms that the raised antibody only binds to the protein of interest. All the 

immunogen sequences of all antibodies showed 100% alignment with the protein of 

interest and were not present in any other protein. 

Antibodies for GLUT4, dystrophin (Bradley et al., 2014), eNOS, eNOSser1177 and NOX2 

(Cocks et al., 2012) have previously been demonstrated for positive staining in skeletal 

muscle using immunofluorescence. IRS-1ser312 positive binding was confirmed by 

staining paraffin-fixed T47D cells (Figure 3.9). Pearson correlation coefficient to 

demonstrate colocalization of IRS-1ser312 within T47D cell nuclei, stained with 4′,6-

diamidino-2-phenylindole (DAPI) showed a correlation of r = 0.69. 

Lastly, non-specific binding of the secondary antibody was confirmed. During every 

run, a negative control was included, where incubation of the primary antibody was 

replaced by the immune diluent solution. No signal was detect, indicating that there was 

no non-specific binding of secondary antibody. 

 

http://www.uniprot.org/
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Figure 3.9 – IRS-1ser312 antibody validation. The primary antibody specificity was 

confirmed in T47D cells. IRS-1312 was co-stained with DAPI. Scale bars represent 

50µm. 
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CHAPTER 4                                                                                                                                         

KERATIN-BASED PROTEIN ISOLATE MODULATES GLUCOSE 

METABOLISM, MICROVASCULAR HAEMODYNAMICS AND GLUT4 

TRANSLOCATION IN SKELETAL MUSCLE OF ADULTS WITH TYPE 

2 DIABETES MELLITUS 

 

An edited version of Chapter 4 was submitted to the American Journal of Clinical 

Nutrition 
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4.1. Abstract: 

BACKGROUND: Keratin protein is high in amino acids glycine, cysteine and arginine 

of which isolated supplementation could improve insulin sensitivity in type 2 diabetes 

mellitus (T2DM). Adaptations in skeletal muscle glucose handling is unclear. 

OBJECTIVE: To explore changes in whole-body glucose uptake and skeletal muscle 

insulin sensitivity following chronic supplementation with novel wool-derived keratin 

protein, compared to whey or low-protein control added to exercise training. 

DESIGN: In a randomized, double-blind, clinical trial, 35 adults with T2DM (age: 56.3 

SD 8.3 y, HbA1c: 62, SD 13 mmol/mol) ingested a daily dose of 17 g wool-derived 

protein and 23 whey protein (WDP), 40 g whey protein (WHEY) or isocaloric amount 

of maltodextrin (CON) during 14 weeks of a mixed-modality exercise training. At 

weeks 0 and 15, a 2-hour, 80 mU∙kg-1∙min-1 hyperinsulinaemic isoglycaemic clamp was 

performed to assess changes in whole-body glucose uptake (GCR). Moreover, m.vastus 

lateralis blood flow and volume were measured using near-infrared spectroscopy. 

Skeletal muscle biopsies were collected in a fasted and insulin-stimulated state to assess 

microvascular and muscle fibre insulin signalling proteins eNOS/eNOSser1177, NOX2, 

IRS-1ser312 and GLUT4 translocation at weeks 0 and 15. 

RESULTS: GCR increased (mean change (SD), WDP: 1.8 (1.9), WHEY: 0.6 (1.0), 

CON: 0.7 (1.7) mL/kg/min) substantially in WDP compared to WHEY (29.4% 90%CI 

0.5, 66.4) and CON (26.9% 90%CI -3.0, 64.1). Insulin-stimulated mBF increased (mean 

(SD) mL/cm3/min; WDP: 0.29 (0.20) WHEY: 0.08 (0.38), CON: 0.20 (0.20)) 

substantially in WDP compared to WHEY (Δ 45.7% 90%CI: 9.0, 94.7) and CON (Δ 

51.1% 90%CI: 5.4, 116.6), positively associated with changes in GCR (WDP-WHEY: β 

= +0.60% (90%CI: 0.22, 0.98) mBF∙% GCR-1). Insulin-stimulated GLUT4 translocation 
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weakly increased with WDP compared to WHEY (Δ 14.9% 90%CI: -1.2, 33.6) and 

CON (Δ 17.8% 90%CI: -0.5, 39.4), positively associated with GCR (WDP-CON: β = 

+2.1% (90%C: 0.5, 3.7) GLUT4∙%GCR-1).  

CONCLUSION: Dietary supplementation with WDP may promote clinically-

favourable insulin-sensitizing effects within skeletal muscle tissue in T2DM. These 

findings suggest a potential for digestible wool-derived keratin protein in clinical 

nutrition.  
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Introduction 

Keratin protein sources, such as hair, nails and wool, are characterized by tight networks 

of disulphide bonds, which makes the protein indigestible for human consumption. 

However, Dias et al. (G. J. Dias et al., 2017) successfully developed a protocol to 

process sheep wool or feathers into edible dietary keratin protein. Amino acid analysis 

on the protein revealed high concentrations of cysteine, glycine and arginine. 

Supplementation of these amino acids have been associated with improvements in 

glucose homeostasis and insulin sensitivity in type 2 diabetes mellitus (T2DM) via 

alterations in plasma glutathione (GSH) (Sekhar et al., 2011) and nitric oxide (NO)-

associated processes (Piatti et al., 2001), controlling antioxidant and endothelial blood 

flow pathways respectively. However, how these pathways affect insulin-sensitive 

peripheral organs remains unclear. 

Skeletal muscle is considered the largest site for insulin-stimulated glucose disposal, 

and therefore, has an important role in controlling glucose homeostasis (Katz et al., 

1983). Two primary mechanisms involved in insulin-stimulated glucose uptake in 

skeletal muscle are the microvascular response to insulin, dependent on NO 

bioavailability (Vincent et al., 2003) and the translocation of the sarcoplasmic glucose 

transporter (GLUT4) to the plasma membrane of the muscle fibre (Wasserman et al., 

2011). These two mechanisms are both impaired in T2DM (Baron et al., 1990; Keske et 

al., 2009; Laakso et al., 1992; Vind et al., 2011; Zierath et al., 1996) as a result of 

skeletal muscle insulin resistance and contribute to impaired whole-body glucose uptake 

observed in T2DM (Bonadonna et al., 1998) but are both in part remediated by chronic 

exercise (Cocks et al., 2013; Cocks et al., 2016b; Dela et al., 1994; Hoier et al., 2014; 

Holten et al., 2004; Little et al., 2011; Wagenmakers et al., 2016).  



97 

 

Additionally, specific dietary proteins may have differential effects on muscle insulin 

sensitivity and endothelial function. Chronic dietary protein intake positively affects 

metabolic health and insulin sensitivity (Ouellet et al., 2007; Ouellet et al., 2008), 

potentially via alterations in GLUT4 translocation (Lavigne et al., 2001; Tremblay et 

al., 2003) and endothelial function (Fekete et al., 2016; Monti et al., 2013; Piatti et al., 

2001). Moreover, in young, healthy people, acute post-exercise protein ingestion further 

accelerates adaptations in skeletal muscle plasticity via increased muscle protein 

synthesis (Biolo et al., 1997; Tang et al., 2009; Witard et al., 2014), and increased 

transcriptome signalling involved in muscle development, mitochondrial biogenesis and 

energy metabolism (Rowlands et al., 2011), inflammation and muscle growth 

(Rowlands et al., 2016), leading to improved muscle plasticity when applied 

chronically. However, the effect of chronic post-exercise protein ingestion on skeletal 

muscle insulin signalling is currently unknown. As exercise training and dietary protein 

interventions independently seem be able to improve insulin sensitivity, exploring 

potential synergetic effects are of relevance to optimize treatment in T2DM.  

To date, only a few trials have investigated the clinical effect of combined exercise and 

protein ingestion in T2DM. Using milk-derived protein sources, with high 

concentrations of  essential amino acids, including leucine, which is identified as a 

nutritional activator of muscle protein synthesis (Anthony et al., 2001), researchers have 

been unable to identify a synergistic effect of combined exercise training and protein 

ingestion on insulin sensitivity (Francois et al., 2017; Gaffney et al., 2017; Wycherley et 

al., 2010a). However, keratin, high in cysteine, glycine and arginine might be a better 

alternative protein source to overcome impairments in GSH and microvascular blood 

flow in T2DM and improve insulin-stimulated glucose uptake within skeletal muscle. 
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Therefore, we explored the efficacy of 14 weeks of exercise training and twice-daily 

consumption of keratin-derived protein-whey protein blend, whey protein or a placebo 

on skeletal muscle insulin signalling involving the microvascular and muscle fibre 

response to insulin stimulation in skeletal muscle of T2DM. We hypothesized that the 

addition of keratin-derived protein, with amino acid precursors for glutathione and nitric 

oxide, to exercise training would result in improved whole-body glucose uptake, 

accompanied by improved insulin signalling leading to insulin-stimulated GLUT4 

translocation to the plasma membrane of skeletal muscle. 

4.3. Methods 

Refer to Chapter 3 for General methods.  

Study design: paragraph 3.1, 3.2, 3.3, 3.4 

Analytical methods: paragraph 3.5, 3.6, 3.7, 3.8, 3.9 

Statistical methods: paragraph 3.11 

4.4. Results 

4.4.1. Participant characteristics 

After recruitment, 43 participants were randomized into an intervention group. Eight 

participants were lost in the follow-up, which resulted in a total of 35 participants who 

finished the intervention and were included in the per protocol analysis. Baseline 

characteristics are displayed in Table 4.1. An adipose thickness of > 2 cm was detected 

in 4 participants. Accordingly, mBF and mBV was performed on CON (n = 12), WHEY 

(n = 10) and WDP (n = 9) respectively. Due to participants’ rejection for muscle biopsy 

harvesting (n = 3) and poor sample quality for immunofluorescence at minimally one 

time point (n = 4), analysis of eNOS/eNOSser1177, NOX2, GLUT4 and IRS-1ser312 was 

performed on CON (n = 10), WHEY (n = 9) and WDP (n = 9). Sampling for western  
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blots resulted in analysis of CON (n = 12), WHEY (n = 8) and WDP (n = 10). 

  

Table 4.1 – Baseline characteristics of the participants who completed the study (per 

protocol dataset). 

 Treatment Group 

 CON (n = 12) WHEY (n = 12) WDP (n = 11) 

Age, yr 58.3 (8.4) 54.8 (8.0) 56.9 (8.1) 

Sex, n (female %) 3 (25) 4 (33) 3 (27) 

Peak Power, W 167 (48) 169 (54) 164 (38) 

Leg press 1RM, kg 191 (72) 184 (81) 205 (49) 

GCR, mL∙min-1∙kg-1 4.0 (2.1) 4.2 (1.6) 4.5 (4.3) 

Weight, kg 96.6 (13.9) 94.2 (21.3) 93.2 (25.3) 

Height, cm 174 (10) 172 (10) 172 (7) 

BMI, kg∙m-2 32.0 (4.7) 31.9 (6.4) 32.5 (7.5) 

Waist, cm 108 (11) 108 (15) 111 (18) 

Hip, cm 111 (10) 114 (12) 111 (13) 

Diabetes duration, yr 6.0 (3.5) 8.3 (5.5) 6.5 (6.2) 

Blood glucose, mmol 7.8 (2.5) 9.3 (2.2) 8.3 (2.4) 

HbA1c, mmol∙mol-1 64.0 (15.6) 64.5 (13.0) 56.5 (8.8) 

All values are mean (SD). Participant randomization was based on minimization. The 

randomization variables were age, sex, peak power, leg press one repetition maximum 

(1RM) and glucose clearance rate (GCR).  
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4.4.2. Hyperinsulinaemic isoglycaemic clamp and HbA1c 

During the clamps in week 0 and week 15, blood glucose concentrations throughout the 

2 hours remained stable (Figure 4.1A) within all treatments and were clamped during 

the last 20 minutes at similar concentrations in week 0 and week 15. As expected, after 

the start of insulin infusion, serum insulin concentrations increased substantially and 

remained elevated throughout the clamp in all treatments (Figure 4.1B). No differences 

were observed within treatments between week 0 and week 15 insulin concentrations.  

Statistical analysis and inferences on changes in glycaemic control outcomes are 

presented in Table 4.2. Glucose clearance rate (GCR) improved substantially relative to 

the threshold for smallest worthwhile clinical change (5.4%) in all intervention groups 

(Figure 4.1C-D). The change in GCR for WDP was likely higher, relative to CON and 

WHEY, and the clinical benefit:harm odds ratio was above the threshold for adoption 

(>66:1). HbA1c substantially decreased for WDP and CON relative to the threshold for 

smallest worthwhile clinical change (-5.5 mmol/mol), but was trivial for WHEY 

(Figure 4.1E-F). Between-group contrast was likely different between CON and 

WHEY and possibly different between WDP-CON and WDP-WHEY and the clinical 

benefit:harm odds ratio was above the threshold for adoption between WDP and WHEY 

(>66:1). Simple linear regressions were used for associations between post-pre changes 

in GCR with unpublished skeletal muscle oxidative stress outcomes (Appendix F). For 

WDP, change in GCR was very likely, negatively associated with change in fasting 

glutathione (GSH; β = -0.26 (90%CI -0.43, -0.08)) compared to CON (β = -0.42 (-0.77, 

-0.07)) and WHEY (β = -0.30 (-0.54, -0.05)). For WDP, change in GCR was likely, 

positively associated with change in fasting oxidised peroxiredoxin 2 (PRX2; β = 0.66 

(-0.07, 1.41)) compared to WHEY (β = 1.11 (-0.16, 2.40)). 
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Figure 4.1 – Group and individual effect of CON, WHEY and WDP in response to 14 

weeks of protein and exercise training on glycaemic control outcomes in adult men 

and women with type-2 diabetes. Mean (SD) of plasma glucose (A) and insulin (B) 

concentrations throughout the 2 hour hyperinsulinaemic isoglycaemic clamp. (C-D) 

Glucose clearance rates were calculated over the last stable 20 minutes of the clamp. 

(E-F) HbA1c was measured from fasted serum samples. Statistical symbols above the 

data represent magnitude-based inferences (for detail see Table 4.2), with a clinical 

inferential decision based on the magnitude-based benefit:harm ratio of >66:1. 

Abbreviations:  ɸ = WHEY vs CON; + = WDP vs CON; ‡ = WDP vs WHEY. The 

number of letters or symbols denotes likelihood of change where * = possible; ** = 

likely; *** = very likely; **** = almost certain. 
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Table 4.2 – The effect of 14-weeks of protein supplementation with exercise on clinical measures of glycaemic control 

 Unadjusted Raw Unit Mean Change (SD) Outcome Statisticsa 

Estimate (90%CI L, U) 

Likelihood Increase/Decrease (%); Inferenceb;  Benefit oddsb 

Treatment, Contrasta CON WHEY WDP WHEY – CONc WDP – CONc WDP – WHEYc 

Glucose Clearance 

Rate (mlkg-1min-1)b  

0.7 (1.7) 0.6 (1.0) 1.8 (1.9) -1.9 (-19.5, 19.5; 0.87)UC 

0.6:1.7; inconclusivec
 

26.9 (-3.0, 64.1; 0.14)** 

241:<1; usec
 

29.4 (0.5, 66.4; 0.09)** 

N/A 

HbA1c (mmolmol-1)b  -8.5 (18.8) -2.8 (9.8) -4.0 (9.1) 9.2 (3.3, 15.1; 0.015)** 

<1:56940; don’t usec  

2.9 (-2.8, 8.6; 0.384)++ 

<1:33; inconclusivec
 

-6.3 (-13.0, 0.4)* 

N/A 

aLeast-squares (LS) estimate mean post-pre intervention change score, adjusted for baseline. The likelihoods of change relative to smallest threshold was: 25-75% possible*, 

75-95% likely**, 95-99.5% very likely***, >99.5% almost certain****. Likelihood trivial effect size (100-(harm+benefit)) was denoted with + symbols. Unclear (UC) refers 

to outcomes where the likelihood of both benefit and harm exceeded 5%. Output estimates and confidence limits are geometrically scaled within the analysis of log-

transformed data. bThe smallest clinical effect thresholds in the two primary clinical outcomes were: glucose clearance rate, 5.4% based upon the effect size of 3 months of 

hypoglycaemic therapy (Metformin) on naïve Type-2 diabetics (Derosa et al., 2009) and HbA1c, 5.5 mmol/mol based on general clinical consensus (Lenters-Westra et al., 

2014). For other secondary clinical (fasting glucose), between-subject criteria (Cohen’s d standardized difference) was used; where, the effect size for small was 0.2 

(Hopkins et al., 2009). Glucose concentration estimates are percent change. cClinical inferences were referenced for comparisons with control (CON) and non-clinical for 

comparisons of the two active treatments. The clinical decision threshold was a benefit harm odds ratio >66:1 (Hopkins et al., 2009); N/A denotes clinical contrasts not 

applicable.   
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4.4.3. Insulin-stimulated mBF and mBV 

Statistical outcomes and inferences were presented in Table 4.3. In the current study, 

improvements in insulin-stimulated blood flow for CON, WHEY and WDP were very 

likely, likely and almost certain respectively (Figure 4.2). Improvements in insulin-

stimulated blood flow (mBF) were substantially larger in WDP compared to WHEY 

and CON (Figure 4.2B). Insulin-stimulated blood perfusion (mBV) substantially 

increased in CON with unclear effects for WDP and WHEY. Comparing slopes using 

simple linear regression revealed a positive association between change in mBF and 

GCR for WDP. For every % increase in GCR, there was a 0.53% increase in mBF (β = 

0.53% 90%CI 0.25, 0.82), with the WDP-WHEY difference (β = 0.60% (90%CI 0.22, 

0.98) (Figure 4.2C). No clear associations were found for CON (β = 0.23% 90%CI: -

0.27, 0.74) and WHEY (β = -0.06% 90%CI: -0.31, 0.19).   
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Figure 4.2 – Effect of CON, WHEY and WDP on A) mBV, B) mBF and C) associations 

between changes in insulin-stimulated mBF and GCR in adult men and women with 

type-2 diabetes. Data are raw means and SDs.  Statistical symbols represent magnitude-

based mechanistic inferences based on log-transformed mixed models. Abbreviations:  + 

= WDP vs CON; ‡ = WDP vs WHEY. The number of letters or symbols denotes likelihood 

of change where * = possible; ** = likely; *** = very likely; **** = almost certain 
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Table 4.3 – The effect of 14-weeks of WDP, whey-protein supplementation with exercise on skeletal muscle microvascular hemodynamics 

 Unadjusted Raw Unit Mean Change (SD) Outcome Statisticsa; Estimate (90%CI); Likelihood Increase/Decrease (%); Inferenceb;   

Treatment, Contrasta CON WHEY WDP WHEY – CON WDP – CON WDP – WHEY 

Insulin-stimulated muscle 

blood flow (mL/cm3/min) 

0.20 (0.20) 0.08 (0.38) 0.29 (0.20) -3.6 (-33.1, 38.9) 22.3/33.9; UC 51.1 (5.4, 116.6) 93.5/0.7; ** 45.7 (9.0, 94.7) 95.4/0.2; *** 

Insulin-stimulated muscle 

blood volume (t[Hb]) 
3.3 (5.9) -2.2 (6.7) -0.4 (3.9) -4.7 (-13.4, 4.9) 10.3/66.4; UC -12.0 (-24.8, 3.1) 4.4/87.5; ** -7.6 (-20.6, 7.5) 10.8/74.7; UC 

a Data for each contrast are post-pre covariate adjusted for the baseline value. b Determination for the threshold for smallest worthwhile change in mechanistic outcomes, between-

subject criteria (Cohen’s d standardized difference) was used; where, the effect size for small was 0.2*SD at baseline (Hopkins et al., 2009). The likelihood that a contrast was at 

least greater than Cohen’s d threshold was: 25-75% possible *, 75-95% likely **, 95-99.5% very likely ***, >99.5% almost certain ****; likelihood trivial effect size calculable 

from 100-(increase + decrease). Unclear (UC) refers to outcomes where the likelihood of both increase and decrease exceeded 5%.  
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4.4.4. Skeletal muscle capillarization 

Statistical outcomes were presented in Table 4.4. Skeletal muscle capillarization, 

measured as CC, C/Fi, CFPE and SF, increased substantially in all groups, without clear 

treatment effects (Figure 4.3).  

 

Figure 4.3 – Changes in skeletal muscle capillarization parameters pre and post-

intervention. Values are Mean (SD). CFPE, capillary-per-fibre perimeter exchange.  
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Table 4.4 – The effect of 14-weeks of WDP, whey-protein supplementation with exercise on skeletal muscle capillarization 

 Unadjusted Raw Unit Mean Change (SD) Outcome Statisticsa ; Estimate (90%CI); Likelihood Increase/Decrease (%); Inferenceb 

Treatment, Contrasta CON (n = 11) WHEY (n = 10) WDP (n = 10) WHEY – CON WDP – CON WDP – WHEY 

Sharing Factor (#) -0.11 (0.15) -0.15 (0.12) -0.09 (0.12) 0.3 (-3.1, 3.8) 37.7/26.4; UC 
1.4 (-2.2, 5.2) 60.2/12.5; UC 1.4 (-2.2, 5.2) 60.2/12.5; UC 

Capillary Counts (#) 1.6 (1.0) 1.3 (0.9) 1.4 (1.1) -6.2 (-16.7, 5.4) 5.2/64.6; UC 
-6.5 (-20.1, 9.4) 10.6/62.0; UC -0.2 (-14.4, 16.4) 31/32.4; UC 

C/Fi (#) 
0.7 (0.5) 0.6 (0.5) 0.6 (0.5) -5.9 (-18.3, 8.3) 7.9/56.5; UC -4.9 (-20.0, 12.9) 14.7/50.9; UC 1.1 (-14.6, 19.6) 34.1/26.1; 

UC 

CFPE (#) 1.8 (1.4) 2.7 (2.6) 1.4 (1.2) 7.1 (-10.3, 27.9) 63.8/14.5; UC -13.0 (-28.7, 6.1) 5.5/83.3; UC -6.8 (-18.3, 6.3) 7.3/69.3; UC 

a Data for each contrast are post-pre covariate adjusted for the baseline value. b Determination for the threshold for smallest worthwhile change in mechanistic outcomes, between-

subject criteria (Cohen’s d standardized difference) was used; where, the effect size for small was 0.2*SD at baseline (Hopkins et al., 2009). The likelihood that a contrast was at 

least greater than Cohen’s d threshold was: 25-75% possible, 75-95% likely, 95-99.5% very likely, >99.5% almost certain; likelihood trivial effect size calculable from 100-

(increase + decrease). Unclear (UC) refers to outcomes where the likelihood of both increase and decrease exceeded 5%. 
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4.4.5. eNOS, eNOSser1177 and NOX2 expression 

NOX2, eNOS and eNOSser1177 were detected in endothelial cells of capillaries and 

terminal arterioles (Figure 3.6) as observed previously (Cocks et al., 2012). Figure 4.4 

visualizes pre and post-intervention protein expression under basal conditions and after 

1 hour of insulin infusion. The average CV for eNOS, eNOSser1177 and NOX2 were 

9.1%, 10.3% and 6.8% respectively. All between-group effects for insulin-stimulated 

microvascular protein expression were unclear (Figure 4.5). When expressed as a ratio 

of eNOSser1177/eNOS, protein content for WHEY and WDP showed possible increases 

compared to CON in the fasted state (Table 4.5). There was an increase of eNOSser1177 

in WDP in the fasted state with no clear group changes. Increases for insulin-stimulated 

eNOSser1177, eNOSser1177/eNOS and eNOSser1177/NOX2 ratio were observed in WHEY 

but with unclear between-group effects. Insulin-stimulated NOX2 in the skeletal muscle 

plasma membrane likely increased in WDP compared to WHEY and insulin-stimulated 

NOX2 in the plasma membrane decreased in WHEY but differences between groups 

were unclear.  
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Figure 4.4 – Representative widefield images of GLUT4 and p-IRS-1ser312, eNOS, p-

eNOSser1177 and NOX2 at week 0 and week 15 in under basal conditions and 1 hour 

after insulin infusion. Brightness for eNOSser1177, eNOS and NOX2 was enhanced by 

50% for demonstration, but analysis was on performed on raw images. Bars are 50 µm. 
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Figure 4.5 – Effect of WDP and whey protein supplementation in response to 14 

weeks of exercise training on enzymatic expression of proteins controlling skeletal 

muscle NO bioavailability in adult men and women with type-2 diabetes. The left 

panels are raw mean fluorescent intensity of protein expression obtained from muscle 
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biopsies during the week 0 and week 15 hyperinsulinaemic isoglycaemic clamp. The 

middle panel represents individual responses in insulin-stimulated (change from BL to 

INS) conditions before and after the intervention, presented as % change scores. The 

right panel represents the mean % change (SD) in insulin-stimulated protein expression 

from week 0 to week 15. 
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Table 4.5 – The effect of 14-weeks of WDP, whey-protein supplementation with exercise on skeletal muscle microvascular enzyme activity 

 

 

Week 15-0 Mean Change (SD)a Estimate (90%CI)b Likelihood Increase/Decrease (%); Inferencec 

Treatment, Contrasta Condition CON WHEY WDP WHEY – CONc WDP – CONc WDP – WHEYc 

eNOS protein 

expression (%) 

 

Basal 4.2 (24.3) 

 

-3.4 (26.0) 

 

-3.9 (19.6) 

 

-7.0 (-23.9, 13.7) 10.7/53.5;UC 

UC 

 

-7.8 (-23.0, 10.6) 7.3/57.2; UC 

 

-0.8 (-18.0, 19.9) 24.5/29.8;UC 

UC 

 

Insulin-stimulated -8.1 (35.9) 

 

-0.2 (28.7) 

 

-1.5 (24.9) 

 

0.7 (-12.9, 16.4) 35.6/29.2; UC 

 

3.4 (-11.5, 20.7) 48.9/20.3; UC 

 

2.7 (-7.3, 13.7) 43.4/13.1; UC 

 eNOSser1177 protein 

expression (%) 

 

 

Basal -3.2 (20.2) 

 

2.9 (10.4) 

 

-0.4 (26.8) 

 

3.0 (-9.4, 17.1) 37.5/12.0; UC 

 

7.8 (-6.9, 24.8) 61.1/5.6; UC 

 

4.6 (-7.6, 18.4) 45.7/7.6; UC  

 Insulin-stimulated 5.5 (20.2) 

 

0.7 (27.5) 

 

-7.0 (51.1) 

 

7.8 (-7.4, 25.4) 65.7/7.7; UC 

 

-0.2 (-21.4, 26.7) 36.5/37.9; 
UC 

-7.5 (-25.4, 14.8) 15.2/62.0; 
UC 

eNOSser1177/eNOS 

(Ratio) 

 

Basal -0.08 (0.19) 

 

0.06 (0.23) 

 

0.04 (0.21) 

 

0.12 (-0.08, 0.32) 61.1/2.5; * 

 

0.13 (-0.05, 0.30) 64.3/1.2; * 

 

0.0 (-0.22, 0.23) 23.6/21.4; UC 

 
Insulin-stimulated 0.12 (0.30) 

 

0.04 (0.47) 

 

-0.13 (0.53) 

 

0.12 (-0.21, 0.45) 61.5/14.5; 
UC 

0.02 (-0.36, 0.4) 40.5/33.5; UC 

 

-0.1( -0.4, 0.2) 14.9/58.1; UC 

 eNOSser1177/NOX2 

(Ratio) 

 

Basal -0.08 (0.32) 

 

0.06 (0.28) 

 

-0.02 (0.53) 

 

0.08 (-0.18, 0.35) 45.7/11.1; 

UC 

 

0.09 (-0.23, 0.41) 49.0/13.9; 

UC 

 

0.01 (-0.32, 0.35) 32.0/27.7; 

UC 

 

Insulin-stimulated 0.23 (0.59) 

 

0.10 (0.34) 

 

0.0 (0.81) 

 

0.01 (-0.42, 0.45) 38.1/33.8; 
UC 

0.0 (-0.55, 0.55) 38.4/39.4; UC 

 

-0.02 (-0.44, 0.41) 33.0/38.6; 
UC 

NOX2 protein 

expression (%) 

 

 

Basal 

 

1.0 (12.6) 

 

-1.5 (11.8) 

 

-0.1 (10.3) 

 

-2.8 (-11.5, 6.8) 17.6/58.9; UC 

 

-0.4 (-9.8, 9.9) 33.9/39.9; UC 

 

2.4 (-7.2, 13.0) 55.3/21.0; UC 

 
Insulin-stimulated -1.9 (26.2) 

 

-2.4 (13.9) 

 

0.9 (17.8) 

 

-3.8 (-16.2, 10.5) 19.7/57.0; 
UC 

0.7 (-15.6, 20.1) 42.5/36.7; UC 

 

4.6 (-9.5, 21.1) 60.2/18.5; UC 

 aData are raw mean (SD).  bData are the mean estimate of the baseline-adjusted post-pre difference expressed as a percent derived from the analysis of log-transformed data. cThe  

threshold for smallest substantial change for mechanisms was 0.2*SD at baseline derived from the Cohen’s d threshold (Hopkins et al., 2009), where the likelihood for substantial 

change was 25-75% possible *, 75-95% likely **, 95-99.5% very likely ***, >99.5% almost certain ****. Unclear (UC) refers to outcomes where the likelihood of both increase and 

decrease exceeded 5%. C/Fi, capillaries per fibre; CFPE, capillary to fibre perimeter exchange; PM, plasma membrane. 
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4.4.6. Insulin signalling protein phosphorylation activity in skeletal muscle fibre 

The average CV within three images per sample was 10.7%, 9.1% and 14.8% for 

GLUT4 mean fluorescent intensity (MFI), Pearson’s correlation coefficient (PCC) and 

IRS-1ser312 mean fluorescent intensity respectively. Representative widefield images for 

the immunofluorescence analysis at four timepoints are displayed in Figure 4.4. 

Representative pairs of Western blot analysis at four timepoints are displayed in Figure 

4.6. Fasted IRS-1ser312 phosphorylation activity was not clearly different for all within-

group and between-group contrast, whereas insulin-stimulated IRS-1ser312 weakly and 

possibly decreased in WHEY relative to WDP and CON respectively (Figure 4.7A; 

Table 4.6). Fasted AS160Thr642 phosphorylation decreased after the intervention for 

CON and WHEY, however all between-treatment effects were unclear. Insulin-

stimulated AS160Thr642 substantially increased in all groups after the intervention but all 

between-group contrasts were unclear (Figure 4.7B). There was an almost certain and 

very likely decrease in fasted PAK1Thr423/PAK2Thr402 in WHEY compared to WDP and 

CON respectively. Insulin-stimulated PAK1Thr423/PAK2Thr402 substantially increased 

within all groups, but the treatment effects were unclear (Figure 4.7C). 

 

Figure 4.6 – Representative Western blots for p-AS160thr642, p-PAK1thr423/p-

PAK2thr402 and α-tubulin as loading control at weeks 0 and 15 in basal conditions 

and 1 hour after insulin infusion. 

p-AS160thr642

p-PAK1thr423/

p-PAK2thr402

α-tubulin

CON WHEY WDP

Insulin       - +      - +         - +      - +         - +     - +

Intervention        PRE     POST PRE        POST           PRE        POST
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4.4.7. GLUT4 translocation in the skeletal muscle plasma membrane 

Fasting GLUT4 density in the skeletal muscle plasma membrane region as a proxy for 

GLUT4 translocation decreased within WDP after the intervention, but differences 

between groups were inconclusive (Table 4.6). Insulin-stimulated GLUT4 translocation 

increased within all groups and WDP treatment resulted in likely increased GLUT4 

translocation compared to CON and WHEY (Figure 4.7D). When using PCC (r) as a 

measure of GLUT4 translocation as described previously (Bradley et al., 2015), fasted 

GLUT4 in the plasma membrane decreased in CON and WHEY, but comparison 

between groups showed unclear effects. Insulin-stimulated GLUT4 translocation, using 

PCC, increased very likely for WDP, but differences between groups were unclear 

(Appendix G, Figure D-F). Comparing slopes using simple linear regression revealed a 

positive association between change in insulin-stimulated GLUT4 translocation and 

GCR for WDP. For every % increase in insulin-stimulated GLUT4 translocation, there 

was a 2.1% increase in GCR in WDP (β = 2.1% 90%CI 0.9, 3.2), but the associations 

within CON (β = 0.0% 90%CI -1.1, 1.0) and WHEY (β = 0.4% 90%CI -1.1, 1.9) were 

unclear (Appendix G, Figure J). The regression slope was substantially different for 

WDP-CON (β = 2.1% 90%CI 0.5, 3.7) and WDP-WHEY (β = 1.6% 90%CI -0.3, 3.6), 

but unclear for WHEY-CON (β = 0.4% 90%CI: -1.4, 2.3)). Changes in chronic skeletal 

muscle [GSH], as reported elsewhere (Appendix F), tended to be negatively associated 

with insulin-stimulated GLUT4 translocation in WDP. For every % decrease in [GSH], 

there was a 0.10% increase in GLUT4 translocation for WDP (β = -0.1 % 90%CI -0.18, 

-0.01), however the association between WDP-CON (β = -0.1 % 90%CI -0.28, 0.09), 

WDP-WHEY (β = -0.04 % 90%CI -0.17, 0.09) and WHEY-CON (β = -0.05 % 90%CI -

0.24, 0.14) were unclear (data not shown). No associations were observed between 

GLUT4 and HbA1c (CON: β = 0.16 90%CI -0.06, 0.39, WHEY: β = -0.13 90%CI -
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0.54, 0.28, WDP: β = 0.13 90%CI –0.09, 0.35) (Appendix G, Figure K). Associations 

between pre-post changes in insulin-stimulated GLUT4 translocation with unpublished 

changes in fasting skeletal muscle GSH (Appendix F) showed a negative association 

within WHEY (β = -7.0 90%CI -12.2, -1.7), but unclear associations within WDP (β = -

2.5 90%CI -6.6, 1.6) and CON (β = -0.6 90%%CI –3.5, 2.3) Simple linear regression 

did not demonstrate an association between insulin-stimulated IRS-1ser312
 and GLUT4 

within the three treatments (CON: β = 0.1 90%CI -1.3, 1.4, WHEY: β = -0.9 90%CI -

3.3, 1.5, WDP: β = 1.3 90%CI -0.6, 3.1) (Appendix G, Figure L). 
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Figure 4.7 – Mean (SD) and individual % change in insulin-stimulated 

phosphorylation of IRS-1ser312 (A), AS160thr642 (B), PAK1thr423/PAK2thr402 (C) 

and GLUT4 translocation (D) in adult men and women with T2DM before and after 

the intervention. Data were analyzed using linear mixed models and statistical symbols 

represent magnitude-based decisions (for detail see Table 4.6). Symbols: ɸ = WHEY vs 

CON; + = WDP vs CON; ‡ = WDP vs WHEY. The number of letters or symbols 

denotes probability of substantial change where * possible (50-75%); ** likely (75-

95%); *** very likely (95-99.5%); **** almost certain (>99.5%). 
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Table 4.6 – Effects of CON, WHEY and WDP on insulin signaling phosphorylation activity and GLUT4 fluorescent intensity in skeletal muscle plasma 

membrane as a proxy for GLUT4 translocation. 

 

 

 

Week 15-0 Mean Change 

(SD) 

Outcome Statisticsa 

Estimate (90%CI ) 

Likelihood Increase/Decrease (%); Inferenceb 

Treatment, Contrasta  CON WHEY WDP WHEY – CONc WDP – CONc WDP – WHEYc 

IRSser312 protein 

expression (%) 

 

 

Fasting -10.6 (46.3) -11.7 (49.3) 0.9 (33.1) 0.4 (-26.1, 36.3) 34.2/32.6; UC 10.2 (-12.8, 39.4) 58.2/9.3;UC 9.8 (-16.7, 44.8) 56.1/13.6; UC 

Insulin-stimulated -14.6 (50.2) 15.8 (69.4) 25.8 (88.0) -17.0 (-35.8, 7.3) 2.2/74.0; * 17.2 (-15.6, 62.7) 63.7/7.6;UC 41.2 (2.5, 94.6)  92.3/0.6; ** 

AS160Thr642 protein 

expression (%) 

Fasting -22.7 (109.1) 

 

-9.2 (97.8) 

 

-5.1 (41.7) 

 

5.1 (-34.1, 67.5) 34.9/22.0; UC 

 

21.5 (-21.5, 88.1) 57.2/7.8;UC 

 

15.6 (-13.9, 55.3) 48.7/3.8; UC 

 Insulin-stimulated 37.0 (104.4) 

 

35.4 (79.4) 

 

47.9 (113.5) 

 

8.6 (-32.4, 74.4) 50.1/26.6; UC 

 

-17.3 (-43.9, 22.0) 10.0/69.2; UC 10.0 (-39.4, 33.7) 19.7/54.3; UC 

PAK1Thr423/PAK2Thr402 

protein expression (%) 

Fasting -0.6 (95.5) -47.0 (69.7) 10.6 (127.6) -48.3 (-67.7, -17.2) 0.1/97.3; 

*** 

25.8 (-20.1, 98.2) 61.7/6.4; UC 143.3 (66.0, 256.6) 99.9/0.0; **** 

Insulin-stimulated 12.2 (78.1) -27.0 (144.6) -28.9 (93.1) 22.4 (-36.4, 140.0) 57.2/16.9; 
UC 

-15.2 (-45.5, 32.0) 10.4/54.6; UC -30.8 (-61.4, 24.3) 5.5/76.6; UC 

GLUT4 fluorescent 

intensity (%) 

Fasting -3.1 (20.7) 

 

-4.5 (28.9) 

 

-9.0 (11.9) 

 

-0.9 (-17.2, 18.5) 30.0/37.0; 
UC 

-5.3 (-17.5, 8.8) 10.2/56.6; UC 

 

-4.4 (-18.1, 11.7) 15.3/51.5; UC 

Insulin-stimulated 7.6 (26.5) 

 

11.6 (14.9) 

 

24.2 (29.8) 

 

2.5 (-12.4, 20.1) 47.4/25.6; UC 

 

17.8 (-0.5, 39.4) 92.8/1.6; ** 

 

14.9 (-1.2, 33.6) 90.7/1.9; ** 

 a  Data for each contrast are presented as % scores for post-pre estimates covariate adjusted for the pre-intervention value. b The threshold for smallest worthwhile change for mechanistic 

changes, between-subject criteria (Cohen’s d standardized difference) was used; where the effect size for small was 0.2*SD at baseline (Hopkins et al., 2009). The likelihood that a contrast 

was at least greater than Cohen’s d threshold was: 25-75% possible *, 75-95% likely **, 95-99.5% very likely ***, >99.5% almost certain ****; likelihood trivial effect size calculable from 

100-(increase + decrease). Unclear (UC) refers to outcomes where the likelihood of both increase and decrease exceeded 5%. 
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4.5. Discussion 

The current study was the first to explore the effects of different dietary protein types 

combined with exercise training on changes in whole-body glucose uptake, skeletal 

muscle microvascular haemodynamics, endothelial eNOS activity and GLUT4 

translocation in vivo in humans with T2DM. Insulin-stimulated skeletal muscle mBF 

increased twofold after 14 weeks of twice-daily consumption of a novel uniquely-

processed keratin protein isolate and whey protein blend (WDP) in conjunction with 

mixed-modality, interval-based. Moreover, the probability that the increase was larger 

compared to WHEY and CON was very likely and likely respectively and was 

positively associated with GCR. However, it was unclear whether changes in protein 

expression of enzymes controlling NO bioavailability contributed to improvements in 

mBF. Furthermore, insulin-stimulated GLUT4 translocation was likely enhanced in 

WDP, compared to WHEY and CON.  

The GCR and GLUT4 translocation out comes suggest WDP protein may support 

exercise-mediated skeletal muscle adaptive plasticity compared to whey protein and a 

placebo, which was hypothesized to be attributed to the higher concentrations of 

cysteine, glycine and arginine (Table 3.1). Both chronic cysteine, glycine, when 

supplemented as n-acetylcysteine (Sekhar et al., 2011) and arginine (Piatti et al., 2001) 

supplementation has been associated with improved insulin sensitivity in adults with 

T2DM. Cysteine treatment increased erythrocyte glutathione concentrations as a marker 

of reduced oxidative stress in both older adults and in adults with uncontrolled T2DM 

(Sekhar et al., 2011). In contrast, in the current cohort, erythrocyte GSH was unchanged 

with WDP, but decreased skeletal muscle glutathione concentrations and increased 

oxidised skeletal muscle peroxiredoxin 2 (Appendix F) in the same study cohort and in 
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rat m. gastrocnemius, although skeletal muscle glutathione was highly variable in WDP 

at baseline.  These findings suggests that improvements in insulin sensitivity occurred 

under increased pro-oxidative cellular conditions, which contradicts current 

understanding of cellular redox status on insulin resistance, since increased oxidative 

stress is a hallmark in the development of insulin resistance and T2DM (Evans et al., 

2002; Nourooz-Zadeh et al., 1997). However, in line with the current study, previously 

high intake of n-acetylcysteine (2.4 g/d) has been reported to reduce GSH in erythrocyte 

(Kleinveld et al., 1992). However, the current study found no association between 

changes in GCR and changes in fasted skeletal muscle glutathione and oxidised PRX2 

within WDP or between groups which indicates that changes in glutathione and 

oxidised PRX2 might not affect changes in insulin sensitivity. However, further 

research should explore the relationship between keratin protein mediated changes in 

the cellular redox environment within insulin sensitive tissues of interest to systemic 

glucose metabolism.    

The current a priori hypothesis was that, amongst cysteine and glycine, chronic 

enrichment of dietary arginine content from the WDP condition (1.9 g/d; 2-fold higher 

than WHEY and several-fold higher than CON) would assist increasing fasting NO 

bioavailability. NO could be utilized during insulin stimulation (Muniyappa et al., 2007) 

to improve nutrient and insulin delivery to the skeletal muscle fibre via increased blood 

flow, vasodilation in terminal arterioles and trans-endothelial insulin transport. (Barrett 

et al., 2011; Steinberg et al., 1994; Vincent et al., 2003). Indeed, insulin-stimulated 

blood flow was improved in WDP to a greater magnitude compared to CON and 

WHEY and was positively associated with changes in GCR. Existing evidence that 

arginine ingestion improves insulin sensitivity via increased NO bioavailability, which 
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was measured by an increase in fasting plasma L-arginine (precursor for NO synthesis) 

and cGMP (a second messenger of NO) (Lucotti et al., 2006; Monti et al., 2013; Piatti et 

al., 2001) does support our hypothesis, although these studies used considerably higher 

supplemental doses (>3g per day) for shorter durations (≤ 2 months) compared to the 

current study. In the current study, no direct assessment of NO bioavailability was 

made, however indirect investigation via measurement of enzyme activity controlling 

skeletal muscle NO bioavailability (eNOSser1177 phosphorylation and NOX2) yielded no 

clear evidence on changes within or between groups. The probability that fasting 

eNOSser1177/eNOS ratio was increased in WDP and WHEY relative to CON was only 

possibly and other between-group contrasts remained unclear. The discrepancy between 

the phenotype observations of group contrasts for insulin-stimulated skeletal muscle 

blood flow and the unclear mechanistic effects on endothelial enzyme activity could be 

for a few reasons. First, no distinction was made between changes in enzyme activity in 

terminal arterioles and capillaries. Differential effects of exercise training in terminal 

arterioles and capillary eNOSser1177 have been reported previously as Cocks et al. 

(2016a) did find an increase in eNOSser1177 activity after exercise training in terminal 

arterioles but not capillaries when normalised for total eNOS, suggesting that enzyme 

activity could differ at multiple levels of the microvasculature. Alternatively, insulin is 

also known to activate endothelin-1 (ET-1) that has been shown to act as a 

vasoconstrictor (Eringa et al., 2006). Skeletal muscle ET-1 protein expression is higher 

in T2DM compared to healthy individuals, contributing to an impaired insulin-mediated 

blood flow and glucose disposal (Reynolds et al., 2017). Moreover, supplementation of 

L-arginine during exercise training under hypocaloric conditions in T2DM lowered 

plasma ET-1 and improved daily blood glucose profiles compared to placebo, 
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highlighting the role of ET-1 on insulin sensitivity and endothelial function (Lucotti et 

al., 2006). Thus, further explorations in the underlying mechanisms are required to 

provide a more detailed answer to the beneficial effects of WDP on insulin-stimulated 

blood flow. 

The current study found that the probability of an increase in insulin-stimulated GLUT4 

translocation in WDP compared to CON and WHEY was likely, indicating that 

combined protein and exercise intervention might modulate skeletal muscle insulin 

signalling. Using Western blot methods, insulin-stimulated GLUT4 translocation, a rate 

limiting step in glucose transport, has previously been shown to increase 27% in 

skeletal muscle plasma membrane GLUT4 after glucose ingestion (Goodyear et al., 

1996) and a 61% increase after insulin infusion (Zierath et al., 1996) in healthy humans. 

Moreover, insulin-stimulated GLUT4 translocation was absent in humans with T2DM 

(Garvey et al., 1998; Stuart et al., 2010; Zierath et al., 1996). No in vivo human studies 

to date have investigated the change in insulin-stimulated GLUT4 translocation in 

response to a clinical intervention, but have measured change in total GLUT4 protein 

expression (Dela et al., 1994; Guadalupe-Grau et al., 2017; Holten et al., 2004). 

However, change in total GLUT4 protein expression might not be an accurate measure 

for skeletal muscle insulin sensitivity, as evidence suggests that changes in GLUT4 

protein expression is dependent on the duration of T2DM, with no changes in GLUT4 

in early T2DM compared to healthy control (Handberg et al. (1990); Pedersen et al. 

(1990). Therefore, measuring changes in insulin-stimulated GLUT4 translocation would 

be a better reflection of changes in skeletal muscle insulin sensitivity. The current study 

found that the probability of an increase in insulin-stimulated GLUT4 translocation in 

WDP compared to CON and WHEY was weakly, indicating that combined protein and 
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exercise intervention might modulate skeletal muscle insulin signalling. The a priori 

hypothesis was that cysteine and glycine-rich WDP would increase cellular GSH and 

alleviate oxidative stress-induced insulin resistance. However, a substantial decrease in 

skeletal muscle GSH was observed in WDP compared to WHEY and CON (Appendix 

F), not supporting the hypothesis. Moreover, there was no clear association between 

change in basal skeletal muscle GSH and changes in insulin-stimulated GLUT4 

translocation, suggesting no clear role for GSH concentrations in skeletal muscle 

glucose uptake. Some limited evidence found that L-cysteine supplementation to 

adipocytes exposed to high glucose concentrations increased GLUT4 expression 

(Achari et al., 2016) and cod protein supplementation, high in arginine restored GLUT4 

translocation in skeletal muscle of high-fed rats via restored Akt signalling compared to 

soy and casein (Lavigne et al., 2001; Tremblay et al., 2003) and improved insulin 

sensitivity in insulin-resistant women (Ouellet et al., 2007).  Therefore, WDP high in 

arginine and cysteine was expected to increase insulin-stimulated AS160 

phosphorylation downstream of Akt. However, no clear treatment effects were found 

for insulin-stimulated AS160thr642 phosphorylation, which suggests that phosphorylation 

at the threonine residue might not explain observations of favourable effects of WDP on 

GLUT4 translocation. Insulin induces AS160 phosphorylation at several sites (Consitt 

et al., 2013) and assessing several markers of AS160 phosphorylation would have 

provided better insight in insulin-stimulated mechanisms leading to likely improved 

GLUT4 translocation in WDP compared to WHEY and CON. 

4.5.1. Limitations  

A few limitations present in the current study need to be further addressed in future 

studies. Firstly, the fate of the partically-hydrolysed dietary keratin isolate after 
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ingestion remains unknown. Previously, Sekhar et al. (Sekhar et al., 2011) used free 

glycine and n-acetylcysteine as supplement to restore GSH synthesis and improve 

insulin sensitivity in T2DM and free L-arginine was administered in T2DM to improve 

NO bioavailability (Lucotti et al., 2006; Piatti et al., 2001). The digestion and 

absorption kinetics of a whole-protein keratin could be assumed to differ from these 

sources, resulting in different postprandial protein handling. Although some preliminary 

evidence has confirmed the tolerance and digestibility of keratin in healthy humans 

(Houltham et al., 2014), future studies could develop intrinsically labelled stable isotope 

techniques to label glycine, cysteine or arginine residues in keratin to trace the fate of 

these amino acids after consumption as has been applied for other dietary proteins 

sources previously (Pennings et al., 2011b). Secondly, one major concern in interpreting 

the data is the limited sample size. The study was appropriately powered for detectable 

improvements in the primary outcome GCR, but may not have been adequate for all the 

mechanistic outcomes including mBF or GLUT4 translocation. Moreover, skeletal 

muscle analysis was performed in a reduced number of participants due to rejection of 

muscle biopsies and loss in tissue during analysis. This reduced the statistical power in 

the analysis and therefore warrants larger study populations in follow-up studies. 

However, sample size given the scale of the intervention was enough for goals of the 

current exploratory investigation of the novel protein; initial findings seem promising. 

4.5.2. Conclusion 

In the current explorative study, we provide some novel evidence that a keratin-derived 

wool protein in addition to an exercise intervention could modulate whole-body insulin 

sensitivity, skeletal muscle microvascular haemodynamics and skeletal muscle insulin 

signalling mechanisms. The exact underlying mechanisms that could contribute to these 
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observed changes remain to be elucidated, however some data suggest redox-mediated 

alterations as explanation.  

Keratin-derived protein seems to be able to modulate insulin sensitivity and might be an 

effective treatment to improve glycaemic control in T2DM. However, follow-up studies 

are warranted to further confirm the probability that dietary keratin protein can 

modulate insulin sensitivity in T2DM. 
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CHAPTER 5                                                                                                                                    

ATTEMPTS TO QUANTIFY GLUT4 TRANSLOCATION WITH 

IMMUNOGOLD 
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5.1. Abstract 

Introduction: Insulin-stimulated glucose transport across the membrane of skeletal 

muscle is facilitated by the translocation of glucose transporter 4 (GLUT4) to the 

plasma membrane. Many methods have been utilized to measure the amount of GLUT4 

in the plasma membrane, including immunofluorescence used in this thesis; however, 

these methods have localization and quantification limitations. The aim of this study 

was to develop and validate immunogold electron microscopy (IEM) as a technique to 

quantify GLUT4 translocation in human skeletal muscle tissue. 

Methods: Skeletal muscle tissue of both a healthy person (M, 25.3 yr) and a person 

diagnosed with T2D (F, 56.3 yrs) was obtained after ingestion of a mixed meal or one 

hour into a hyperinsulinaemic isoglycaemic clamp respectively. Various protocols were 

tested to establish reliable GLUT4 signal detection using electron microscopy for 

validation. 

Results: Testing a series of protocols did not result in the establishment of a reliable 

protocol. Negative control procedures showed a high quantity of non-specific binding, 

causing high background noise and making it unsure to distinguish between true signal 

detection and non-specific binding detection 

Discussion: This study was not able to develop and validate the measurement of human 

skeletal muscle GLUT4 translocation with the plasma membrane. Until protocols are 

optimized and a reliable protocol is established for IEM, other methods with 

compromised spatial resolution have to be used to investigate GLUT4 translocation. 
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5.2. Introduction 

Glucose transport across the plasma membrane is, together with delivery of glucose to 

the muscle and phosphorylation of glucose by hexokinase, one of the three rate-limiting 

steps in the process of glucose uptake in skeletal muscle (Wasserman et al., 2011). The 

translocation and incorporation of glucose transporter 4 (GLUT4) into the plasma 

membrane of the skeletal muscle fibre facilitates skeletal muscle glucose uptake. Over 

the past decades, understanding of the molecular signalling events that regulate the 

translocation of GLUT4 to the skeletal muscle plasma membrane, in particular in 

response to insulin, has evolved (Foley et al., 2011; Klip et al., 2014). This has led to 

important discoveries in the process of impaired glucose uptake due to insulin resistance 

as observed in type-2 diabetes mellitus (Zierath et al., 1996). Even though much is 

known about the molecular signalling events that initiate and regulate the translocation 

of GLUT4, there is very limited amount of reliable and validated techniques to quantify 

GLUT4 translocation in humans in vivo (Li et al., 1997). 

Methods that have been applied to measure GLUT4 translocation, including in chapter 

4, involve the use of widefield microscopy (Bradley et al., 2015; Bradley et al., 2014). 

However, widefield microscopy has limitations when it comes to analysing GLUT4 

translocation. The most important limitation is the spatial resolution. When fluorescent 

labelled specimens are viewed under the widefield microscope, the light emitted, 

penetrating the full depth of the specimen, creates an out-of-focus haze equivalent to the 

wavelength of the light (>100nm).  This results in lower spatial accuracy and overlap 

between structures, where there is no overlap (Harvath, 1999; Shaw, 1994). In both the 
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post-absorptive and postprandial state, GLUT4 resides intracellularly in perinuclear 

regions and is continuously moving between intracellular compartments and the plasma 

membrane at relatively slow rates in the post-absorptive rate and rapidly redistributed to 

the plasma membrane in the presence of insulin (Lauritzen et al., 2006; Ploug et al., 

1998). Intracellular compartments that have been identified as GLUT4 carriers are early 

endosomes (EE), endosome recycling compartments (ERC), trans-golgi networks 

(TGN) and GLUT4 storage vesicles (GSV) (Foley et al., 2011). Ploug et al. (1998) 

showed that in rat skeletal muscle clusters of GSV’s are observed within 0.5 µm of the 

plasma membrane. However, GLUT4 is only effective for glucose transport when fully 

incorporated in the plasma membrane. Given the shortcomings of widefield microscopy 

it is unclear whether reported GLUT4 translocation reflects actual insertion into the 

plasma membrane or the number of cellular structures in close proximity to the plasma 

membrane that contain the transporter.   

The transmission electron microscope (TEM) has higher spatial resolution (as high as 

0.3nm) compared to the widefield microscope and could therefore be introduced to 

overcome the limitations that are accompanied with widefield microscopy (Massover, 

2011). Studies in animals have used TEM to assess GLUT4 translocation in adipose 

tissue (Malide et al., 2000; Slot et al., 1991b) and skeletal muscle of rats (Ploug et al., 

1998) or transgenic mice (W. Wang et al., 1996) using antibody-binding with gold 

particles (immunogold), detectable by the electron microscope. Findings showed a 

sevenfold increase in GLUT4 translocation in the plasma membrane of rat skeletal 

muscle upon insulin stimulation (Ploug et al., 1998). However, these results were 

obtained under extremely high concentrations of insulin (20U), which do not 

correspond to physiological conditions in vivo. Infusion of lower insulin concentrations 
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(20 mU/kg/min) resulted in a threefold increase in plasma membrane GLUT4 in skeletal 

muscle of transgenic mice (W. Wang et al., 1996). Thus far, only one study has used 

immunogold TEM to measure GLUT4 translocation in humans (Friedman et al., 1991). 

Interestingly, GLUT4 was not detected in the plasma membrane after insulin 

stimulation, but was observed in the transverse tubules and terminal cisternae (Friedman 

et al., 1991). 

In order to gain further understanding on the magnitude of GLUT4 translocation by 

overcoming spatial accuracy limitations in human skeletal muscle in vivo, during this 

Ph.D., attempts were made to develop and validate TEM with immunogold staining as a 

methods to quantify GLUT4 translocation in the plasma membrane. Here, the process of 

the trialling will be evaluated. 

5.3. Methods 

The general methods can be found in Chapter 3. Corresponding paragraphs are 3.7, 3.9.  

5.3.1. Human skeletal muscle collection 

Briefly, after applying local anaesthesia (1% Xylocaine), skeletal muscle samples were 

obtained from two specimens from the m. Vastus Lateralis using a Bergstrom biopsy 

needle as described in chapter 3. One samples was harvested from T2DM human 

skeletal muscle  (56.3 yr) and one from a young healthy adult (25.3 yr). To increase the 

likelihood to detect GLUT4 in the plasma membrane, the skeletal muscle from the 

T2DM was obtained after one hour into a 80 mU.kg-1.min-1 hyperinsulinaemic 

isoglycaemic clamp. Skeletal muscle in the young healthy adult was obtained one hour 

after ingestion of a mixed meal (283 kcal; 73%/11%/12%; Carbohydrate/Fat/Protein).  
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5.3.2 Immunogold protocol 

Samples were handled for two processing protocols. For the first protocol, samples were 

put in 0.1M cacodylate buffer containing 3% paraformaldehyde and were left at room 

temperature for two hours until samples were transferred into 0.1 M sodium cacodylate 

buffer (CB) and stored at 4⁰C until further analysis. For the second processing protocol, 

samples were fixed in in Krebs buffer (118 mM NaCl, 4.7 mM KCl, 1.2 mM MgSO4, 

1.25 mM CaCl2, 1.2 mM KH2PO4, 25 mM NaHCO3, gasified with 5% CO2/95% O2 for 

30 minutes) containing 24 mg procaine (Sigma-Aldrich, P9879) for five minutes (Ploug 

et al., 1998), transferred to Zamboni solution (PBS containing 22 g/L 

paraformaldehyde, 15% saturated picrid acid) for 30 minutes at room temperature, and 

put in fresh Zamboni for an additional 3.5 h at 4℃ (Stefanini et al., 1967). Next, muscle 

samples were dissected in bundles of single muscle fibres in 0.1M PBS, transferred to 

50/50 PBS/glycerol and placed in the fridge for 24 h before storing it at -20℃ until 

further analysis. 

5.3.2.1. Pre-embedding protocol 

Samples from the 50/50 PBS/glycerol were washed for 5 minutes in PBS. To avoid non-

specific binding, samples were blocked in blocking buffer containing 0.01 M PBS, 50 

mM glycine, 0.25% BSA and 0.06% saponin for 30 minutes. Next, samples were 

incubated with primary antibody against GLUT4 (1:200 polyclonal rabbit GLUT4, 

Abcam, UK, Ab654) for four hours at room temperature. After three washes of five 

minutes in blocking buffer, samples were incubated with 1:300 secondary goat anti-

rabbit fab fragments conjugated with 1.4nm gold particles (Nanoprobes, Inc., NY) for 

two hours at room temperature. Next, samples were washed twice for one minute in 

PBS and fixed in PBS containing 2.2% glutaraldehyde for one hour. After a rinse with 



131 

 

 

distilled water, samples underwent silver enhancement for seven minutes, using HQ 

Silver (Nanoprobes Inc., NY) and rinsed again with distilled water. Next, samples were 

treated with osmium tetroxide for ten minutes and then dehydrated in graded series of 

ethanol (15%, 30%, 50%, 70%, 80%, 90%, 100%) before embedding in epoxy resin. 

Samples were embedded horizontally in fresh epoxy resin moulds and cured overnight 

at 60℃. Next, sections of ~90 nm were cut using an ultramicrotome (details) and air-

dried. 

5.3.2.2. Post-embedding protocol 

Samples, stored in 0.1 M sodium cacodylate, were dehydrated in graded series of 

alcohol as per pre-embedding protocol, embedded in resin and cured overnight at 60⁰C. 

80-90nm sections were cut using an ultramicrotome. Next, samples were blocked by 

floating the section on 0.01 M PBS, containing 1% BSA for 5 minutes, followed by a 

wash in PBS, containing 1% gelatin for 10 minutes, followed by a wash in PBS, 

containing 0.02 M glycine for 10 minutes. Next, samples were incubated in primary 

antibody (1:200 GLUT4 polyclonal rabbit GLUT4, Abcam, UK, Ab654) for 1 hour, 

washed 5 x 1 min in PBS, and incubated in secondary antibody (Protein A, conjugated 

with 10nm gold particles) for 1 hour. After washing in PBS, samples were fixed in 1% 

glutaraldehyde for 3 min, rinsed in distilled water 5 x 1 min and subsequently stained 

with uranyl acetate and lead citrate for 10 min and airdried. 

5.3.3. Image Capturing 

Sections were placed on a 300 mesh gold grid and viewed under a Transmission 

Electron Microscope (Philips CM100 TEM, Eindhoven, The Netherlands). Images were 



132 

 

 

obtained under light-standardized conditions using a film picture camera (Kodak 4489, 

Rochester, NY). 

5.4. Results  

5.4.1. Post-embedding versus pre-embedding protocol 

Both post-embedding and pre-embedding variant for immunogold staining were trialled. 

Post-embedding refers to the situation where antibody incubation is performed after 

samples are embedded and cured in a resin and sectioned with an ultramicrotome. The 

advantage of the post-embedding method is that intracellular protein epitopes can be 

targeted and intracellular localization of GLUT4 could be visualized. The pre-

embedding protocol refers to the situation where antibody incubation is performed 

before samples are being embedded and cured into the resin. This has the advantage that 

immunolabelling sensitivity is not reduced by potential degradation of the antigen 

exposed to chemicals used in the post-embedding technique. Moreover, pre-embedding 

allows for detection of all present antigens in the tissue, whereas in the post-embedding 

technique only antigens present at the surface of the ultrathin section are available for 

immunolabelling. 

The post-embedding protocol, which was performed on samples fixed in CB, did not 

show clear staining patterns in intracellular regions of skeletal muscle (Figure 5.1), but 

rather a non-specific pattern. Moreover, the total amount of gold particles was very poor 

using the post-embedding protocol.  
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Figure 5.1 - Representative example of GLUT4 antibody binding with post-embedding 

protocol. Red arrows indicate gold particles.    

Therefore, next we tried to develop a pre-embedding protocol. We used bundles of 

whole single muscle fibres derived from the Zamboni protocol, stored in 50/50 

PBS/Glycerol. As these cells are intact, antibodies need to penetrate the plasma 

membrane to bind to GLUT4, as the GLUT4 antibody (ab654) binds to the amino acid 

sequence that is located at the C-terminus of the cytoplasmic domain 

(https://www.uniprot.org/uniprot/P19357). Penetration of the antibody across the 

plasma membrane is made possible by adding a detergent to the antibody dilution 
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medium. Saponin is a detergent that only washes cholesterol molecules out of the 

plasma membrane. Primary and 1.4 nm conjugated gold secondary antibodies would be  

 

Figure 5.2 - Representative example of the GLUT4 antibody binding with pre-

embedding protocol. 1.4 nm Gold particles underwent silver enhancement to increase 

detectability on the electron microscope. A) gold particles were detected at 

A  

B  
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intermyofibrillar mitochondria. B) No clear gold particles were observed in plasma 

membrane regions. 

able to penetrate through the pores and bind to the GLUT4 epitope expressed on the 

cytoplasmic domain. After antibody incubation, samples were treated with a silver 

enhancement kit that nucleates the gold particles which increases the size and hence 

detectability of the gold particles on the electron microscope. Results derived from the 

pre-embedding protocol showed a more consistent staining pattern (Figure 5.2A) with 

gold particles associated with mitochondrial compartments, but no staining was 

observed in the plasma membrane (Figure 5.2B ).  

5.4.2. Negative control samples 

A negative control procedure is a standard protocol to evaluate non-specific binding, i.e. 

whether the secondary antibody only binds to the primary antibody or binds to non-

specific proteins. In such protocol, the primary antibody is replaced by the antibody 

dilution solution, mostly blocking buffer with BSA. As secondary antibodies should 

only detect and bind to the primary antibody, any gold particles detected under the 

microscope in the negative control procedure should be the result of non-specific 

binding of the secondary antibody to an unknown molecule in the cell. If there is non-

specific binding present in the cell during the negative control procedure, uncertainty 

about GLUT4 binding or non-specific binding will compromise obtained results from 

any sample. After detecting gold particles in skeletal muscle tissue of a healthy subject 

(Figure 5.2), suggesting GLUT4 binding in intracellular regions between myofibrils 

and in the region of the plasma membrane, a negative control trial was executed, which 

revealed high non-specific binding in the tissue (Figure 5.3).  
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Figure 5.3 – Representative example of a negative control protocol, where primary 

antibody was removed from the antibody dilution and replaced by 5% BSA. 

5.5. Discussion 

In the current study, attempts were made to develop and validate a protocol to quantify 

GLUT4 translocation with the plasma membrane, using TEM to overcome spatial 

resolution limitations associated with the use of widefield light microscopy. Despite 

trialling various protocols, we could not establish a reliable protocol with low non-

specific binding and therefore aborted the attempts to develop and validate the use of 

TEM for GLUT4 translocation. 

The first protocol was the post-embedding protocol, where samples were cured in resin 

and cut in ultrathin sections before antibody incubation was performed. The post-

embedding protocol did not result in a clear staining pattern and only a very low 
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quantity of gold particles was observed throughout the ultrathin section. These results 

were in line with previous observations from Ploug et al. (1998) who compared GLUT4 

quantification between a post-embedding or pre-embedding protocol in rat skeletal 

muscle and suggested that the pre-embedding protocol was better for antibody detection 

of GLUT4 in skeletal muscle. Despite post-embedding protocols being used previously 

in adipose (Slot et al., 1991b) and cardiac tissue (Slot et al., 1991a) in rat, a 

disadvantage of post-embedding technique is that only antigens present at the surface of 

the ultrathin section could be detected for immunolabelling, as antibodies will not be 

able to penetrate through resin and detect antigens that are not exposed to the section 

surface.  

The pre-embedding protocol revealed a more consistent pattern of gold particles 

binding, with clusters of particles associated with mitochondrial structures residing in 

between myofibrils (Figure 5.2A), but without gold particles associated with the plasma 

membrane (Figure 5.2B). The first observation was somewhat surprising, as literature 

does not report on GLUT4 localized in mitochondrial structures. Instead, GLUT4 has 

been reported to be distributed at perinuclear regions, the golgi-apparatus and in 

vesicles travelling between the intracellular domain and the plasma membrane (Foley et 

al., 2011; Ploug et al., 1998; Slot et al., 1991a; Slot et al., 1991b). It was therefore 

unclear whether the staining at the mitochondrial structures was specific or non-specific 

staining, which needed to be confirmed by running a negative control protocol. Another 

observation in the pre-embedding protocol was the absence of gold particles at the 

plasma membrane (Figure 5.2B). The skeletal muscle sample for the pre-embedding 

protocol was harvested 1 hour after ingestion of a mixed meal, containing ~50 grams of 

carbohydrates. Plasma insulin concentrations have been reported to peak between 30 
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minutes and 1 hour after ingestion of a mixed meal (Capaldo et al., 1999) or after oral 

glucose ingestion (Anderwald et al., 2011). Therefore, we expected GLUT4 

translocation at the plasma membrane to be present however, this was not observed. 

Previous findings, using TEM, did not show labelling of GLUT4 in the plasma 

membrane in the fasted state, but a rapid redistribution towards the plasma membrane 

occurred after insulin stimulation in rat adipocytes (Slot et al., 1991b), cardiac myocytes 

(Slot et al., 1991a) and skeletal muscle (Ploug et al., 1998). However, in one study using 

human skeletal muscle, Friedman et al. (1991) did not observe GLUT4 labelling at the 

plasma membrane under both basal and insulin-stimulated conditions, but found 

labelling around the T-tubules and their terminal cisternae. We did not look for GLUT4 

labelling in these cellular compartments, as the study design was to validate TEM 

observations at the plasma membrane with widefield microscopy utilized in this thesis. 

Thereby, it could be argued that the current study might have missed signal detection at 

different cellular structures. 

A negative control protocol, a common procedure in immunohistochemistry methods, 

was executed to assess the degree of non-specific binding and to analyse whether the 

gold particles associated with the mitochondria was a true signal or non-specific 

binding. Results showed an extremely high degree of non-specific binding in 

myofibrillar regions (Figure 5.3). As the high background noise would interfere with 

interpretation of the results, we concluded that the current protocol was not reliable and 

therefore the attempts to validate and quantify GLUT4 translocation using TEM were 

aborted.  
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5.5.1. Future recommendations to establish GLUT4 translocation using TEM in human 

skeletal muscle 

Time constraints prevented us from making further attempts to establish a reliable 

protocol for GLUT4 translocation using TEM. However, based on the observations 

from the current protocols, we could provide recommendations for any future attempts. 

Firstly, based on experiments conducted by Ploug et al. (1998) who compared a post 

and pre-embedding protocol, it would be recommended to use the pre-embedding 

protocol. To maintain cell integrity, it would be recommended to not use a strong 

detergent to access the cell interior. Saponin could be considered as added detergent to 

keep cell membranes intact, as saponin exclusively removes cholesterol groups in the 

plasma membrane. Consequently, openings in the cell membrane are small, which 

prevents larger molecules to penetrate into the cell interior. However, based on our 

observations and others (Ploug et al., 1998), primary antibodies and 1.4 nm gold-

conjugated secondary antibodies are able to pass the cell membrane, suggesting that 

these molecules are able to penetrate through the plasma membrane. 

Antibody incubation times could be extended to provide antibodies with more time to 

detect and bind to the protein of interest. Here we incubated primary antibodies for 4 

hours at room temperature and secondary antibodies for 2 hours at room temperature, 

which are standard incubation times for immunohistochemistry. However, others have 

performed incubations of primary antibodies overnight at 4⁰C (Friedman et al., 1991; 

Ploug et al., 1998; Ralston et al., 1999), which could be tested in future trials.  

Another point of attention could be washing times that are performed in between 

antibody incubations. In the pre-embedding protocol, we washed samples for 3 x 5 
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minutes after primary antibody incubation and 2 x 1 minute after secondary incubation. 

It could be argued that these washing times did not provide sufficient time for the 

unbound antibodies to escape the cell interior through the holes in the plasma 

membrane, with the consequences of being detected under the TEM, whilst not bound 

to the target protein and therefore causing high background noise. This could explain 

why we observed the presence of gold particles in the negative control protocol, as 

secondary antibodies would not have been able to be washed out of the cell. Therefore, 

longer washing times could be recommended for future trials to establish whether this 

would increase signal specificity. 

5.5.2. Conclusion 

In conclusion, we were not able to develop and validate a reliable protocol for the 

detection of GLUT4 translocation within the plasma membrane using TEM. Until a 

reliable protocol is established for GLUT4 translocation using TEM, methods with 

lower spatial resolution have to be utilized to investigate the trafficking of GLUT4 in 

response to insulin in populations where GLUT4 translocation is impaired, such as type-

2 diabetes mellitus. 
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GENERAL DISCUSSION 

 

 

 

 

 

 

 

 



142 

 

 

6.1. Introduction 

Over the last decade, data indicate that there is a concerning increase in the global 

prevalence of T2DM (WHO, 2016). Decreased physical activity and excess caloric 

intake are proposed to be at the core of the development of insulin resistance leading to 

tissue lipid accumulation and multiple biochemical and cellular changes linked to 

impaired disposal of glucose into insulin-sensitive tissues (Figure 2.3). Skeletal muscle 

has the greatest contribution in the postprandial uptake of glucose with evidence 

showing  approximately half of all glucose is disposed towards skeletal muscle after 

ingestion of a glucose load or a mixed meal in healthy adults (Capaldo et al., 1999; Katz 

et al., 1983). In T2DM, glucose uptake into skeletal muscle is impaired due to insulin 

resistance (DeFronzo et al., 1985). Therefore, intervening upon the skeletal muscle 

tissue to attenuate insulin resistance is likely to have meaningful impact effect on 

capacity for glucose uptake. 

Exercise training is an effective strategy to improve skeletal muscle insulin sensitivity 

as it reverses the maladaptations in skeletal muscle associated with decreased physical 

activity in T2DM (Figure 2.3) via increasing muscle mass (Egger et al., 2013), 

increasing mitochondrial content (Meex et al., 2010), altering intramyocellular lipid 

composition (Meex et al., 2010; Schenk et al., 2007) and increasing microvascular 

function (Mortensen et al., 2018; Prior et al., 2014). These adaptations to exercise 

training improve the delivery of insulin and glucose to the muscle fibre and improve the 

insulin signalling cascade which leads to improved expression of glucose transporter 4 

(GLUT4) which facilitates glucose transport (Dela et al., 1994; Holten et al., 2004). 
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Post-exercise protein consumption has been shown to accelerate processes involved in 

adaptive remodelling of skeletal muscle to an exercise stimuli via increased muscle 

protein synthesis rates in young and older people (Cermak et al., 2012), after both 

endurance (Rowlands et al., 2015) and resistance exercise (Witard et al., 2014). 

Additionally, protein ingestion after exercise increases upregulation of the transcriptome 

involved in energy metabolism (Rowlands et al., 2011) and inflammation-mediated 

muscle growth processes (Rowlands et al., 2016). Therefore, consuming protein after 

exercise could be proposed as an adjunct therapy to exercise to further improve skeletal 

muscle function, which may include insulin sensitivity and glucose uptake. However, to 

date, there is limited evidence to support additional benefits of consuming supplemental 

dietary protein after exercise in T2DM to further improve insulin sensitivity as reviewed 

in Chapter 2.9. 

One possible explanation for the observation in Chapter 2 could be that thus far, only 

milk-derived proteins, including whey protein (Gaffney et al., 2017), have been 

investigated as an adjunct therapy to exercise. However, from feeding studies, there is 

emerging evidence that improvements in insulin sensitivity might be dependent on the 

type of protein i.e. the amino acid composition of the protein (Ouellet et al., 2007). 

Ouellet et al. (2007) demonstrated improved insulin sensitivity in insulin-resistant 

humans after a 4-week diet containing cod protein compared to a diet containing beef, 

pork, eggs and milk protein, which the authors attributed to the higher arginine and 

lower branched-chain amino acid content in the cod diet. Therefore, the overall aim of 

the research described in the thesis was to investigate the effect of ingestion of proteins 

with different amino acid composition additional to a fourteen-week exercise training 

intervention on skeletal muscle plasticity and insulin sensitivity. Specifically, the thesis 
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focussed on rate-limiting mechanistic changes in skeletal muscle glucose uptake 

(GLUT4 translocation and microvascular function in response to insulin) of humans 

with T2DM. A novel keratin-derived protein was blended with whey and compared 

against whey protein and a control group ingesting an isoenergetic whilst participants 

followed a similar exercise protocol for fourteen weeks. 

6.2. Novel findings and relevance to existing literature 

Throughout the thesis, several novel findings were found, which could potentially have 

an impact for future treatment therapies in T2DM. 

6.2.1. Glycaemic control after fourteen weeks of post-exercise protein ingestion 

For the first time, it was shown that fourteen weeks of twice-daily consumption of a 20 

grams WDP-whey blend protein (40 g/d, ratio WDP-Whey: 17/23 g), in addition to 

exercise training resulted in a substantial improvement in whole-body glucose disposal, 

(GCR) as a measure of acute glycaemic control and insulin sensitivity, compared to 

consumption of whey protein or an isoenergetic control supplement. Previous 

researchers have failed to find clear improvements in insulin sensitivity when protein 

consumption was added to exercise compared to exercise alone combined with a 

placebo supplement (Francois et al., 2017; Gaffney et al., 2017; Wycherley et al., 

2010b), so the results of the current study could have a meaningful impact for future 

research and treatments in T2DM.  

The study in the thesis was designed to manipulate dietary protein intake after exercise. 

As the exercise-training program in the current study was similar for each participant 

with intensities progressively increasing at fixed rates relative to participant’s baseline, 

the a priori hypothesis was that the difference in amino acid composition, with relative 



145 

 

 

high concentrations of amino acids cysteine, glycine and arginine in the WDP arm 

compared to WHEY and CON, was the factor that would lead to between-group effects 

in outcome parameters via cellular redox-mediated (i.e. glutathione synthesis) 

adaptations. In line with this hypothesis, the probability of a beneficial effect of WDP 

on glucose clearance rate (GCR) compared to WHEY and CON was likely. However, 

additional data produced by Gram et al. (Appendix F) contradicts the hypothesis by 

showing a substantial reduction in fasting skeletal muscle glutathione concentrations 

and increased oxidised peroxiredoxin 2 in the WDP compared to WHEY and CON in 

both humans and rats. Of note is the large range for fasting skeletal muscle glutathione 

concentrations at baseline in WDP, which could be an error of the measurement and 

therefore does not reflect the true effect of WDP on glutathione. However, since 

baseline measures were used as a statistical covariate and a very likely increase was 

observed in oxidised PRX2 in WDP compared to WHEY and CON, indicates a 

modulation towards a pro-oxidative environment. Currently, it is unclear how an 

increased cellular oxidative environment would improve insulin sensitivity and this 

warrants further investigations.  

Within-group changes for WHEY and CON showed improvements in glucose disposal 

relative to the smallest worthwhile clinical change of 5.4% (Derosa et al., 2009), 

however the between-group contrast was unclear. This aligns with previous findings, 

suggesting no clear benefit of whey protein ingestion compared to exercise alone 

(Gaffney et al., 2017). The current study used a fixed rate of progressive exercise 

intensity (1%-2% per week based of individuals baseline Wmax), whereas Gaffney et al. 

(2017) increased the exercise intensity based on individuals fortnightly performance, 

which could have interfered with the effects of whey due to variability in individuals 
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exercise responses. Using a fixed rate would have increased the sensitivity of the action 

of whey on glucose disposal. However, the different approach in the current study found 

similar, unclear changes in glucose disposal between WHEY and CON. Acute 

responses to insulin in T2DM, such as glucose disposal rates have previously been 

demonstrated to be inversely associated with HbA1c as a measure of systemic glucose 

homeostasis (Lindmark et al., 2006). Therefore it would be expected that improvements 

in glucose disposal would be accompanied by improvements in HbA1c. 

In the current thesis, HbA1c substantially improved in both CON (-12.3 mmol/mol) and 

WDP (-8.7 mmol/mol) relative to the smallest clinical important effect of -5.5 

mmol/mol (Lenters-Westra et al., 2014). Meanwhile, changes within WHEY (-2.5 

mmol/mol) where inconclusive. Additionally, in the between-group analysis HbA1c in 

WHEY was likely and possibly different compared to CON and WDP and a likely 

trivial difference was found between CON and WDP, suggesting an inhibition in 

exercise-induced improvements in systemic glycaemic control when exercise is 

combined with protein ingestion. These observations do not align with previous 

research, which suggest a positive or neutral effect of whey protein on HbA1c. Francois 

et al. (2017) found unclear effects of high-intensity interval exercise for 12 weeks 

combined with ingestion of milk protein or a carbohydrate placebo on HbA1c in T2DM. 

Additionally, multiple lines of evidence have reported that whey protein has positive 

effects on HbA1c in T2DM when ingested prior to a meal (Jakubowicz et al., 2017; Ma 

et al., 2009; Watson et al., 2018) because of lower gastric emptying rates and thereby 

reducing postprandial blood glucose levels (Bjornshave et al., 2018), however these 

studies did not combine whey protein intake with exercise.  
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One suggestion which might explain the likely and possible difference for WHEY and 

WDP compared to exercise-induced (Control) improvements in HbA1c is the positive 

association between increased levels of plasma branched-chain amino acids (BCAA) 

and the development of T2DM (Flores-Guerrero et al., 2018; Giesbertz et al., 2016; 

Saleem et al., 2019). Moreover, in a meta-analysis Okekunle et al. (2019) reported that 

higher dietary intake of BCAA was associated with an increased risk in developing 

T2DM. Whey protein contains relatively high concentrations of BCAA and leucine 

(Table 3.1) compared to soy and casein protein (Phillips et al., 2009). Leucine is a 

BCAA and has been identified as a nutritional activator of muscle protein synthesis via 

mTORC1 activation (Anthony et al., 2000). However, mTORC1 has also been 

demonstrated to act as a negative feedback loop on insulin signalling via serine 

phosphorylation of insulin receptor substrate 1 (IRS-1) in skeletal muscle, thereby 

inducing insulin resistance (Newgard et al., 2009). It could be argued that chronic 

ingestion of leucine in both the WDP and WHEY, with higher concentrations of leucine 

in WHEY, resulted in repeated increases in plasma BCAA concentrations and thereby 

overactivation of the skeletal muscle mTORC1/S6K1 pathway (Tremblay et al., 2005), 

thereby suppressing exercise-induced improvements in HbA1c (CON) however, no 

measures of mTORC1 or plasma BCAA concentrations were taken in the current thesis 

to confirm this argument. Analysing mTORC1 with Western blot analysis or measuring 

plasma BCAA concentrations using mass spectroscopy would have provided some 

further insights in a potential role of dietary protein on HbA1c. 
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6.2.2. Insulin-stimulated GLUT4 translocation after fourteen weeks of post-exercise 

protein ingestion 

In the current study, insulin-stimulated GLUT4 translocation in skeletal muscle was 

measured in response to combined exercise and dietary interventions in humans with 

T2DM. Chapter 4 provided evidence that insulin-stimulated GLUT4 translocation was 

substantially improved in all three groups after the 14-week intervention and that the 

improvement was likely higher in the WDP compared to WHEY or CON. Skeletal 

muscle insulin-stimulated glucose transport, which is facilitated by GLUT4 

translocation, is positively correlated to whole-body glucose uptake (Zierath et al., 

1996). Therefore, improvements of GLUT4 translocation would be expected to be 

associated with improvements in whole-body glucose disposal and systemic glucose 

homeostasis. However, using simple linear regression to compare regression slopes, 

associations between improvements in GLUT4 translocation and GCR or HbA1c were 

unclear both within and between groups. The absence of an association might be 

explained due to limited sample size (n = 9 per group). Alternatively, other 

mechanisms, such as improvements in liver glucose uptake (Honka et al., 2018) or 

skeletal muscle microvascular function (Barrett et al., 2009)(discussed below in section 

6.2.3), may play a more dominant role in improvements in glucose uptake and systemic 

glucose homeostasis. 

Previous studies have recorded GLUT4 translocation after insulin stimulation (Zierath 

et al., 1996) or glucose ingestion (Bradley et al., 2015) on a cross-sectional cohort, or 

have measured changes in total fasting GLUT4 protein expression in response to both 

strength (Holten et al., 2004) and endurance exercise training (Dela et al., 1994; 

O'Gorman et al., 2006). However, fasting GLUT4 protein expression might not be an 
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accurate measure for skeletal muscle insulin sensitivity, as Pedersen et al. (1990) and 

Handberg et al. (1990) found no differences in fasting GLUT4 expression in vivo 

between healthy and early T2DM. In contrast, GLUT4 translocation in response to 

insulin is a key step in glucose transport and is impaired with insulin resistance in 

T2DM compared to healthy humans (Zierath et al., 1996). Future studies investigating 

changes in GLUT4 in response to an intervention, should therefore consider the 

assessment of change in GLUT4 translocation upon insulin stimulation. This can be 

done, as executed in the current thesis, by taking muscle biopsies before and after an 

intervention in both the fasted and insulin-stimulated state, measure plasma membrane 

or T-Tubules GLUT4 content and compare the change in GLUT4 content from fasted to 

insulin-stimulated state as a proxy for GLUT4 translocation before and after the 

intervention to assess changes in insulin-stimulated GLUT4 translocation. 

In summary, the current findings give indications that exercise and co-ingestion of 

WDP protein may restore insulin-stimulated GLUT4 translocation in skeletal muscle of 

T2DM compared to WHEY and CON, which might partially contribute towards 

increased whole-body glucose disposal with WDP treatment relative to CON and 

WHEY. 

6.2.3. Insulin-stimulated skeletal muscle microvascular function after fourteen weeks of 

post-exercise protein ingestion 

For the first time, the effects of twice-daily consumption of a 20 grams dietary protein 

(40 grams per day), in addition to exercise training on microvascular function were 

investigated. Chapter 4 provided evidence that insulin-stimulated muscle blood flow, 

but not blood volume, was very likely and likely improved with WDP supplementation 
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compared to WHEY and CON respectively (Table 4.3). Moreover, insulin-stimulated 

blood flow in WDP was positively associated with improvements in whole-body GCR. 

Previously a strong correlation was found between changes in blood flow and whole-

body glucose uptake (Baron et al., 1990). This suggests that improvements in whole-

body insulin sensitivity are partially explained by improvements in microvascular 

function with WDP. Capillarization of the skeletal muscle microvasculature as 

expressed as sharing factor, capillary counts, capillaries-per-fibre and capillary-to-fibre 

perimeter exchange improved within all groups, with unclear between-group 

differences. It would be expected that an increase in capillarization would also increase 

insulin-stimulated blood volume, however only in CON did insulin-stimulated muscle 

blood volume increase relative to baseline, an increase which was likely higher 

compared to WDP. Insulin-stimulated blood volume measures were obtained as the 

difference between fasting blood volume and 2 h after insulin stimulation. However, 

evidence derived from rat studies have shown that insulin produces a response in blood 

volume via capillary recruitment after 5-10 minutes (Vincent et al., 2004). Sampling of 

blood volume at only two time points might have missed a potential early response in 

muscle blood volume changes, although Coggins et al. (2001) showed that 

microvascular blood volume in skeletal muscle of healthy humans was elevated 4 h 

after insulin infusion. Lastly, enzymes involved in controlling nitric oxide (NO) 

bioavailability provide some limited evidence that fasting endothelial nitric oxide 

synthase (eNOS) phosphorylation at serine 1177 residue was possibly increased in 

WDP and WHEY compared to CON. Additionally, WHEY produced possible 

improvements on insulin-stimulated eNOSser1177 phosphorylation and likely 

improvements when normalized to NOX2 but with unclear difference compared to 
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CON and WDP. Collectively, these findings suggest that WDP ingestion in conjunction 

with exercise therapy might have beneficial effects on microvascular function compared 

to CON and WHEY, which overall would have contributed to improved whole-body 

glucose uptake. However, enzymatic activity of proteins controlling NO bioavailability 

did not provide clear a clear explanation for the observed improvements in muscle 

blood flow. 

The findings in the current thesis extend on currently limited evidence that protein 

ingestion, by providing arginine as a precursor for NO synthesis, might improve 

endothelial function (Fekete et al., 2016; Lucotti et al., 2006; Monti et al., 2013; Piatti et 

al., 2001), however, no measurement was taken in the current study to confirm 

increased levels of NO bioavailability. The addition of measurements including plasma 

NOx, cGMP and L-arginine as described previously (Lucotti et al., 2006; Monti et al., 

2013; Piatti et al., 2001) would have provided further insights in the mechanisms of 

WDP-related improvements in microvascular function. 

6.3. Comments and limitations on methodology in relation to the published 

literature 

6.3.1. Study design 

One limitation in the current thesis was the relative low number of study participants. 

Although, the study was powered to detect clinically meaningful effects on whole-body 

glucose disposal, which required n = 12 participants per group, larger follow up studies 

are needed to increase the confidence and statistical power on the primary outcomes and 

test for reproducibility. Post-hoc sample size calculations, using published spreadsheet 

(http://www.sportsci.org/2006/wghss.htm) produced n = 16 per group to detect a change 

http://www.sportsci.org/2006/wghss.htm
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in GCR according to the current study (WDP-CON: 25.8% (-3.6, 66.3)) with within-

subject variability of 35.2% and a between-subject variability of 46.9%.  Moreover, for 

the skeletal muscle immunofluorescence analysis, participant numbers were lowered (n 

= 9-10 per group) due to several reasons including participant’s rejection to a biopsy or 

loss of tissue in the follow up to the analysis. Including more participants and powering 

for the within-subject error involved in the mechanistic parameters in follow up studies 

would increase the statistical power on the molecular mechanisms that might explain 

the benefits of ingesting the WDP.  

Another limitation in the current study is the lack of a non-exercising, non-dietary 

intervention control group. We combined the use of keratin-derived protein and whey 

with exercise training and compared it against whey and exercise or an exercise control 

group. A few outcomes only demonstrated within-group changes, but with unclear 

effects between groups, including capillarization and eNOSser177/NOX2. However, 

within-group changes are largely meaningless, because they are not compared against a 

fully controlled contrast group. Presentation of significant within-group changes has 

been reported to lead to misinterpretation of results and misleading communication 

(Bland et al., 2011a, 2011b). Implementing a non-exercising, non-dietary intervention 

group would have enabled the study to compare these within-group changes against a 

group where no change would have been hypothesized to occur. However, the approach 

in the current study was applied in order to expose all participants to an intervention 

(i.e. exercise) that is established to improve insulin sensitivity. Previously, it has been 

reported that particularly Maori and New Zealand Polynesian participants would find it 

unethical to be randomized into a group, which would unlikely improve health 

outcomes (McAuley et al., 2003; Sukala et al., 2012). Since the study as designed to 
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include multiple ethnicities, including Maori and Polynesian participants, considerations 

had to be made to overcome these ethical questions. One option would have been to 

implement a crossover design where, additional to the intervention, participants would 

be followed for fourteen weeks without a nutritional or exercise intervention. However, 

due to time and budget constraints, a crossover design was not feasible for the current 

study. Therefore, the study design in the current trial was therefore not able to 

investigate the effects of chronic isolated WDP intake on insulin sensitivity and 

compare it with a non-exercising, non-dietary intervention group.  

6.3.2. Immunofluorescence analysis 

The current thesis mainly used immunofluorescence technique and imaging with a 

widefield microscope whilst analysing skeletal muscle sections in the transverse, cross-

sectional orientation. In paragraph 2.10, a brief commentary was provided on various 

methods to measure GLUT4 translocation with the plasma membrane in skeletal 

muscle. Recently, Bradley et al. (2015) developed an immunofluorescence method for 

GLUT4 translocation to the plasma membrane where GLUT4 was colocalized with the 

plasma membrane marker dystrophin using a Pearson’s correlation coefficient (PCC) 

analysis. With this method, the authors demonstrated an increase in GLUT4 co-

localization with dystrophin after 30 minutes of exercise and 20 minutes after glucose 

ingestion. The current thesis adopted this similar method, demonstrating a very likely 

improvement in GLUT4 translocation in the WDP, but no effects in the other groups or 

between treatments (Table 4.6). Although PCC is used frequently in 

immunofluorescence image analysis (Dunn et al., 2011), caution is warranted with the 

use of this analysis model. PCC measures the pixel intensity in two colour channels (i.e. 
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green GLUT4 and red dystrophin) and compares the intensity of one pixel to the 

average intensity of the whole image (equation 1), 

Equation 1:    𝑃𝐶𝐶 =
∑ 𝑖(Ri−𝑅̅) ×(𝐺𝑖−𝐺̅)

√∑ 𝑖 (𝑅𝑖− 𝑅̅)2×∑ 𝑖 (𝐺𝑖− 𝐺 ̅)2
 

Where Ri and Gi refer to the intensity values of the red and green channels respectively 

of pixel i, and R̄ and Ḡ refer to the mean intensities of the red and green channels across 

the entire image (Dunn et al., 2011). From this equation, the PCC exists between -1 

which means anti correlation and +1 which means a perfect correlation. Herein lies a 

first limitation of the PCC method: the method is qualitative and has limited detection in 

the magnitude of increases in colocalization due to the -1 to +1 range. This is in contrast 

with studies using semi-quantitative measures, including density-derived numbers from 

western blots or immunofluorescence measuring mean fluorescent intensity as these are 

able to investigate the magnitude of change.  

Secondly, using PCC for cross-sectional analysis of skeletal muscle must be taken with 

caution. The largest area covered in an image with cross-sectional orientation is the 

intramyocellular area and will therefore largely determine the mean intensity across the 

entire image. Since both dystrophin and GLUT4 reside close to the plasma membrane, it 

is likely that individual pixels in the intramyocellular space have lower intensities to the 

mean image intensity. However, according to equation 1, when a pixel in the red and 

green channel are both lower than the mean intensity, there is a positive correlation. So, 

as the intramyocellular area covers the largest area of an image, there may be a positive 

correlation already, leaving only small, possibly undetectable margins for changes in 

colocalization in areas where the pixel intensity in both channels are higher than the 
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mean i.e. the plasma membrane. This is even more important when measuring co-

localization in skeletal muscle in response to an exercise training intervention, as 

hypertrophy, observed during resistance exercise training, further increases the 

intramyocellular area. One option to eliminate the interference of intramyocellular space 

in correlation is to only measure PCC above a defined intensity threshold where only 

pixels are included that at least in one channel are higher than the threshold. ImageJ has 

an algorithm for this option (Coloc2), which has been used in this thesis to analyse 

GLUT4 translocation (unpublished analysis), however, the algorithm selected highly 

inconsistent thresholds within the three images per sample and was considered 

unreliable. Therefore, in Chapter 4 we opted to measure mean fluorescent intensity of 

GLUT4 in regions that were positive for dystrophin staining as a semi-quantitative 

method to measure insulin-stimulated GLUT4 translocation with the plasma membrane. 

This method provided evidence that all three treatments improved GLUT4 translocation 

after the intervention with substantially larger improvements in the WDP compared to 

exercise and whey protein. 

However, as described in paragraph 2.10 of this thesis, using widefield microscopy with 

immunofluorescence has spatial accuracy limitations. Studies have shown that GLUT4 

storage vesicles reside within 100 nm of the plasma membrane, which is beyond the 

spatial accuracy that widefield microscopy can produce. Therefore, in this thesis 

attempts were made to use electron microscopy combined with immunogold. This 

method has been utilized to measure GLUT4 translocation to the plasma membrane of 

skeletal muscle in rodents where it showed a several-fold increase in GLUT4 

translocation upon insulin stimulation and contraction-stimulated GLUT4 translocation. 

In Chapter 5, various experiments were conducted to develop a reliable protocol for in 
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vivo skeletal muscle GLUT4 translocation using immunogold electron microscopy with 

the aim to validate and compare this method against the immunofluorescence method 

utilized in Chapter 4. However, extensive trialling did not result in the validation of a 

reliable protocol. Future research could further trial the immunogold electron 

microscopy method based on recommendation provided in Chapter 5, as this technique 

might produce more detailed information on the process of GLUT4 translocation to the 

plasma membrane in skeletal muscle. 

6.4. Practical implications of the current findings 

The current study has provided several strong implications, which could be of relevance 

to society. Primarily, the current thesis has provided novel evidence that WDP has the 

potential to be introduced as an adjunct therapy to exercise for the treatment in T2DM 

and could therefore be considered as a nutritional replacement to drug therapies, 

including standard metformin treatment. 

WDP is produced from sheep wool, which means it is a sustainable source of protein 

via shearing. Particularly in New Zealand, the wool industry plays a major part in the 

economy and the introduction of the production of WDP could further enhance the 

revenue derived from sheep wool. Additionally, the costs for production of WDP 

(<$10/kg protein) has been estimated to be half compared to whey protein (~$25/kg). 

Lastly, the environmental impact for WDP production from sheep, while still a 

ruminant producing methane, is suggested to be lower (Dougherty et al., 2019) 

compared to the dairy industry, which produces whey protein that is derived from cow 

milk that is known for its large production of greenhouse gasses and carbon dioxide 

emission (Hagemann et al., 2012). 
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In contrast to WDP, whey protein in conjunction with exercise did not demonstrate a 

further improvement in exercise-induced insulin sensitivity, apart from possible 

improvements in enzymatic activity of proteins controlling NO bioavailability. 

Moreover, the whey group in the current study demonstrated an inhibition of exercise-

induced improvements in chronic glycaemic control i.e. HbA1c. Although the 

mechanisms by which whey protein might suppress these improvements are currently 

unknown and therefore warrant further investigations, the practical implications for the 

use of whey protein in conjunction with exercise in T2DM would currently be 

unsubstantiated.  

6.5. Suggestions for future research 

Until now, previous studies combining exercise training and post-exercise protein 

ingestion in T2DM found no benefit of post-exercise protein ingestion on insulin 

sensitivity compared to exercise alone. The current thesis provides novel explorative 

evidence that post-exercise ingestion of proteins with a different amino acid 

composition may improve insulin sensitivity in T2DM. These findings could open up 

avenues for future research to elaborate on the post-exercise protein ingestion paradigm.  

Firstly, future research should focus on the molecular mechanisms that might explain 

superior adaptations in insulin sensitivity with consumption of a WDP. In the current 

thesis, we demonstrated that there was a likely probability that WDP was beneficial for 

increasing whole-body glucose disposal via increased insulin-stimulated blood flow and 

GLUT4 translocation compared to WHEY and CON. However, it remains unclear what 

mechanism underlies these improvements. The a priori hypothesis was that the higher 

concentrations of the amino acids glycine, cysteine and arginine in the WDP protein 
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would reduce cellular oxidative stress via increased synthesis of glutathione and 

improved nitric oxide bioavailability. Oxidative stress has been suggested to induce 

inflammation that activates cellular kinase activity, inhibiting signalling events in the 

insulin-signalling cascade (Wei et al., 2008). Indeed, previous research has found that 

glycine and cysteine supplementation increased glutathione and improves insulin 

sensitivity in older and T2DM humans (Sekhar et al., 2011). However, results derived 

from the current study, as part of Dr. Gram’s project (Unpublished observations, 

Appendix F), showed a substantial decrease in skeletal muscle glutathione and an 

increase in oxidised peroxiredoxin 2 (PRX2) in WDP compared to CON and WHEY, 

suggesting that improved insulin sensitivity was accompanied by an increase in the 

oxidative cellular environment. This is a surprising finding, which warrants further 

investigation for reproducibility purposes and on how a pro-oxidative environment 

results in favourable cellular adaptations.  

Future studies should investigate the quality and acute effects of isolated WDP intake 

on digestibility and absorption, referred to as the protein digestibility-corrected amino 

acid score (PDCAAS) (Schaafsma, 2012) or digestible indispensable amino acid score 

(DIAAS) (Wolfe et al., 2016). These scores quantify the quality of a protein based on 

the amino acid profile and relative amounts of indispensable amino acids expressed 

relative to a profile of amino acid requirements (FAO, 1991). Whey protein, used in the 

thesis, has a PDCAAS score of 1 (Hoffman et al., 2004), meaning it is a high quality 

protein score meeting amino acid requirements of all indispensable amino acids. 

Moreover, whey protein is quickly digested and absorbed, resulting in a rapid and 

potent rise of plasma amino acids (hyperaminoacidemia), which stimulates muscle 

protein synthesis (Pennings et al., 2011a). The PDCAAS of raw WDP was calculated as 
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0.24 and in combination with the whey blend 0.58. However, digestion and absorption 

characteristics of WDP are currently unknown, but warrant further investigation given 

the possible benefits demonstrated in the current thesis. Digestion and absorption 

kinetics for WDP would be required to investigate the acute effects of WDP on several 

metabolic responses, including postprandial peak plasma glucose and area under the 

curve, which previously has been shown to be reduced after whey ingestion 

(Jakubowicz et al., 2014; Ma et al., 2009), but also acute changes in redox-related 

measures, including glutathione synthesis. Studies could be designed where participants 

ingest a single bolus of WDP after which the fate of WDP could be determined via 

measuring kinetics as rate of appearance and disappearance of specific amino acids in 

plasma. Furthermore, WDP could be co-ingested with a glucose load to establish acute 

effects of WDP on postprandial glucose handling as has been done previously by 

Jakubowicz et al. (2014) and Ma et al. (2009). Additionally, chronic trials should 

investigate the effects of isolated WDP intake on insulin sensitivity, as the current study 

only investigated the combined effect of WDP and exercise, but not WDP 

supplementation alone. 

In line with investigating the effects of WDP ingestion, different types of protein could 

be compared against each other to further elucidate the hypothesis that the effectiveness 

of post-exercise protein ingestion on insulin sensitivity in T2DM is dependent on the 

amino acid composition of the protein. Previous research comparing cod protein to a 

diet containing beef, pork, milk and eggs in T2DM humans, showed improved insulin 

sensitivity after four weeks of cod protein ingestion compared to the other diet (Ouellet 

et al., 2007). It would be of interest to combine the dietary intervention with an exercise 

intervention to see if this further increases insulin sensitivity. In addition, the 
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effectiveness of plant-based protein, including soy protein or pea protein, could be 

combined with exercise, as epidemiologic evidence suggests that high intake of plant-

based protein decreases the risk of developing T2DM (Sluik et al., 2019) compared to 

the consumption of high animal-based protein diet (Ye et al., 2019), although the 

beneficial effects of plant-based protein intake might be attributed to the higher dietary 

fibre content (Richter et al., 2015). 

Future studies could focus on a dose-dependent relationship and timing of protein 

consumption. Previously, 20 grams of post-exercise whey protein ingestion immediately 

post-exercise was found to maximally stimulate muscle protein synthesis in young 

healthy men, with no further increase with doses higher than 20 grams (Witard et al., 

2014). In addition, Areta et al. (Areta et al., 2014) showed that ingesting 20 grams of 

protein every three hours resulted in the highest rates of muscle protein synthesis 

compared to smaller, but more frequent or larger, but less frequent portions. However, 

these studies were performed with unilateral leg exercise (Witard et al., 2014) or 

bilateral leg exercise. When performing whole-body resistance exercise, 40 grams of 

whey protein increased muscle protein synthesis to a larger extent compared to 20 

grams (Macnaughton et al., 2016). The current study adopted evidence from Witard et 

al. (2014) and Areta et al. (2013) by providing people with T2DM with 20 grams of 

protein immediately post-exercise and providing 20 grams of protein in the evening, as 

some evidence suggests that consuming protein in the evening increases muscle protein 

synthesis overnight (Kouw et al., 2017). The 20 grams of exercise could be sufficient 

after the cycling exercise in the current study; however, the exercise training protocol 

included a whole-body resistance exercise one day per week where potentially higher 
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intake of protein could have made a larger impact on muscle remodelling and therefore 

insulin sensitivity. 

6.6. Final Conclusions 

In conclusion, the thesis has provided the first evidence and indications of potentially 

beneficial effects of a novel keratin-derived protein as an adjunct therapy to exercise for 

improving insulin sensitivity in T2DM after a 14-week intervention. Beneficial effects 

of WDP are improved whole-body glucose disposal and skeletal muscle insulin-

stimulated blood flow and insulin-stimulated GLUT4 translocation. These findings have 

opened up new avenues for further research on dietary protein as an adjunct therapy to 

exercise to improve insulin sensitivity in T2DM. 

 



162 

 

 

References 

 

Abdul-Ghani, M. A., & DeFronzo, R. A. (2010). Pathogenesis of insulin resistance in 

skeletal muscle. J Biomed Biotechnol, 2010, 476279. 

Abdul-Ghani, M. A., Tripathy, D., & DeFronzo, R. A. (2006). Contributions of beta-cell 

dysfunction and insulin resistance to the pathogenesis of impaired glucose 

tolerance and impaired fasting glucose. Diabetes Care, 29(5), 1130-1139. 

Achari, A. E., & Jain, S. K. (2016). L-Cysteine supplementation increases adiponectin 

synthesis and secretion, and GLUT4 and glucose utilization by upregulating 

disulfide bond A-like protein expression mediated by MCP-1 inhibition in 3T3-

L1 adipocytes exposed to high glucose. Mol Cell Biochem, 414(1-2), 105-113. 

Amati, F. (2012). Revisiting the diacylglycerol-induced insulin resistance hypothesis. 

Obes Rev, 13 Suppl 2, 40-50. 

Amati, F., Dube, J. J., Alvarez-Carnero, E., Edreira, M. M., Chomentowski, P., Coen, P. 

M., . . . Goodpaster, B. H. (2011). Skeletal muscle triglycerides, diacylglycerols, 

and ceramides in insulin resistance: another paradox in endurance-trained 

athletes? Diabetes, 60(10), 2588-2597. 

Amrhein, V., Greenland, S., & McShane, B. (2019). Scientists rise up against statistical 

significance. Nature, 567(7748), 305-307. 

Anderson, E. J., Lustig, M. E., Boyle, K. E., Woodlief, T. L., Kane, D. A., Lin, C. T., . . 

. Neufer, P. D. (2009). Mitochondrial H2O2 emission and cellular redox state 

link excess fat intake to insulin resistance in both rodents and humans. J Clin 

Invest, 119(3), 573-581. 



163 

 

 

Anderwald, C., Gastaldelli, A., Tura, A., Krebs, M., Promintzer-Schifferl, M., Kautzky-

Willer, A., . . . Bischof, M. G. (2011). Mechanism and effects of glucose 

absorption during an oral glucose tolerance test among females and males. J 

Clin Endocrinol Metab, 96(2), 515-524. 

Anthony, J. C., Anthony, T. G., Kimball, S. R., & Jefferson, L. S. (2001). Signaling 

pathways involved in translational control of protein synthesis in skeletal muscle 

by leucine. J Nutr, 131(3), 856S-860S. 

Anthony, J. C., Yoshizawa, F., Anthony, T. G., Vary, T. C., Jefferson, L. S., & Kimball, 

S. R. (2000). Leucine stimulates translation initiation in skeletal muscle of 

postabsorptive rats via a rapamycin-sensitive pathway. J Nutr, 130(10), 2413-

2419. 

Areta, J. L., Burke, L. M., Camera, D. M., West, D. W., Crawshay, S., Moore, D. R., . . 

. Coffey, V. G. (2014). Reduced resting skeletal muscle protein synthesis is 

rescued by resistance exercise and protein ingestion following short-term energy 

deficit. Am J Physiol Endocrinol Metab, 306(8), E989-997. 

Areta, J. L., Burke, L. M., Ross, M. L., Camera, D. M., West, D. W., Broad, E. M., . . . 

Coffey, V. G. (2013). Timing and distribution of protein ingestion during 

prolonged recovery from resistance exercise alters myofibrillar protein 

synthesis. J Physiol, 591(9), 2319-2331. 

Bantle, J. P., Wylie-Rosett, J., Albright, A. L., Apovian, C. M., Clark, N. G., Franz, M. 

J., . . . Wheeler, M. L. (2008). Nutrition recommendations and interventions for 

diabetes: a position statement of the American Diabetes Association. Diabetes 

Care, 31 Suppl 1, S61-78. 



164 

 

 

Baron, A. D., Laakso, M., Brechtel, G., Hoit, B., Watt, C., & Edelman, S. V. (1990). 

Reduced postprandial skeletal muscle blood flow contributes to glucose 

intolerance in human obesity. J Clin Endocrinol Metab, 70(6), 1525-1533. 

Barrett, E. J., Eggleston, E. M., Inyard, A. C., Wang, H., Li, G., Chai, W., & Liu, Z. 

(2009). The vascular actions of insulin control its delivery to muscle and 

regulate the rate-limiting step in skeletal muscle insulin action. Diabetologia, 

52(5), 752-764. 

Barrett, E. J., Wang, H., Upchurch, C. T., & Liu, Z. (2011). Insulin regulates its own 

delivery to skeletal muscle by feed-forward actions on the vasculature. Am J 

Physiol Endocrinol Metab, 301(2), E252-263. 

Batterham, A. M., & Hopkins, W. G. (2006). Making meaningful inferences about 

magnitudes. Int J Sports Physiol Perform, 1(1), 50-57. 

Bergstrom, J. (1975). Percutaneous needle biopsy of skeletal muscle in physiological 

and clinical research. Scand J Clin Lab Invest, 35(7), 609-616. 

Biolo, G., Tipton, K. D., Klein, S., & Wolfe, R. R. (1997). An abundant supply of 

amino acids enhances the metabolic effect of exercise on muscle protein. Am J 

Physiol, 273(1 Pt 1), E122-129. 

Bird, S. R., & Hawley, J. A. (2016). Update on the effects of physical activity on insulin 

sensitivity in humans. BMJ Open Sport Exerc Med, 2(1), e000143. 

Bjornshave, A., Holst, J. J., & Hermansen, K. (2018). Pre-Meal Effect of Whey Proteins 

on Metabolic Parameters in Subjects with and without Type 2 Diabetes: A 

Randomized, Crossover Trial. Nutrients, 10(2). 

Bland, J. M., & Altman, D. G. (2011a). Comparisons against baseline within 

randomised groups are often used and can be highly misleading. Trials, 12, 264. 



165 

 

 

Bland, J. M., & Altman, D. G. (2011b). Comparisons within randomised groups can be 

very misleading. Bmj, 342, d561. 

Bogdanis, G. C., Stavrinou, P., Fatouros, I. G., Philippou, A., Chatzinikolaou, A., 

Draganidis, D., . . . Maridaki, M. (2013). Short-term high-intensity interval 

exercise training attenuates oxidative stress responses and improves antioxidant 

status in healthy humans. Food Chem Toxicol, 61, 171-177. 

Bohe, J., Low, A., Wolfe, R. R., & Rennie, M. J. (2003). Human muscle protein 

synthesis is modulated by extracellular, not intramuscular amino acid 

availability: a dose-response study. J Physiol, 552(Pt 1), 315-324. 

Bonadonna, R. C., Saccomani, M. P., Del Prato, S., Bonora, E., DeFronzo, R. A., & 

Cobelli, C. (1998). Role of tissue-specific blood flow and tissue recruitment in 

insulin-mediated glucose uptake of human skeletal muscle. Circulation, 98(3), 

234-241. 

Boule, N. G., Haddad, E., Kenny, G. P., Wells, G. A., & Sigal, R. J. (2001). Effects of 

exercise on glycemic control and body mass in type 2 diabetes mellitus: a meta-

analysis of controlled clinical trials. JAMA, 286(10), 1218-1227. 

Boushel, R., Gnaiger, E., Schjerling, P., Skovbro, M., Kraunsoe, R., & Dela, F. (2007). 

Patients with type 2 diabetes have normal mitochondrial function in skeletal 

muscle. Diabetologia, 50(4), 790-796. 

Bouzakri, K., & Zierath, J. R. (2007). MAP4K4 gene silencing in human skeletal 

muscle prevents tumor necrosis factor-alpha-induced insulin resistance. J Biol 

Chem, 282(11), 7783-7789. 

Bradley, H., Shaw, C. S., Bendtsen, C., Worthington, P. L., Wilson, O. J., Strauss, J. A., 

. . . Wagenmakers, A. J. (2015). Visualization and quantitation of GLUT4 



166 

 

 

translocation in human skeletal muscle following glucose ingestion and exercise. 

Physiol Rep, 3(5). 

Bradley, H., Shaw, C. S., Worthington, P. L., Shepherd, S. O., Cocks, M., & 

Wagenmakers, A. J. (2014). Quantitative immunofluorescence microscopy of 

subcellular GLUT4 distribution in human skeletal muscle: effects of endurance 

and sprint interval training. Physiol Rep, 2(7). 

Brzycki, M. (1993). Strength Testing: Predicting a one-rep max from reps-to-fatigue. 

JOHPERD, 64, 88-90. 

Byers, T. J., Kunkel, L. M., & Watkins, S. C. (1991). The subcellular distribution of 

dystrophin in mouse skeletal, cardiac, and smooth muscle. J Cell Biol, 115(2), 

411-421. 

Calabrese, V., Cornelius, C., Leso, V., Trovato-Salinaro, A., Ventimiglia, B., Cavallaro, 

M., . . . Castellino, P. (2012). Oxidative stress, glutathione status, sirtuin and 

cellular stress response in type 2 diabetes. Biochim Biophys Acta, 1822(5), 729-

736. 

Capaldo, B., Gastaldelli, A., Antoniello, S., Auletta, M., Pardo, F., Ciociaro, D., . . . 

Sacca, L. (1999). Splanchnic and leg substrate exchange after ingestion of a 

natural mixed meal in humans. Diabetes, 48(5), 958-966. 

Cartee, G. D. (2015). Mechanisms for greater insulin-stimulated glucose uptake in 

normal and insulin-resistant skeletal muscle after acute exercise. Am J Physiol 

Endocrinol Metab, 309(12), E949-959. 

Castorena, C. M., Arias, E. B., Sharma, N., & Cartee, G. D. (2014). Postexercise 

improvement in insulin-stimulated glucose uptake occurs concomitant with 



167 

 

 

greater AS160 phosphorylation in muscle from normal and insulin-resistant rats. 

Diabetes, 63(7), 2297-2308. 

Cermak, N. M., Res, P. T., de Groot, L. C., Saris, W. H., & van Loon, L. J. (2012). 

Protein supplementation augments the adaptive response of skeletal muscle to 

resistance-type exercise training: a meta-analysis. Am J Clin Nutr, 96(6), 1454-

1464. 

Chance, B., Dait, M. T., Zhang, C., Hamaoka, T., & Hagerman, F. (1992). Recovery 

from exercise-induced desaturation in the quadriceps muscles of elite 

competitive rowers. Am J Physiol, 262(3 Pt 1), C766-775. 

Chiu, T. T., Jensen, T. E., Sylow, L., Richter, E. A., & Klip, A. (2011). Rac1 signalling 

towards GLUT4/glucose uptake in skeletal muscle. Cell Signal, 23(10), 1546-

1554. 

Clifton, P. M., Galbraith, C., & Coles, L. (2014). Effect of a low dose whey/guar 

preload on glycemic control in people with type 2 diabetes--a randomised 

controlled trial. Nutr J, 13, 103. 

Cocks, M., Shaw, C. S., Shepherd, S. O., Fisher, J. P., Ranasinghe, A., Barker, T. A., & 

Wagenmakers, A. J. (2016a). Sprint interval and moderate-intensity continuous 

training have equal benefits on aerobic capacity, insulin sensitivity, muscle 

capillarisation and endothelial eNOS/NAD(P)Hoxidase protein ratio in obese 

men. J Physiol, 594(8), 2307-2321. 

Cocks, M., Shaw, C. S., Shepherd, S. O., Fisher, J. P., Ranasinghe, A. M., Barker, T. A., 

. . . Wagenmakers, A. J. (2013). Sprint interval and endurance training are 

equally effective in increasing muscle microvascular density and eNOS content 

in sedentary males. J Physiol, 591(3), 641-656. 



168 

 

 

Cocks, M., Shaw, C. S., Shepherd, S. O., Fisher, J. P., Ranasinghe, A. M., Barker, T. A., 

. . . Wagenmakers, A. J. (2014). Effect of resistance training on microvascular 

density and eNOS content in skeletal muscle of sedentary men. 

Microcirculation, 21(8), 738-746. 

Cocks, M., Shepherd, S. O., Shaw, C. S., Achten, J., Costa, M. L., & Wagenmakers, A. 

J. (2012). Immunofluorescence microscopy to assess enzymes controlling nitric 

oxide availability and microvascular blood flow in muscle. Microcirculation, 

19(7), 642-651. 

Cocks, M., & Wagenmakers, A. J. (2016b). The effect of different training modes on 

skeletal muscle microvascular density and endothelial enzymes controlling NO 

availability. J Physiol, 594(8), 2245-2257. 

Coggins, M., Lindner, J., Rattigan, S., Jahn, L., Fasy, E., Kaul, S., & Barrett, E. (2001). 

Physiologic hyperinsulinemia enhances human skeletal muscle perfusion by 

capillary recruitment. Diabetes, 50(12), 2682-2690. 

Cohen, P., & Frame, S. (2001). The renaissance of GSK3. Nat Rev Mol Cell Biol, 2(10), 

769-776. 

Colberg, S. R., Albright, A. L., Blissmer, B. J., Braun, B., Chasan-Taber, L., Fernhall, 

B., . . . Sigal, R. J. (2010). Exercise and type 2 diabetes: American College of 

Sports Medicine and the American Diabetes Association: joint position 

statement. Exercise and type 2 diabetes. Med Sci Sports Exerc, 42(12), 2282-

2303. 

Colditz, G. A., Willett, W. C., Rotnitzky, A., & Manson, J. E. (1995). Weight gain as a 

risk factor for clinical diabetes mellitus in women. Ann Intern Med, 122(7), 481-

486. 



169 

 

 

Colquhoun, D. (2017). The reproducibility of research and the misinterpretation of p-

values. R Soc Open Sci, 4(12), 171085. 

Consitt, L. A., Van Meter, J., Newton, C. A., Collier, D. N., Dar, M. S., Wojtaszewski, 

J. F., . . . Houmard, J. A. (2013). Impairments in site-specific AS160 

phosphorylation and effects of exercise training. Diabetes, 62(10), 3437-3447. 

Coon, P. J., Rogus, E. M., Drinkwater, D., Muller, D. C., & Goldberg, A. P. (1992). 

Role of body fat distribution in the decline in insulin sensitivity and glucose 

tolerance with age. J Clin Endocrinol Metab, 75(4), 1125-1132. 

Crum, E. M., McLeay, Y. D., Barnes, M. J., & Stannard, S. R. (2018). The effect of 

chronic soluble keratin supplementation in physically active individuals on body 

composition, blood parameters and cycling performance. J Int Soc Sports Nutr, 

15(1), 47. 

Curran-Everett, D. (2018). Magnitude-based Inference: Good Idea but Flawed 

Approach. Med Sci Sports Exerc, 50(10), 2164-2165. 

D'Antona, G., Ragni, M., Cardile, A., Tedesco, L., Dossena, M., Bruttini, F., . . . Nisoli, 

E. (2010). Branched-chain amino acid supplementation promotes survival and 

supports cardiac and skeletal muscle mitochondrial biogenesis in middle-aged 

mice. Cell Metab, 12(4), 362-372. 

Daemen, S., Gemmink, A., Brouwers, B., Meex, R. C. R., Huntjens, P. R., Schaart, G., . 

. . Hesselink, M. K. C. (2018). Distinct lipid droplet characteristics and 

distribution unmask the apparent contradiction of the athlete's paradox. Mol 

Metab, 17, 71-81. 

De Meyts, P. (2000). The Insulin Receptor and Its Signal Transduction Network. In L. 

J. De Groot, G. Chrousos, K. Dungan, A. Grossman, J. M. Hershman, C. Koch, 



170 

 

 

M. Korbonits, R. McLachlan, M. New, J. Purnell, R. Rebar, F. Singer & A. 

Vinik (Eds.), Endotext. South Dartmouth (MA). 

DeFronzo, R. A., Gunnarsson, R., Bjorkman, O., Olsson, M., & Wahren, J. (1985). 

Effects of insulin on peripheral and splanchnic glucose metabolism in 

noninsulin-dependent (type II) diabetes mellitus. J Clin Invest, 76(1), 149-155. 

DeFronzo, R. A., Tobin, J. D., & Andres, R. (1979). Glucose clamp technique: a 

method for quantifying insulin secretion and resistance. Am J Physiol, 237(3), 

E214-223. 

Dela, F., Ingersen, A., Andersen, N. B., Nielsen, M. B., Petersen, H. H. H., Hansen, C. 

N., . . . Helge, J. W. (2018). Effects of one-legged high-intensity interval 

training on insulin-mediated skeletal muscle glucose homeostasis in patients 

with type 2 diabetes. Acta Physiol (Oxf), e13245. 

Dela, F., Larsen, J. J., Mikines, K. J., Ploug, T., Petersen, L. N., & Galbo, H. (1995). 

Insulin-stimulated muscle glucose clearance in patients with NIDDM. Effects of 

one-legged physical training. Diabetes, 44(9), 1010-1020. 

Dela, F., Ploug, T., Handberg, A., Petersen, L. N., Larsen, J. J., Mikines, K. J., & Galbo, 

H. (1994). Physical training increases muscle GLUT4 protein and mRNA in 

patients with NIDDM. Diabetes, 43(7), 862-865. 

Derosa, G., Maffioli, P., Salvadeo, S. A., Ferrari, I., Gravina, A., Mereu, R., . . . Cicero, 

A. F. (2009). Direct comparison among oral hypoglycemic agents and their 

association with insulin resistance evaluated by euglycemic hyperinsulinemic 

clamp: the 60's study. Metabolism, 58(8), 1059-1066. 



171 

 

 

Devlin, J. T., Hirshman, M., Horton, E. D., & Horton, E. S. (1987). Enhanced peripheral 

and splanchnic insulin sensitivity in NIDDM men after single bout of exercise. 

Diabetes, 36(4), 434-439. 

Dias, G. J., Bekhi, A., LSelvanesan, L., & Bernhardt, H. S. ( 2017). New Zealand Patent 

No. 

Dias, S., Bekhit, A., L., S., & Bernhardt, H. (2016). United States Patent No. 

US20190144494A1. 

Dickinson, J. M., Fry, C. S., Drummond, M. J., Gundermann, D. M., Walker, D. K., 

Glynn, E. L., . . . Rasmussen, B. B. (2011). Mammalian target of rapamycin 

complex 1 activation is required for the stimulation of human skeletal muscle 

protein synthesis by essential amino acids. J Nutr, 141(5), 856-862. 

Dirks, M. L., Wall, B. T., van de Valk, B., Holloway, T. M., Holloway, G. P., 

Chabowski, A., . . . van Loon, L. J. (2016). One Week of Bed Rest Leads to 

Substantial Muscle Atrophy and Induces Whole-Body Insulin Resistance in the 

Absence of Skeletal Muscle Lipid Accumulation. Diabetes, 65(10), 2862-2875. 

Dong, J. Y., Zhang, Z. L., Wang, P. Y., & Qin, L. Q. (2013). Effects of high-protein 

diets on body weight, glycaemic control, blood lipids and blood pressure in type 

2 diabetes: meta-analysis of randomised controlled trials. Br J Nutr, 110(5), 781-

789. 

Douen, A. G., Ramlal, T., Rastogi, S., Bilan, P. J., Cartee, G. D., Vranic, M., . . . Klip, 

A. (1990). Exercise induces recruitment of the "insulin-responsive glucose 

transporter". Evidence for distinct intracellular insulin- and exercise-recruitable 

transporter pools in skeletal muscle. J Biol Chem, 265(23), 13427-13430. 



172 

 

 

Dougherty, H. C., Oltjen, J. W., Mitloehner, F. M., DePeters, E. J., Pettey, L. A., 

Macon, D., . . . Kebreab, E. (2019). Carbon and blue water footprints of 

California sheep production. J Anim Sci, 97(2), 945-961. 

Dunn, K. W., Kamocka, M. M., & McDonald, J. H. (2011). A practical guide to 

evaluating colocalization in biological microscopy. Am J Physiol Cell Physiol, 

300(4), C723-742. 

Egger, A., Niederseer, D., Diem, G., Finkenzeller, T., Ledl-Kurkowski, E., Forstner, R., 

. . . Niebauer, J. (2013). Different types of resistance training in type 2 diabetes 

mellitus: effects on glycaemic control, muscle mass and strength. Eur J Prev 

Cardiol, 20(6), 1051-1060. 

El-Hafidi, M., Franco, M., Ramirez, A. R., Sosa, J. S., Flores, J. A. P., Acosta, O. L., . . 

. Cardoso-Saldana, G. (2018). Glycine Increases Insulin Sensitivity and 

Glutathione Biosynthesis and Protects against Oxidative Stress in a Model of 

Sucrose-Induced Insulin Resistance. Oxid Med Cell Longev, 2018, 2101562. 

Eringa, E. C., Stehouwer, C. D., Walburg, K., Clark, A. D., van Nieuw Amerongen, G. 

P., Westerhof, N., & Sipkema, P. (2006). Physiological concentrations of insulin 

induce endothelin-dependent vasoconstriction of skeletal muscle resistance 

arteries in the presence of tumor necrosis factor-alpha dependence on c-Jun N-

terminal kinase. Arterioscler Thromb Vasc Biol, 26(2), 274-280. 

Erion, D. M., & Shulman, G. I. (2010). Diacylglycerol-mediated insulin resistance. Nat 

Med, 16(4), 400-402. 

FAO, F. a. A. O. o. t. U. N. W. H. O. (1991). Protein Quality Evaluation: Report of the 

Joint FAO/WHO Expert Consultation. FAO Food and Nutrition Paper 51. 



173 

 

 

Fazakerley, D. J., Lawrence, S. P., Lizunov, V. A., Cushman, S. W., & Holman, G. D. 

(2009). A common trafficking route for GLUT4 in cardiomyocytes in response 

to insulin, contraction and energy-status signalling. J Cell Sci, 122(Pt 5), 727-

734. 

Fekete, A. A., Giromini, C., Chatzidiakou, Y., Givens, D. I., & Lovegrove, J. A. (2016). 

Whey protein lowers blood pressure and improves endothelial function and lipid 

biomarkers in adults with prehypertension and mild hypertension: results from 

the chronic Whey2Go randomized controlled trial. Am J Clin Nutr, 104(6), 

1534-1544. 

Felig, P., Wahren, J., Sherwin, R., & Hendler, R. (1976). Insulin, glucagon, and 

somatostatin in normal physiology and diabetes mellitus. Diabetes, 25(12), 

1091-1099. 

Ferrannini, E., Simonson, D. C., Katz, L. D., Reichard, G., Jr., Bevilacqua, S., Barrett, 

E. J., . . . DeFronzo, R. A. (1988). The disposal of an oral glucose load in 

patients with non-insulin-dependent diabetes. Metabolism, 37(1), 79-85. 

Flores-Guerrero, J. L., Oste, M. C. J., Kieneker, L. M., Gruppen, E. G., Wolak-

Dinsmore, J., Otvos, J. D., . . . Dullaart, R. P. F. (2018). Plasma Branched-Chain 

Amino Acids and Risk of Incident Type 2 Diabetes: Results from the 

PREVEND Prospective Cohort Study. J Clin Med, 7(12). 

Foley, K., Boguslavsky, S., & Klip, A. (2011). Endocytosis, recycling, and regulated 

exocytosis of glucose transporter 4. Biochemistry, 50(15), 3048-3061. 

Francois, M. E., Durrer, C., Pistawka, K. J., Halperin, F. A., Chang, C., & Little, J. P. 

(2017). Combined Interval Training and Post-exercise Nutrition in Type 2 

Diabetes: A Randomized Control Trial. Front Physiol, 8, 528. 



174 

 

 

Friedman, J. E., Dudek, R. W., Whitehead, D. S., Downes, D. L., Frisell, W. R., Caro, J. 

F., & Dohm, G. L. (1991). Immunolocalization of glucose transporter GLUT4 

within human skeletal muscle. Diabetes, 40(1), 150-154. 

Gaffney, K. A., Lucero, A., Stoner, L., Faulkner, J., Whitfield, P., Krebs, J., & 

Rowlands, D. S. (2017). Nil Whey Protein Effect on Glycaemic Control after 

Intense Mixed-Mode Training in T2D. Med Sci Sports Exerc. 

Garvey, W. T., Maianu, L., Zhu, J. H., Brechtel-Hook, G., Wallace, P., & Baron, A. D. 

(1998). Evidence for defects in the trafficking and translocation of GLUT4 

glucose transporters in skeletal muscle as a cause of human insulin resistance. J 

Clin Invest, 101(11), 2377-2386. 

Gavin, T. P., Stallings, H. W., 3rd, Zwetsloot, K. A., Westerkamp, L. M., Ryan, N. A., 

Moore, R. A., . . . Hickner, R. C. (2005). Lower capillary density but no 

difference in VEGF expression in obese vs. lean young skeletal muscle in 

humans. J Appl Physiol (1985), 98(1), 315-321. 

Giesbertz, P., & Daniel, H. (2016). Branched-chain amino acids as biomarkers in 

diabetes. Curr Opin Clin Nutr Metab Care, 19(1), 48-54. 

Goodyear, L. J., Hirshman, M. F., Napoli, R., Calles, J., Markuns, J. F., Ljungqvist, O., 

& Horton, E. S. (1996). Glucose ingestion causes GLUT4 translocation in 

human skeletal muscle. Diabetes, 45(8), 1051-1056. 

Groen, B. B., Hamer, H. M., Snijders, T., van Kranenburg, J., Frijns, D., Vink, H., & 

van Loon, L. J. (2014). Skeletal muscle capillary density and microvascular 

function are compromised with aging and type 2 diabetes. J Appl Physiol 

(1985), 116(8), 998-1005. 



175 

 

 

Guadalupe-Grau, A., Fernandez-Elias, V. E., Ortega, J. F., Dela, F., Helge, J. W., & 

Mora-Rodriguez, R. (2017). Effects of 6-month aerobic interval training on 

skeletal muscle metabolism in middle-aged metabolic syndrome patients. Scand 

J Med Sci Sports. 

Gudbjornsdottir, S., Sjostrand, M., Strindberg, L., Wahren, J., & Lonnroth, P. (2003). 

Direct measurements of the permeability surface area for insulin and glucose in 

human skeletal muscle. J Clin Endocrinol Metab, 88(10), 4559-4564. 

Hagemann, M., Ndambi, A., Hemme, T., & Latacz-Lohmann, U. (2012). Contribution 

of milk production to global greenhouse gas emissions. An estimation based on 

typical farms. Environ Sci Pollut Res Int, 19(2), 390-402. 

Handberg, A., Vaag, A., Damsbo, P., Beck-Nielsen, H., & Vinten, J. (1990). Expression 

of insulin regulatable glucose transporters in skeletal muscle from type 2 (non-

insulin-dependent) diabetic patients. Diabetologia, 33(10), 625-627. 

Harvath, L. (1999). Overview of fluorescence analysis with the confocal microscope. 

Methods Mol Biol, 115, 149-158. 

Hayashino, Y., Jackson, J. L., Hirata, T., Fukumori, N., Nakamura, F., Fukuhara, S., . . . 

Ishii, H. (2014). Effects of exercise on C-reactive protein, inflammatory 

cytokine and adipokine in patients with type 2 diabetes: a meta-analysis of 

randomized controlled trials. Metabolism, 63(3), 431-440. 

Hepple, R. T., Mackinnon, S. L., Goodman, J. M., Thomas, S. G., & Plyley, M. J. 

(1997). Resistance and aerobic training in older men: effects on VO2peak and 

the capillary supply to skeletal muscle. J Appl Physiol (1985), 82(4), 1305-1310. 



176 

 

 

Herder, C., Illig, T., Rathmann, W., Martin, S., Haastert, B., Muller-Scholze, S., . . . 

Group, K. S. (2005). Inflammation and type 2 diabetes: results from KORA 

Augsburg. Gesundheitswesen, 67 Suppl 1, S115-121. 

Hey-Mogensen, M., Hojlund, K., Vind, B. F., Wang, L., Dela, F., Beck-Nielsen, H., . . . 

Sahlin, K. (2010). Effect of physical training on mitochondrial respiration and 

reactive oxygen species release in skeletal muscle in patients with obesity and 

type 2 diabetes. Diabetologia, 53(9), 1976-1985. 

Hickner, R. C., Kemeny, G., Stallings, H. W., Manning, S. M., & McIver, K. L. (2006). 

Relationship between body composition and skeletal muscle eNOS. Int J Obes 

(Lond), 30(2), 308-312. 

Hoffman, J. R., & Falvo, M. J. (2004). Protein - Which is Best? J Sports Sci Med, 3(3), 

118-130. 

Hoier, B., & Hellsten, Y. (2014). Exercise-induced capillary growth in human skeletal 

muscle and the dynamics of VEGF. Microcirculation, 21(4), 301-314. 

Holloszy, J. O. (2005). Exercise-induced increase in muscle insulin sensitivity. J Appl 

Physiol (1985), 99(1), 338-343. 

Holloszy, J. O. (2013). "Deficiency" of mitochondria in muscle does not cause insulin 

resistance. Diabetes, 62(4), 1036-1040. 

Holloway, T. M., Snijders, T., J, V. A. N. K., LJC, V. A. N. L., & Verdijk, L. B. (2018). 

Temporal Response of Angiogenesis and Hypertrophy to Resistance Training in 

Young Men. Med Sci Sports Exerc, 50(1), 36-45. 

Holten, M. K., Zacho, M., Gaster, M., Juel, C., Wojtaszewski, J. F., & Dela, F. (2004). 

Strength training increases insulin-mediated glucose uptake, GLUT4 content, 



177 

 

 

and insulin signaling in skeletal muscle in patients with type 2 diabetes. 

Diabetes, 53(2), 294-305. 

Honka, M. J., Latva-Rasku, A., Bucci, M., Virtanen, K. A., Hannukainen, J. C., 

Kalliokoski, K. K., & Nuutila, P. (2018). Insulin-stimulated glucose uptake in 

skeletal muscle, adipose tissue and liver: a positron emission tomography study. 

Eur J Endocrinol, 178(5), 523-531. 

Hopkins, W. G. (2010). Assigning Subjects to Groups in a Controlled Trial. 

Sportscience, 14, 7-12. 

Hopkins, W. G., & Batterham, A. M. (2016). Error Rates, Decisive Outcomes and 

Publication Bias with Several Inferential Methods. Sports Med, 46(10), 1563-

1573. 

Hopkins, W. G., Marshall, S. W., Batterham, A. M., & Hanin, J. (2009). Progressive 

statistics for studies in sports medicine and exercise science. Med Sci Sports 

Exerc, 41(1), 3-13. 

Hotamisligil, G. S., Budavari, A., Murray, D., & Spiegelman, B. M. (1994). Reduced 

tyrosine kinase activity of the insulin receptor in obesity-diabetes. Central role 

of tumor necrosis factor-alpha. J Clin Invest, 94(4), 1543-1549. 

Hotamisligil, G. S., Peraldi, P., Budavari, A., Ellis, R., White, M. F., & Spiegelman, B. 

M. (1996). IRS-1-mediated inhibition of insulin receptor tyrosine kinase activity 

in TNF-alpha- and obesity-induced insulin resistance. Science, 271(5249), 665-

668. 

Hotamisligil, G. S., Shargill, N. S., & Spiegelman, B. M. (1993). Adipose expression of 

tumor necrosis factor-alpha: direct role in obesity-linked insulin resistance. 

Science, 259(5091), 87-91. 



178 

 

 

Houltham, S., Starck, C., & Stannard, S. (2014). Two week Keratin-based protein 

supplementation is comparable in gastrointestinal milk handling to a milk-based 

equivalent. J Hum Nutr Food Sci, 2(5):1047. 

Hussey, S. E., McGee, S. L., Garnham, A., McConell, G. K., & Hargreaves, M. (2012). 

Exercise increases skeletal muscle GLUT4 gene expression in patients with type 

2 diabetes. Diabetes Obes Metab, 14(8), 768-771. 

Jakubowicz, D., Froy, O., Ahren, B., Boaz, M., Landau, Z., Bar-Dayan, Y., . . . 

Wainstein, J. (2014). Incretin, insulinotropic and glucose-lowering effects of 

whey protein pre-load in type 2 diabetes: a randomised clinical trial. 

Diabetologia, 57(9), 1807-1811. 

Jakubowicz, D., Wainstein, J., Landau, Z., Ahren, B., Barnea, M., Bar-Dayan, Y., & 

Froy, O. (2017). High-energy breakfast based on whey protein reduces body 

weight, postprandial glycemia and HbA1C in Type 2 diabetes. J Nutr Biochem, 

49, 1-7. 

Janssen, I., Heymsfield, S. B., Wang, Z. M., & Ross, R. (2000). Skeletal muscle mass 

and distribution in 468 men and women aged 18-88 yr. J Appl Physiol (1985), 

89(1), 81-88. 

Kane, S., Sano, H., Liu, S. C., Asara, J. M., Lane, W. S., Garner, C. C., & Lienhard, G. 

E. (2002). A method to identify serine kinase substrates. Akt phosphorylates a 

novel adipocyte protein with a Rab GTPase-activating protein (GAP) domain. J 

Biol Chem, 277(25), 22115-22118. 

Katz, L. D., Glickman, M. G., Rapoport, S., Ferrannini, E., & DeFronzo, R. A. (1983). 

Splanchnic and peripheral disposal of oral glucose in man. Diabetes, 32(7), 675-

679. 



179 

 

 

Kelley, D. E., He, J., Menshikova, E. V., & Ritov, V. B. (2002). Dysfunction of 

mitochondria in human skeletal muscle in type 2 diabetes. Diabetes, 51(10), 

2944-2950. 

Kennedy, J. W., Hirshman, M. F., Gervino, E. V., Ocel, J. V., Forse, R. A., Hoenig, S. 

J., . . . Horton, E. S. (1999). Acute exercise induces GLUT4 translocation in 

skeletal muscle of normal human subjects and subjects with type 2 diabetes. 

Diabetes, 48(5), 1192-1197. 

Keske, M. A., Clerk, L. H., Price, W. J., Jahn, L. A., & Barrett, E. J. (2009). Obesity 

blunts microvascular recruitment in human forearm muscle after a mixed meal. 

Diabetes Care, 32(9), 1672-1677. 

Kitessa, S. M., & Abeywardena, M. Y. (2016). Lipid-Induced Insulin Resistance in 

Skeletal Muscle: The Chase for the Culprit Goes from Total Intramuscular Fat to 

Lipid Intermediates, and Finally to Species of Lipid Intermediates. Nutrients, 

8(8). 

Klausen, K., Andersen, L. B., & Pelle, I. (1981). Adaptive changes in work capacity, 

skeletal muscle capillarization and enzyme levels during training and detraining. 

Acta Physiol Scand, 113(1), 9-16. 

Klein, S., Sheard, N. F., Pi-Sunyer, X., Daly, A., Wylie-Rosett, J., Kulkarni, K., . . . 

American Society for Clinical, N. (2004). Weight management through lifestyle 

modification for the prevention and management of type 2 diabetes: rationale 

and strategies: a statement of the American Diabetes Association, the North 

American Association for the Study of Obesity, and the American Society for 

Clinical Nutrition. Diabetes Care, 27(8), 2067-2073. 



180 

 

 

Kleinveld, H. A., Demacker, P. N., & Stalenhoef, A. F. (1992). Failure of N-

acetylcysteine to reduce low-density lipoprotein oxidizability in healthy 

subjects. Eur J Clin Pharmacol, 43(6), 639-642. 

Klip, A. (2009). The many ways to regulate glucose transporter 4. Appl Physiol Nutr 

Metab, 34(3), 481-487. 

Klip, A., Sun, Y., Chiu, T. T., & Foley, K. P. (2014). Signal transduction meets vesicle 

traffic: the software and hardware of GLUT4 translocation. Am J Physiol Cell 

Physiol, 306(10), C879-886. 

Koussounadis, A., Langdon, S. P., Um, I. H., Harrison, D. J., & Smith, V. A. (2015). 

Relationship between differentially expressed mRNA and mRNA-protein 

correlations in a xenograft model system. Sci Rep, 5, 10775. 

Kouw, I. W., Holwerda, A. M., Trommelen, J., Kramer, I. F., Bastiaanse, J., Halson, S. 

L., . . . van Loon, L. J. (2017). Protein Ingestion before Sleep Increases 

Overnight Muscle Protein Synthesis Rates in Healthy Older Men: A 

Randomized Controlled Trial. J Nutr, 147(12), 2252-2261. 

Kristiansen, S., Hargreaves, M., & Richter, E. A. (1996). Exercise-induced increase in 

glucose transport, GLUT-4, and VAMP-2 in plasma membrane from human 

muscle. Am J Physiol, 270(1 Pt 1), E197-201. 

Laakso, M., Edelman, S. V., Brechtel, G., & Baron, A. D. (1992). Impaired insulin-

mediated skeletal muscle blood flow in patients with NIDDM. Diabetes, 41(9), 

1076-1083. 

Lauritzen, H. P., Ploug, T., Prats, C., Tavare, J. M., & Galbo, H. (2006). Imaging of 

insulin signaling in skeletal muscle of living mice shows major role of T-

tubules. Diabetes, 55(5), 1300-1306. 



181 

 

 

Lavigne, C., Tremblay, F., Asselin, G., Jacques, H., & Marette, A. (2001). Prevention of 

skeletal muscle insulin resistance by dietary cod protein in high fat-fed rats. Am 

J Physiol Endocrinol Metab, 281(1), E62-71. 

Lee, C. G., Boyko, E. J., Strotmeyer, E. S., Lewis, C. E., Cawthon, P. M., Hoffman, A. 

R., . . . Osteoporotic Fractures in Men Study Research, G. (2011). Association 

between insulin resistance and lean mass loss and fat mass gain in older men 

without diabetes mellitus. J Am Geriatr Soc, 59(7), 1217-1224. 

Lee, J. S., Auyeung, T. W., Leung, J., Kwok, T., Leung, P. C., & Woo, J. (2010). The 

effect of diabetes mellitus on age-associated lean mass loss in 3153 older adults. 

Diabet Med, 27(12), 1366-1371. 

Leenders, M., Verdijk, L. B., van der Hoeven, L., Adam, J. J., van Kranenburg, J., 

Nilwik, R., & van Loon, L. J. (2013). Patients with type 2 diabetes show a 

greater decline in muscle mass, muscle strength, and functional capacity with 

aging. J Am Med Dir Assoc, 14(8), 585-592. 

Leenders, M., Verdijk, L. B., van der Hoeven, L., van Kranenburg, J., Hartgens, F., 

Wodzig, W. K., . . . van Loon, L. J. (2011). Prolonged leucine supplementation 

does not augment muscle mass or affect glycemic control in elderly type 2 

diabetic men. J Nutr, 141(6), 1070-1076. 

Lemieux, K., Han, X. X., Dombrowski, L., Bonen, A., & Marette, A. (2000). The 

transferrin receptor defines two distinct contraction-responsive GLUT4 vesicle 

populations in skeletal muscle. Diabetes, 49(2), 183-189. 

Lenters-Westra, E., Schindhelm, R. K., Bilo, H. J., Groenier, K. H., & Slingerland, R. J. 

(2014). Differences in interpretation of haemoglobin A1c values among diabetes 

care professionals. Neth J Med, 72(9), 462-466. 



182 

 

 

Lexell, J., Taylor, C. C., & Sjostrom, M. (1988). What is the cause of the ageing 

atrophy? Total number, size and proportion of different fiber types studied in 

whole vastus lateralis muscle from 15- to 83-year-old men. J Neurol Sci, 84(2-

3), 275-294. 

Li, W. M., & McNeill, J. H. (1997). Quantitative methods for measuring the insulin-

regulatable glucose transporter (Glut4). J Pharmacol Toxicol Methods, 38(1), 1-

10. 

Lillioja, S., Young, A. A., Culter, C. L., Ivy, J. L., Abbott, W. G., Zawadzki, J. K., . . . 

Bogardus, C. (1987). Skeletal muscle capillary density and fiber type are 

possible determinants of in vivo insulin resistance in man. J Clin Invest, 80(2), 

415-424. 

Lin, S., Santi, D. V., & Spudich, J. A. (1974). Biochemical studies on the mode of 

action of cytochalasin B. Preparation of (3H)cytochalasin B and studies on its 

binding of cells. J Biol Chem, 249(7), 2268-2274. 

Lindmark, S., Buren, J., & Eriksson, J. W. (2006). Insulin resistance, endocrine function 

and adipokines in type 2 diabetes patients at different glycaemic levels: potential 

impact for glucotoxicity in vivo. Clin Endocrinol (Oxf), 65(3), 301-309. 

Lithell, H., Krotkiewski, M., Kiens, B., Wroblewski, Z., Holm, G., Stromblad, G., . . . 

Bjorntorp, P. (1985). Non-response of muscle capillary density and lipoprotein-

lipase activity to regular training in diabetic patients. Diabetes Res, 2(1), 17-21. 

Little, J. P., Gillen, J. B., Percival, M. E., Safdar, A., Tarnopolsky, M. A., Punthakee, 

Z., . . . Gibala, M. J. (2011). Low-volume high-intensity interval training reduces 

hyperglycemia and increases muscle mitochondrial capacity in patients with 

type 2 diabetes. J Appl Physiol (1985), 111(6), 1554-1560. 



183 

 

 

Lizunov, V. A., Stenkula, K. G., Lisinski, I., Gavrilova, O., Yver, D. R., Chadt, A., . . . 

Cushman, S. W. (2012). Insulin stimulates fusion, but not tethering, of GLUT4 

vesicles in skeletal muscle of HA-GLUT4-GFP transgenic mice. Am J Physiol 

Endocrinol Metab, 302(8), E950-960. 

Lucero, A. A., Addae, G., Lawrence, W., Neway, B., Credeur, D. P., Faulkner, J., . . . 

Stoner, L. (2018). Reliability of muscle blood flow and oxygen consumption 

response from exercise using near-infrared spectroscopy. Exp Physiol, 103(1), 

90-100. 

Lucotti, P., Setola, E., Monti, L. D., Galluccio, E., Costa, S., Sandoli, E. P., . . . Piatti, P. 

(2006). Beneficial effects of a long-term oral L-arginine treatment added to a 

hypocaloric diet and exercise training program in obese, insulin-resistant type 2 

diabetic patients. Am J Physiol Endocrinol Metab, 291(5), E906-912. 

Lynch, C. J., & Adams, S. H. (2014). Branched-chain amino acids in metabolic 

signalling and insulin resistance. Nat Rev Endocrinol, 10(12), 723-736. 

Ma, J., Stevens, J. E., Cukier, K., Maddox, A. F., Wishart, J. M., Jones, K. L., . . . 

Rayner, C. K. (2009). Effects of a protein preload on gastric emptying, 

glycemia, and gut hormones after a carbohydrate meal in diet-controlled type 2 

diabetes. Diabetes Care, 32(9), 1600-1602. 

Macnaughton, L. S., Wardle, S. L., Witard, O. C., McGlory, C., Hamilton, D. L., 

Jeromson, S., . . . Tipton, K. D. (2016). The response of muscle protein synthesis 

following whole-body resistance exercise is greater following 40 g than 20 g of 

ingested whey protein. Physiol Rep, 4(15). 



184 

 

 

Mahmoud, A. M., Ali, M. M., Miranda, E. R., Mey, J. T., Blackburn, B. K., Haus, J. M., 

& Phillips, S. A. (2017). Nox2 contributes to hyperinsulinemia-induced redox 

imbalance and impaired vascular function. Redox Biol, 13, 288-300. 

Malide, D., Ramm, G., Cushman, S. W., & Slot, J. W. (2000). Immunoelectron 

microscopic evidence that GLUT4 translocation explains the stimulation of 

glucose transport in isolated rat white adipose cells. J Cell Sci, 113 Pt 23, 4203-

4210. 

Manders, R. J., Hansen, D., Zorenc, A. H., Dendale, P., Kloek, J., Saris, W. H., & van 

Loon, L. J. (2014). Protein co-ingestion strongly increases postprandial insulin 

secretion in type 2 diabetes patients. J Med Food, 17(7), 758-763. 

Manders, R. J., Wagenmakers, A. J., Koopman, R., Zorenc, A. H., Menheere, P. P., 

Schaper, N. C., . . . van Loon, L. J. (2005). Co-ingestion of a protein hydrolysate 

and amino acid mixture with carbohydrate improves plasma glucose disposal in 

patients with type 2 diabetes. Am J Clin Nutr, 82(1), 76-83. 

Massover, W. H. (2011). New and unconventional approaches for advancing resolution 

in biological transmission electron microscopy by improving macromolecular 

specimen preparation and preservation. Micron, 42(2), 141-151. 

Matta, J., Mayo, N., Dionne, I. J., Gaudreau, P., Fulop, T., Tessier, D., . . . Morais, J. A. 

(2016). Muscle Mass Index and Animal Source of Dietary Protein Are 

Positively Associated with Insulin Resistance in Participants of the NuAge 

Study. J Nutr Health Aging, 20(2), 90-97. 

McAuley, K. A., Murphy, E., McLay, R. T., Chisholm, A., Story, G., Mann, J. I., . . . 

Wilson, N. (2003). Implementation of a successful lifestyle intervention 



185 

 

 

programme for New Zealand Maori to reduce the risk of type 2 diabetes and 

cardiovascular disease. Asia Pac J Clin Nutr, 12(4), 423-426. 

Meex, R. C., Schrauwen-Hinderling, V. B., Moonen-Kornips, E., Schaart, G., Mensink, 

M., Phielix, E., . . . Hesselink, M. K. (2010). Restoration of muscle 

mitochondrial function and metabolic flexibility in type 2 diabetes by exercise 

training is paralleled by increased myocellular fat storage and improved insulin 

sensitivity. Diabetes, 59(3), 572-579. 

Mikines, K. J., Sonne, B., Farrell, P. A., Tronier, B., & Galbo, H. (1988). Effect of 

physical exercise on sensitivity and responsiveness to insulin in humans. Am J 

Physiol, 254(3 Pt 1), E248-259. 

Mogensen, M., Sahlin, K., Fernstrom, M., Glintborg, D., Vind, B. F., Beck-Nielsen, H., 

& Hojlund, K. (2007). Mitochondrial respiration is decreased in skeletal muscle 

of patients with type 2 diabetes. Diabetes, 56(6), 1592-1599. 

Montagnani, M., Chen, H., Barr, V. A., & Quon, M. J. (2001). Insulin-stimulated 

activation of eNOS is independent of Ca2+ but requires phosphorylation by Akt 

at Ser(1179). J Biol Chem, 276(32), 30392-30398. 

Monti, L. D., Casiraghi, M. C., Setola, E., Galluccio, E., Pagani, M. A., Quaglia, L., . . . 

Piatti, P. (2013). L-arginine enriched biscuits improve endothelial function and 

glucose metabolism: a pilot study in healthy subjects and a cross-over study in 

subjects with impaired glucose tolerance and metabolic syndrome. Metabolism, 

62(2), 255-264. 

Moore, D. R., Robinson, M. J., Fry, J. L., Tang, J. E., Glover, E. I., Wilkinson, S. B., . . 

. Phillips, S. M. (2009). Ingested protein dose response of muscle and albumin 



186 

 

 

protein synthesis after resistance exercise in young men. Am J Clin Nutr, 89(1), 

161-168. 

Mortensen, S. P., Winding, K. M., Iepsen, U. W., Munch, G. W., Marcussen, N., 

Hellsten, Y., . . . Baum, O. (2018). The effect of two exercise modalities on 

skeletal muscle capillary ultrastructure in individuals with type 2 diabetes. Scand 

J Med Sci Sports. 

Muniyappa, R., Montagnani, M., Koh, K. K., & Quon, M. J. (2007). Cardiovascular 

actions of insulin. Endocr Rev, 28(5), 463-491. 

Newgard, C. B., An, J., Bain, J. R., Muehlbauer, M. J., Stevens, R. D., Lien, L. F., . . . 

Svetkey, L. P. (2009). A branched-chain amino acid-related metabolic signature 

that differentiates obese and lean humans and contributes to insulin resistance. 

Cell Metab, 9(4), 311-326. 

NIDDK. (2016). Hypoglycaemia. 2019, from https://www.niddk.nih.gov/health-

information/diabetes/overview/preventing-problems/low-blood-glucose-

hypoglycemia 

Nourooz-Zadeh, J., Rahimi, A., Tajaddini-Sarmadi, J., Tritschler, H., Rosen, P., 

Halliwell, B., & Betteridge, D. J. (1997). Relationships between plasma 

measures of oxidative stress and metabolic control in NIDDM. Diabetologia, 

40(6), 647-653. 

O'Gorman, D. J., Karlsson, H. K., McQuaid, S., Yousif, O., Rahman, Y., Gasparro, D., . 

. . Nolan, J. J. (2006). Exercise training increases insulin-stimulated glucose 

disposal and GLUT4 (SLC2A4) protein content in patients with type 2 diabetes. 

Diabetologia, 49(12), 2983-2992. 

https://www.niddk.nih.gov/health-information/diabetes/overview/preventing-problems/low-blood-glucose-hypoglycemia
https://www.niddk.nih.gov/health-information/diabetes/overview/preventing-problems/low-blood-glucose-hypoglycemia
https://www.niddk.nih.gov/health-information/diabetes/overview/preventing-problems/low-blood-glucose-hypoglycemia


187 

 

 

Ogurtsova, K., da Rocha Fernandes, J. D., Huang, Y., Linnenkamp, U., Guariguata, L., 

Cho, N. H., . . . Makaroff, L. E. (2017). IDF Diabetes Atlas: Global estimates for 

the prevalence of diabetes for 2015 and 2040. Diabetes Res Clin Pract, 128, 40-

50. 

Okekunle, A. P., Zhang, M., Wang, Z., Onwuka, J. U., Wu, X., Feng, R., & Li, C. 

(2019). Dietary branched-chain amino acids intake exhibited a different 

relationship with type 2 diabetes and obesity risk: a meta-analysis. Acta 

Diabetol, 56(2), 187-195. 

Ouellet, V., Marois, J., Weisnagel, S. J., & Jacques, H. (2007). Dietary cod protein 

improves insulin sensitivity in insulin-resistant men and women: a randomized 

controlled trial. Diabetes Care, 30(11), 2816-2821. 

Ouellet, V., Weisnagel, S. J., Marois, J., Bergeron, J., Julien, P., Gougeon, R., . . . 

Jacques, H. (2008). Dietary cod protein reduces plasma C-reactive protein in 

insulin-resistant men and women. J Nutr, 138(12), 2386-2391. 

Park, T. S., Park, J. H., & Baek, H. S. (2004). Can diabetic neuropathy be prevented? 

Diabetes Res Clin Pract, 66 Suppl 1, S53-56. 

Pedersen, O., Bak, J. F., Andersen, P. H., Lund, S., Moller, D. E., Flier, J. S., & Kahn, 

B. B. (1990). Evidence against altered expression of GLUT1 or GLUT4 in 

skeletal muscle of patients with obesity or NIDDM. Diabetes, 39(7), 865-870. 

Pennings, B., Boirie, Y., Senden, J. M., Gijsen, A. P., Kuipers, H., & van Loon, L. J. 

(2011a). Whey protein stimulates postprandial muscle protein accretion more 

effectively than do casein and casein hydrolysate in older men. Am J Clin Nutr, 

93(5), 997-1005. 



188 

 

 

Pennings, B., Pellikaan, W. F., Senden, J. M., van Vuuren, A. M., Sikkema, J., & van 

Loon, L. J. (2011b). The production of intrinsically labeled milk and meat 

protein is feasible and provides functional tools for human nutrition research. J 

Dairy Sci, 94(9), 4366-4373. 

Perseghin, G., Price, T. B., Petersen, K. F., Roden, M., Cline, G. W., Gerow, K., . . . 

Shulman, G. I. (1996). Increased glucose transport-phosphorylation and muscle 

glycogen synthesis after exercise training in insulin-resistant subjects. N Engl J 

Med, 335(18), 1357-1362. 

Petersen, K. F., Dufour, S., Befroy, D., Garcia, R., & Shulman, G. I. (2004). Impaired 

mitochondrial activity in the insulin-resistant offspring of patients with type 2 

diabetes. N Engl J Med, 350(7), 664-671. 

Phillips, S. M., Tang, J. E., & Moore, D. R. (2009). The role of milk- and soy-based 

protein in support of muscle protein synthesis and muscle protein accretion in 

young and elderly persons. J Am Coll Nutr, 28(4), 343-354. 

Piatti, P. M., Monti, L. D., Valsecchi, G., Magni, F., Setola, E., Marchesi, F., . . . 

Alberti, K. G. (2001). Long-term oral L-arginine administration improves 

peripheral and hepatic insulin sensitivity in type 2 diabetic patients. Diabetes 

Care, 24(5), 875-880. 

Ploug, T., van Deurs, B., Ai, H., Cushman, S. W., & Ralston, E. (1998). Analysis of 

GLUT4 distribution in whole skeletal muscle fibers: identification of distinct 

storage compartments that are recruited by insulin and muscle contractions. J 

Cell Biol, 142(6), 1429-1446. 

Prior, S. J., Blumenthal, J. B., Katzel, L. I., Goldberg, A. P., & Ryan, A. S. (2014). 

Increased skeletal muscle capillarization after aerobic exercise training and 



189 

 

 

weight loss improves insulin sensitivity in adults with IGT. Diabetes Care, 

37(5), 1469-1475. 

Raitakari, M., Knuuti, M. J., Ruotsalainen, U., Laine, H., Makea, P., Teras, M., . . . et al. 

(1995). Insulin increases blood volume in human skeletal muscle: studies using 

[15O]CO and positron emission tomography. Am J Physiol, 269(6 Pt 1), E1000-

1005. 

Ralston, E., & Ploug, T. (1999). Caveolin-3 is associated with the T-tubules of mature 

skeletal muscle fibers. Exp Cell Res, 246(2), 510-515. 

Ramm, G., Slot, J. W., James, D. E., & Stoorvogel, W. (2000). Insulin recruits GLUT4 

from specialized VAMP2-carrying vesicles as well as from the dynamic 

endosomal/trans-Golgi network in rat adipocytes. Mol Biol Cell, 11(12), 4079-

4091. 

Randhawa, V. K., Bilan, P. J., Khayat, Z. A., Daneman, N., Liu, Z., Ramlal, T., . . . 

Klip, A. (2000). VAMP2, but not VAMP3/cellubrevin, mediates insulin-

dependent incorporation of GLUT4 into the plasma membrane of L6 myoblasts. 

Mol Biol Cell, 11(7), 2403-2417. 

Reynolds, L. J., Credeur, D. P., Manrique, C., Padilla, J., Fadel, P. J., & Thyfault, J. P. 

(2017). Obesity, type 2 diabetes, and impaired insulin-stimulated blood flow: 

role of skeletal muscle NO synthase and endothelin-1. J Appl Physiol (1985), 

122(1), 38-47. 

Richter, C. K., Skulas-Ray, A. C., Champagne, C. M., & Kris-Etherton, P. M. (2015). 

Plant protein and animal proteins: do they differentially affect cardiovascular 

disease risk? Adv Nutr, 6(6), 712-728. 



190 

 

 

Ropelle, E. R., Pauli, J. R., Prada, P. O., de Souza, C. T., Picardi, P. K., Faria, M. C., . . 

. Carvalheira, J. B. (2006). Reversal of diet-induced insulin resistance with a 

single bout of exercise in the rat: the role of PTP1B and IRS-1 serine 

phosphorylation. J Physiol, 577(Pt 3), 997-1007. 

Rowlands, D. S., Nelson, A. R., Phillips, S. M., Faulkner, J. A., Clarke, J., Burd, N. A., . 

. . Stellingwerff, T. (2015). Protein-leucine fed dose effects on muscle protein 

synthesis after endurance exercise. Med Sci Sports Exerc, 47(3), 547-555. 

Rowlands, D. S., Nelson, A. R., Raymond, F., Metairon, S., Mansourian, R., Clarke, J., . 

. . Phillips, S. M. (2016). Protein-leucine ingestion activates a regenerative 

inflammo-myogenic transcriptome in skeletal muscle following intense 

endurance exercise. Physiol Genomics, 48(1), 21-32. 

Rowlands, D. S., Thomson, J. S., Timmons, B. W., Raymond, F., Fuerholz, A., 

Mansourian, R., . . . Tarnopolsky, M. A. (2011). Transcriptome and translational 

signaling following endurance exercise in trained skeletal muscle: impact of 

dietary protein. Physiol Genomics, 43(17), 1004-1020. 

Sainani, K. L., Lohse, K. R., Jones, P. R., & Vickers, A. (2019). Magnitude-based 

Inference is not Bayesian and is not a valid method of inference. Scand J Med 

Sci Sports, 29(9), 1428-1436. 

Saleem, T., Dahpy, M., Ezzat, G., Abdelrahman, G., Abdel-Aziz, E., & Farghaly, R. 

(2019). The Profile of Plasma Free Amino Acids in Type 2 Diabetes Mellitus 

with Insulin Resistance: Association with Microalbuminuria and 

Macroalbuminuria. Appl Biochem Biotechnol. 



191 

 

 

Sano, H., Kane, S., Sano, E., Miinea, C. P., Asara, J. M., Lane, W. S., . . . Lienhard, G. 

E. (2003). Insulin-stimulated phosphorylation of a Rab GTPase-activating 

protein regulates GLUT4 translocation. J Biol Chem, 278(17), 14599-14602. 

Schaafsma, G. (2012). Advantages and limitations of the protein digestibility-corrected 

amino acid score (PDCAAS) as a method for evaluating protein quality in 

human diets. Br J Nutr, 108 Suppl 2, S333-336. 

Schenk, S., & Horowitz, J. F. (2007). Acute exercise increases triglyceride synthesis in 

skeletal muscle and prevents fatty acid-induced insulin resistance. J Clin Invest, 

117(6), 1690-1698. 

Seidell, J. C., & Halberstadt, J. (2015). The global burden of obesity and the challenges 

of prevention. Ann Nutr Metab, 66 Suppl 2, 7-12. 

Sekhar, R. V., McKay, S. V., Patel, S. G., Guthikonda, A. P., Reddy, V. T., 

Balasubramanyam, A., & Jahoor, F. (2011). Glutathione synthesis is diminished 

in patients with uncontrolled diabetes and restored by dietary supplementation 

with cysteine and glycine. Diabetes Care, 34(1), 162-167. 

Seuring, T., Archangelidi, O., & Suhrcke, M. (2015). The Economic Costs of Type 2 

Diabetes: A Global Systematic Review. Pharmacoeconomics, 33(8), 811-831. 

Shaw, P. (1994). Deconvolution in 3-D optical microscopy. Histochem J, 26(9), 687-

694. 

Shepherd, P. R., Withers, D. J., & Siddle, K. (1998). Phosphoinositide 3-kinase: the key 

switch mechanism in insulin signalling. Biochem J, 333 ( Pt 3), 471-490. 

Shorland, F. B., & Gray, J. M. (1970). The preparation of nutritious protein from wool. 

Br J Nutr, 24(3), 717-725. 



192 

 

 

Silver, A. E., Beske, S. D., Christou, D. D., Donato, A. J., Moreau, K. L., Eskurza, I., . . 

. Seals, D. R. (2007). Overweight and obese humans demonstrate increased 

vascular endothelial NAD(P)H oxidase-p47(phox) expression and evidence of 

endothelial oxidative stress. Circulation, 115(5), 627-637. 

Skovbro, M., Baranowski, M., Skov-Jensen, C., Flint, A., Dela, F., Gorski, J., & Helge, 

J. W. (2008). Human skeletal muscle ceramide content is not a major factor in 

muscle insulin sensitivity. Diabetologia, 51(7), 1253-1260. 

Slot, J. W., Geuze, H. J., Gigengack, S., James, D. E., & Lienhard, G. E. (1991a). 

Translocation of the glucose transporter GLUT4 in cardiac myocytes of the rat. 

Proc Natl Acad Sci U S A, 88(17), 7815-7819. 

Slot, J. W., Geuze, H. J., Gigengack, S., Lienhard, G. E., & James, D. E. (1991b). 

Immuno-localization of the insulin regulatable glucose transporter in brown 

adipose tissue of the rat. J Cell Biol, 113(1), 123-135. 

Sluik, D., Brouwer-Brolsma, E. M., Berendsen, A. A. M., Mikkila, V., Poppitt, S. D., 

Silvestre, M. P., . . . Feskens, E. J. M. (2019). Protein intake and the incidence of 

pre-diabetes and diabetes in 4 population-based studies: the PREVIEW project. 

Am J Clin Nutr, 109(5), 1310-1318. 

Smith, G. I., Yoshino, J., Stromsdorfer, K. L., Klein, S. J., Magkos, F., Reeds, D. N., . . . 

Mittendorfer, B. (2015). Protein Ingestion Induces Muscle Insulin Resistance 

Independent of Leucine-Mediated mTOR Activation. Diabetes, 64(5), 1555-

1563. 

Sogaard, D., Ostergard, T., Blachnio-Zabielska, A. U., Baranowski, M., Vigelso, A. H., 

Andersen, J. L., . . . Helge, J. W. (2016). Training Does Not Alter Muscle 



193 

 

 

Ceramide and Diacylglycerol in Offsprings of Type 2 Diabetic Patients Despite 

Improved Insulin Sensitivity. J Diabetes Res, 2016, 2372741. 

Spranger, J., Kroke, A., Mohlig, M., Hoffmann, K., Bergmann, M. M., Ristow, M., . . . 

Pfeiffer, A. F. (2003). Inflammatory cytokines and the risk to develop type 2 

diabetes: results of the prospective population-based European Prospective 

Investigation into Cancer and Nutrition (EPIC)-Potsdam Study. Diabetes, 52(3), 

812-817. 

Stefanini, M., De Martino, C., & Zamboni, L. (1967). Fixation of ejaculated 

spermatozoa for electron microscopy. Nature, 216(5111), 173-174. 

Steinberg, H. O., Brechtel, G., Johnson, A., Fineberg, N., & Baron, A. D. (1994). 

Insulin-mediated skeletal muscle vasodilation is nitric oxide dependent. A novel 

action of insulin to increase nitric oxide release. J Clin Invest, 94(3), 1172-1179. 

Strauss, J. A., Shaw, C. S., Bradley, H., Wilson, O. J., Dorval, T., Pilling, J., & 

Wagenmakers, A. J. (2016). Immunofluorescence microscopy of SNAP23 in 

human skeletal muscle reveals colocalization with plasma membrane, lipid 

droplets, and mitochondria. Physiol Rep, 4(1). 

Stuart, C. A., Howell, M. E., Baker, J. D., Dykes, R. J., Duffourc, M. M., Ramsey, M. 

W., & Stone, M. H. (2010). Cycle training increased GLUT4 and activation of 

mammalian target of rapamycin in fast twitch muscle fibers. Med Sci Sports 

Exerc, 42(1), 96-106. 

Sukala, W. R., Page, R. A., Rowlands, D. S., Lys, I., Krebs, J. D., Leikis, M. J., & 

Cheema, B. S. (2012). Exercise intervention in New Zealand Polynesian peoples 

with type 2 diabetes: Cultural considerations and clinical trial recommendations. 

Australas Med J, 5(8), 429-435. 



194 

 

 

Sylow, L., Jensen, T. E., Kleinert, M., Hojlund, K., Kiens, B., Wojtaszewski, J., . . . 

Richter, E. A. (2013). Rac1 signaling is required for insulin-stimulated glucose 

uptake and is dysregulated in insulin-resistant murine and human skeletal 

muscle. Diabetes, 62(6), 1865-1875. 

Takenaka, N., Izawa, R., Wu, J., Kitagawa, K., Nihata, Y., Hosooka, T., . . . Satoh, T. 

(2014). A critical role of the small GTPase Rac1 in Akt2-mediated GLUT4 

translocation in mouse skeletal muscle. FEBS J, 281(5), 1493-1504. 

Tang, J. E., Moore, D. R., Kujbida, G. W., Tarnopolsky, M. A., & Phillips, S. M. 

(2009). Ingestion of whey hydrolysate, casein, or soy protein isolate: effects on 

mixed muscle protein synthesis at rest and following resistance exercise in 

young men. J Appl Physiol (1985), 107(3), 987-992. 

Tarnopolsky, M. A., Pearce, E., Smith, K., & Lach, B. (2011). Suction-modified 

Bergstrom muscle biopsy technique: experience with 13,500 procedures. Muscle 

Nerve, 43(5), 717-725. 

Tatsumi, Y., & Ohkubo, T. (2017). Hypertension with diabetes mellitus: significance 

from an epidemiological perspective for Japanese. Hypertens Res, 40(9), 795-

806. 

Tay, J., Luscombe-Marsh, N. D., Thompson, C. H., Noakes, M., Buckley, J. D., Wittert, 

G. A., . . . Brinkworth, G. D. (2015). Comparison of low- and high-carbohydrate 

diets for type 2 diabetes management: a randomized trial. Am J Clin Nutr, 

102(4), 780-790. 

Tremblay, F., Krebs, M., Dombrowski, L., Brehm, A., Bernroider, E., Roth, E., . . . 

Roden, M. (2005). Overactivation of S6 kinase 1 as a cause of human insulin 

resistance during increased amino acid availability. Diabetes, 54(9), 2674-2684. 



195 

 

 

Tremblay, F., Lavigne, C., Jacques, H., & Marette, A. (2003). Dietary cod protein 

restores insulin-induced activation of phosphatidylinositol 3-kinase/Akt and 

GLUT4 translocation to the T-tubules in skeletal muscle of high-fat-fed obese 

rats. Diabetes, 52(1), 29-37. 

Tsakiridis, T., Vranic, M., & Klip, A. (1994). Disassembly of the actin network inhibits 

insulin-dependent stimulation of glucose transport and prevents recruitment of 

glucose transporters to the plasma membrane. J Biol Chem, 269(47), 29934-

29942. 

van Loon, L. J., Greenhaff, P. L., Constantin-Teodosiu, D., Saris, W. H., & 

Wagenmakers, A. J. (2001). The effects of increasing exercise intensity on 

muscle fuel utilisation in humans. J Physiol, 536(Pt 1), 295-304. 

Vincent, M. A., Barrett, E. J., Lindner, J. R., Clark, M. G., & Rattigan, S. (2003). 

Inhibiting NOS blocks microvascular recruitment and blunts muscle glucose 

uptake in response to insulin. Am J Physiol Endocrinol Metab, 285(1), E123-

129. 

Vincent, M. A., Clerk, L. H., Lindner, J. R., Klibanov, A. L., Clark, M. G., Rattigan, S., 

& Barrett, E. J. (2004). Microvascular recruitment is an early insulin effect that 

regulates skeletal muscle glucose uptake in vivo. Diabetes, 53(6), 1418-1423. 

Vincent, M. A., Dawson, D., Clark, A. D., Lindner, J. R., Rattigan, S., Clark, M. G., & 

Barrett, E. J. (2002). Skeletal muscle microvascular recruitment by physiological 

hyperinsulinemia precedes increases in total blood flow. Diabetes, 51(1), 42-48. 

Vind, B. F., Pehmoller, C., Treebak, J. T., Birk, J. B., Hey-Mogensen, M., Beck-

Nielsen, H., . . . Hojlund, K. (2011). Impaired insulin-induced site-specific 

phosphorylation of TBC1 domain family, member 4 (TBC1D4) in skeletal 



196 

 

 

muscle of type 2 diabetes patients is restored by endurance exercise-training. 

Diabetologia, 54(1), 157-167. 

Vogel, C., & Marcotte, E. M. (2012). Insights into the regulation of protein abundance 

from proteomic and transcriptomic analyses. Nat Rev Genet, 13(4), 227-232. 

Vollenweider, P., Tappy, L., Randin, D., Schneiter, P., Jequier, E., Nicod, P., & 

Scherrer, U. (1993). Differential effects of hyperinsulinemia and carbohydrate 

metabolism on sympathetic nerve activity and muscle blood flow in humans. J 

Clin Invest, 92(1), 147-154. 

Wagenmakers, A. J. (2005). Insulin resistance in the offspring of parents with type 2 

diabetes. PLoS Med, 2(9), e289. 

Wagenmakers, A. J., Strauss, J. A., Shepherd, S. O., Keske, M. A., & Cocks, M. (2016). 

Increased muscle blood supply and transendothelial nutrient and insulin 

transport induced by food intake and exercise: effect of obesity and ageing. J 

Physiol, 594(8), 2207-2222. 

Wagner, H., Fischer, H., Degerblad, M., Alvarsson, M., & Gustafsson, T. (2016). 

Improvement of insulin sensitivity in response to exercise training in type 2 

diabetes mellitus is associated with vascular endothelial growth factor A 

expression. Diab Vasc Dis Res, 13(5), 361-366. 

Wall, B. T., Dirks, M. L., Snijders, T., Senden, J. M., Dolmans, J., & van Loon, L. J. 

(2014). Substantial skeletal muscle loss occurs during only 5 days of disuse. 

Acta Physiol (Oxf), 210(3), 600-611. 

Wang, H., Wang, A. X., Aylor, K., & Barrett, E. J. (2013). Nitric oxide directly 

promotes vascular endothelial insulin transport. Diabetes, 62(12), 4030-4042. 



197 

 

 

Wang, H., Wang, A. X., & Barrett, E. J. (2011). Caveolin-1 is required for vascular 

endothelial insulin uptake. Am J Physiol Endocrinol Metab, 300(1), E134-144. 

Wang, W., Hansen, P. A., Marshall, B. A., Holloszy, J. O., & Mueckler, M. (1996). 

Insulin unmasks a COOH-terminal Glut4 epitope and increases glucose transport 

across T-tubules in skeletal muscle. J Cell Biol, 135(2), 415-430. 

Wardzala, L. J., Cushman, S. W., & Salans, L. B. (1978). Mechanism of insulin action 

on glucose transport in the isolated rat adipose cell. Enhancement of the number 

of functional transport systems. J Biol Chem, 253(22), 8002-8005. 

Wardzala, L. J., & Jeanrenaud, B. (1981). Potential mechanism of insulin action on 

glucose transport in the isolated rat diaphragm. Apparent translocation of 

intracellular transport units to the plasma membrane. J Biol Chem, 256(14), 

7090-7093. 

Wasserman, D. H., Kang, L., Ayala, J. E., Fueger, P. T., & Lee-Young, R. S. (2011). 

The physiological regulation of glucose flux into muscle in vivo. J Exp Biol, 

214(Pt 2), 254-262. 

Watson, L. E., Phillips, L. K., Wu, T., Bound, M. J., Checklin, H. L., Grivell, J., . . . 

Rayner, C. K. (2018). A whey/guar "preload" improves postprandial glycaemia 

and glycated haemoglobin levels in type 2 diabetes: A 12-week, single-blind, 

randomized, placebo-controlled trial. Diabetes Obes Metab. 

Wei, Y., Chen, K., Whaley-Connell, A. T., Stump, C. S., Ibdah, J. A., & Sowers, J. R. 

(2008). Skeletal muscle insulin resistance: role of inflammatory cytokines and 

reactive oxygen species. Am J Physiol Regul Integr Comp Physiol, 294(3), 

R673-680. 



198 

 

 

White, M. F. (1998). The IRS-signalling system: a network of docking proteins that 

mediate insulin action. Mol Cell Biochem, 182(1-2), 3-11. 

WHO, W. H. O. (2016). Global Report on Diabetes. 

Witard, O. C., & Ball, D. (2018). The interaction between nutrition and exercise for 

promoting health and performance. Proc Nutr Soc, 77(1), 1-3. 

Witard, O. C., Jackman, S. R., Breen, L., Smith, K., Selby, A., & Tipton, K. D. (2014). 

Myofibrillar muscle protein synthesis rates subsequent to a meal in response to 

increasing doses of whey protein at rest and after resistance exercise. Am J Clin 

Nutr, 99(1), 86-95. 

Wolber, F. M., McGrath, M., Jackson, F., Wylie, K., & Broomfield, A. (2016). Cysteic 

Acid in Dietary Keratin is Metabolized to Glutathione and Liver Taurine in a 

Rat Model of Human Digestion. Nutrients, 8(2), 104. 

Wolfe, R. R., Rutherfurd, S. M., Kim, I. Y., & Moughan, P. J. (2016). Protein quality as 

determined by the Digestible Indispensable Amino Acid Score: evaluation of 

factors underlying the calculation. Nutr Rev, 74(9), 584-599. 

Woodcock, J. (2006). Sphingosine and ceramide signalling in apoptosis. IUBMB Life, 

58(8), 462-466. 

Wycherley, T. P., Moran, L. J., Clifton, P. M., Noakes, M., & Brinkworth, G. D. (2012). 

Effects of energy-restricted high-protein, low-fat compared with standard-

protein, low-fat diets: a meta-analysis of randomized controlled trials. Am J Clin 

Nutr, 96(6), 1281-1298. 

Wycherley, T. P., Noakes, M., Clifton, P. M., Cleanthous, X., Keogh, J. B., & 

Brinkworth, G. D. (2010a). A high-protein diet with resistance exercise training 



199 

 

 

improves weight loss and body composition in overweight and obese patients 

with type 2 diabetes. Diabetes Care, 33(5), 969-976. 

Wycherley, T. P., Noakes, M., Clifton, P. M., Cleanthous, X., Keogh, J. B., & 

Brinkworth, G. D. (2010b). Timing of protein ingestion relative to resistance 

exercise training does not influence body composition, energy expenditure, 

glycaemic control or cardiometabolic risk factors in a hypocaloric, high protein 

diet in patients with type 2 diabetes. Diabetes Obes Metab, 12(12), 1097-1105. 

Yang, Z., Scott, C. A., Mao, C., Tang, J., & Farmer, A. J. (2014). Resistance exercise 

versus aerobic exercise for type 2 diabetes: a systematic review and meta-

analysis. Sports Med, 44(4), 487-499. 

Yates, A. P., & Laing, I. (2002). Age-related increase in haemoglobin A1c and fasting 

plasma glucose is accompanied by a decrease in beta cell function without 

change in insulin sensitivity: evidence from a cross-sectional study of hospital 

personnel. Diabet Med, 19(3), 254-258. 

Ye, J., Yu, Q., Mai, W., Liang, P., Liu, X., & Wang, Y. (2019). Dietary protein intake 

and subsequent risk of type 2 diabetes: a dose-response meta-analysis of 

prospective cohort studies. Acta Diabetol. 

Zierath, J. R., He, L., Guma, A., Odegoard Wahlstrom, E., Klip, A., & Wallberg-

Henriksson, H. (1996). Insulin action on glucose transport and plasma 

membrane GLUT4 content in skeletal muscle from patients with NIDDM. 

Diabetologia, 39(10), 1180-1189. 



200 

 

 

Appendices 

Appendix A Search Terms used for a systematic search of the effects of exercise 

and protein supplementation on glycaemic control in T2DM 

PubMed: Exercise[Title/Abstract] AND (diabet*[Title/Abstract] OR metabolic 

syndrome[Title/Abstract] OR obes*[Title/Abstract] OR insulin 

sensitivity[Title/Abstract] OR insulin resistance[Title/Abstract] OR glycemic 

control[Title/Abstract]) AND (protein administ*[Title/Abstract] OR protein 

intake[Title/Abstract] OR protein consum*[Title/Abstract] OR protein 

supplement*[Title/Abstract] OR protein ingest*[Title/Abstract] OR protein 

diet[Title/Abstract]) 

Web of Science: TI=exercise AND TI=(diabet* OR "metabolic syndrome" OR obes* 

OR "insulin resistance" OR "insulin sensitivity" OR "glycemic control") AND 

TI=("protein administ*" OR "protein intake" OR "protein consum*" OR "protein 

supplement*" OR "protein ingest*" OR "protein diet") 

Scopus: TITLE-ABS ( exercise )  AND  TITLE-ABS ( diabet*  OR  "metabolic 

syndrome"  OR  obes*  OR  "insulin sensitivity"  OR  "insulin 

resistance"  OR  "glycemic control" )  AND  TITLE-ABS ( "protein 

administ*"  OR  "protein intake"  OR  "protein consum*"  OR  "protein 

supplement*"  OR  "protein ingest*"  OR  "protein diet" ) 

1 The systematic search was conducted in line with the Preferred Reporting Items for 

Systematic Reviews and Meta-Analyses (PRISMA). 
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Appendix B Participant Information and Informed Consent 

Participant Information Sheet  

Optional Future Unspecified Use of Human Tissue 

 

Your letterhead 

Study title: Can protein and exercise improve glucose tolerance in older adults 

with type-2 diabetes? 

Locality: Wellington and Palmerston North Ethics committee ref.:  14/CEN/194  

 

Lead investigator: Assoc. Prof. David Rowlands Contact phone number: 0800 Massey (63167); 

04.801.5799 ext 63295 

 

You are invited to take part in a study looking at the effects of protein 

supplementation on glucose tolerance in Type-2 diabetics. As part of this study 

we will collect skeletal muscle tissue before and during the glucose clamp to 

measure your muscle insulin resistance. Besides being used to answer specific 

study questions, some tissue will be stored for future unspecified research. 

Whether or not you agree to this future unspecified use is your choice. If you do 

not want this tissue to be available for future unspecified use you will still be able 

to participate in the study, you do not have to give a reason, and it will not affect 

the care you receive.  

 

This Participant Information Sheet will help you decide if you’d like to take part. 

We will go through this information with you and answer any questions you may 

have. You may also want to talk about the study with other people, such as family, 

whānau, friends, or healthcare providers. Please feel free to do this. 

 

If you agree to future unspecified tissue use, you will be asked to sign the Consent 

Form at the end of this document. You will be given a copy of both the Participant 

Information Sheet and the Consent Form to keep. 

 

This document is 4 pages long. Please make sure you have all the pages. 
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Why are we doing the study? 

This project will focus on people with Type 2 diabetes. The purpose is to 

determine whether dietary protein supplementation with exercise can be used to 

improve glucose control. As part of this study we will measure the effect of protein 

treatment on insulin sensitivity and skeletal muscle health. This study may allow 

us to identify important target mechanisms for improving glucose control. As 

such, future analysis may contribute to the development of effective rehabilitation 

and treatment plans for Type 2 diabetes.  

 

The project coordinator is Assoc Prof David Rowlands, an exercise physiologist 

in the School of Sport and Exercise. Medical co-ordination will be provided by Dr. 

Jeremy Krebs, the Director of the Endocrine, Diabetes, and Research Centre at 

Wellington Hospital. 

The study has been approved by the Central Health and Disability Ethics 

Committee.   

What would your participation involve? 

If you choose to participate in the research you will be asked to commit to an 17-

week study period. Before the training/supplementation starts and after it ends 

we will collect a total of 4 muscle biopsy samples during two visits at the Clinical 

Trials Unit, Wellington Hospital.  

A small muscle tissue sample will be taken from the outer thigh to determine 

changes in muscle cell structure, function and molecular regulation in order to 

explain the effects of treatment on glucose metabolism. The sample will be taken 

under local anaesthetic and then sealed with a butterfly strip. The sample is so 

small it does not require stitches. A detailed explanation of the biopsy procedure 

and associated risks will also be provided.  

What will happen after the study ends? 
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At the completion of the study remaining tissue samples will be destroyed unless 

required for future analysis. Stored tissue samples will be kept in a swipecard 

access locked laboratory at Massey University. These stored samples will be 

linked to a personal identity code, which only the research team will have access 

to. Tissue samples will be stored for 10 years, after which they will be destroyed. 

Future analysis may take place at research laboratories in New Zealand, at 

McMaster University in Canada, the Center for Genetic Medicine Research in 

Washington D.C., USA, or the Panum Institute, University of Copenhagen, 

Denmark.  Stored samples will not be sent to commercial companies, and will not 

be used for genetic inheritance, stem cell, or other research.  

If requested, we can return the unused and processed tissue samples that are 

being analysed in New Zealand. However, due to logistics and cost we are unable 

to return samples that are being shipped overseas. Māori participants may 

request to have overseas laboratories blessed.  

All future unspecified research in New Zealand will be subject to ethical review. 

However, if the tissue sample is sent overseas, this future research may be 

considered by an overseas ethics committee without New Zealand 

representation.  

In the event of future unspecified research, a summary of findings can be sent 

at your request. 

What are the rights of participants in the study? 

 

Participation in the study is voluntary and you will have the right to withdraw at 

any time without any disadvantage to yourself.  

 

At any time, you will also have the right to: 

 decline to answer any particular question; 
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 ask any questions about the study at any time during participation; 

 access any personal information collected during the study; 

 provide information on the understanding that your name will not be used 

unless you give permission to the researcher; 

 be told of any new information about adverse or beneficial effects related 

to the study that becomes available during the study that may have an 

impact on your health 

 

The privacy and confidentiality of participants will be maintained during and after 

the study. Only the study researchers will have access to personal health 

information or collected data. 

5. Compensation 

No direct compensation will be provided for this study. 

 

Where can you go for more information about the study, or to raise concerns or 

complaints? 

 

If you have any questions, concerns or complaints about the study at any stage, 

please contact:  

 Dr. Martin Gram, Research Officer 

 Telephone: 04.801 5799 

Mobile: 0221692343 

 Email: M.Gram@massey.ac.nz 

 

Or 

 Assoc. Prof. David Rowlands, Coordinating Investigator 

 Telephone: 0800 Massey (63167); 04.801.5799 ext 63295 

 Email:  d.s.rowlands@massey.ac.nz  



205 

 

 

 

If you wish to seek Māori support please contact: 

 

Prof. Chris Cunningham, Research Center for Māori Health and 

Development  

Telephone: 04.801.4994.5799 ext. 63242 

 Email:  c.w.cunningham@massey.ac.nz 

 

If you want to talk to someone who isn’t involved with the study, you can contact 

an independent health and disability advocate on: 

 

Phone:  0800 555 050 

Fax:   0800 2 SUPPORT (0800 2787 7678) 

Email:   advocacy@hdc.org.nz 
 

You can also contact the ethics committee that reviewed and approved this 

study on: 

 

 Phone: 0800 4 ETHICS 

 Email:  hdecs@moh.govt.nz 

 

Participant Consent Form 

Optional Future Unspecified Use of Human Tissue 

 

 

Study title: Can protein and exercise improve glucose tolerance in older adults 

with type-2 diabetes? 

Locality: Wellington and Palmerston North Ethics committee ref.: 14/CEN/194 

Lead investigator: Assoc. Prof. David Rowlands Contact phone number: 0800 Massey (63167); 

04.801.5799 ext 63295 

  

 

mailto:advocacy@hdc.org.nz
mailto:hdecs@moh.govt.nz
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Declaration by participant: 

 I have read, or have had read to me in my first language, this Participant Information 

Sheet. I understand the information in this Participant Information Sheet. I have had the 

opportunity to ask questions and I am satisfied with the answers I have received. 

 I have had the opportunity to use a legal representative, whanau/ family support or a friend 

to help me ask questions and understand the study. 

 I have been given a copy of the Participant Information Sheet and Consent Form to keep. 

 I agree to the tissue samples, collected from the outer thigh, being accessible for future 

unspecified use. 

 I understand that my participation in this study is confidential and that no material, which 

could identify me personally, will be used in any reports on this study. 

 I understand taking part in the study is voluntary. 

 I agree to my tissue samples being sent overseas. 

 I agree for my tissue samples to be stored and used in future research but only on the 

same subject as the current research project [give name of current research]. 

 I acknowledge that I am fully aware that I will not own any intellectual property that may 

arise from any future research. 

 

If applicable please tick the following box(es): 

 I would like my tissue samples to be de-identified. 

 

 Please contact me for consent prior to the use of tissue for future unspecified research. 

Participant’s name: 

Signature: Date: 

 

Declaration by member of research team: 

I have given a verbal explanation of the research project to the participant, and 

have answered the participant’s questions about it.   
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I believe that the participant understands the tissue samples may be made 

available for future unspecified and has given informed consent to participate. 

Researcher’s name: 

Signature: Date: 
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Appendix C Recruitment Pamphlets 
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For enquires: 

Dr. Martin Gram, Research Officer 

 Telephone: 04.801.5799 

Mobile: 0221692343 

Email: m.gram@massey.ac.nz 

Dear Doctor, Nurse 

Can protein and exercise improve glucose tolerance in older adults with type-2 

diabetes? 

The Massey University College of Health is currently investigating the effect of a novel 

keratin-derived protein (WDP) on type 2 diabetes health. Recent research suggests that 

protein supplementation increases muscle mass and glucose control. Previous studies 

have typically used protein from dairy sources; however, protein from dairy sources is 

relatively expensive and not environmentally sustainable.  Alternatively, the WDP extract 

is uniquely rich in certain amino acids and minerals that are key components in rebuilding 

glutathione – an important antioxidant. Supplementing with WDP protein may boost the 

body’s antioxidant defence and improve glucose control. If WDP improves the regulation 

of glucose in the blood of individuals with type 2 diabetes it will lead to better treatment 

for Type 2 Diabetes.  

The study is a collaboration between: Massey University’s College of Health; the Centre 

for Endocrine and Diabetes Research at Wellington Hospital; the Free Radical Research 

Group at Christchurch Hospital; and the Department of Anatomy at the University of 

Otago. 

 We are seeking to recruit 36 (18 male, 18 female) patients who meet the following 

study inclusion criteria:   

 Male or female aged 35-65 

 Diagnosed Type-2 diabetic and not requiring insulin therapy 

 HbA1c > 48 mmol/mol 
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 Over the past 6 months have not achieved a minimum of 150 minutes of 

moderate to vigorous intensity exercise each week.  (American College of 

Sports Medicine and American Diabetes Association guidelines) 

 Exclusion criteria are moderate to severe retinopathy, nephropathy and 

neuropathy, history of cerebrovascular or cardiovascular diseases 

 

Study Design 

The study is a randomised controlled trial. The study duration will be 17 weeks, which 

includes an initial two testing weeks followed by 14 weeks of supervised intermittent 

high-intensity exercise (~50-min/day, 5 days/week) and finally the participants will be 

tested in the last week. Participants will be randomly allocated to 1 of 3 dietary 

supplementation groups: 1) keratin derived protein 2) whey supplement or 3) placebo 

(exercise only). See figure below. 

 

What is involved from the practice? 

 For practice staff to identify potential participants and invite them to contact us 

for further information about the study. This can be done in three ways: 

o The best and most efficient way is to identify eligible participants 

through a database search and send out a personal letter. We can assist 

with prepaid envelopes; a draft letter and we can even come out and help 

with the database search. 

o The second best method is for practice staff to mention the study to 

eligible participants when doing their regular check-up 

o The third most efficient way is for us to hang up flyers and pamphlets in 

the waiting room 

 Once consent has been obtained from potential participants, to share patient 

health information with the research team. 
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Study outline 

Benefits of the study to participants? 

 14 weeks of supervised training 5 days per week with clinical exercise 

physiologists 

 Focused exercises targeted at lowering blood glucose levels 

 Results from comprehensive health evaluations will be available 

 Assistance with travel costs available if required 

  

Current findings suggest that each of the protein therapies we will be testing will 

improve glycaemic control and so far all participant in this study have experienced a 

decrease in hbA1c (average decrease = 15 mmol/mol, n=8). This decrease is likely 

caused by improved glucose disposal rate (a recent study from our laboratory 

(13NTB69) indicates an average 25% improvement). We will provide full support for 

participants to continue with exercise if they wish following the study. If effective, the 

study findings may provide a new simple and practical direction for improving diabetic 

rehabilitation. 

Who to contact for more information 
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The point of contact for this study is Dr Martin Gram, who has a PhD in clinical 

exercise physiology, or Assoc. Prof David Rowlands, the principle investigator. 

I look forward to your involvement in this project.  

Yours sincerely  

 

Dr. Martin Gram 

HDEC: 14/CEN/194 

Principal investigator Assoc. Prof David Rowlands 

Telephone: 04.801.4994.5799 ext. 63295 

Mobile: 0272099383  

Email:  d.s.rowlands@massey.ac.nz  

  

mailto:d.s.rowlands@massey.ac.nz
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Appendix D Supplement Nutritional Profile 

Amino acid composition of raw protein powders 

  WDP 

Whey (Alacen895, 

Fonterra, New 

Zealand) 

Protein 78.7 93.5 

Cho 0 0.9 

Fat 0 0.4 

AMINO ACIDS   

Alanine 2.9 4.8 

Arginine 7.4 2.0 

Aspartic Acid 2.4 9.6 

Cysteine* 8.8 2.5 

Glutamic Acid 10.3 16.2 

Glycine 4.2 1.6 

Histidine 0.6 1.6 

Isoleucine 3.0 6.1 

Leucine 6.2 9.6 

Lysine 2.2 8.8 

Methionine 0.4 2.0 

Phenylalanine 3.4 2.8 

Proline 5.7 5.5 

Serine 5.8 4.3 

Threonine 4.8 6.3 

Tryptophan 0.7 1.6 

Tyrosine 4.8 2.9 

Valine 5.1 5.5 

 mg/100 mg powder mg/100 mg powder 

Amino acid composition of the protein powder used for the supplements. In the 

WDP powder 10.3 g/100g of non-caloric additives are original citric acid remaining 

after the microwave hydrolysis process of wool. In addition, 7.2 g/100 g of ash and 

moisture is present. The remaining part of the WDP powder is presumably protein 

such as selenocysteine and pyrrolysine. The amino acids in the WDP powder was 

analysed in triplicate in the two fractions (plug 50% and precipitate 50%) with a 

standard hydrochloric acid hydrolysis followed by RP HPLC separation using AccQ 

Tag derivatization. Cysteine/methionine were analysed using performic acid 

oxidation (AOAC 994.12). Whey protein isolate (Alacen895) was bought from 

Fonterra, New Zealand. *In whey protein the cysteine content was not available, so 

the value represents cystine content. 
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Muffin ingredients list 

Ingredients (g) WDP Whey Placebo 

    

Whey 46 74 0 

WDP 28 0 0 

Maltodextrin 0 0 37 

Gluten free flour 0 0 37 

Butter 45 45 45 

Golden syrup 30 45 30 

Egg 25 25 25 

Flour 5 20 5 

Ginger 4 4 4 

Passion fruit flavour 1 1 1 

Baking soda 3 3 3 

Sucralose 40 mg 20 mg 20 mg 

Guar gum 20 mg 20 mg 20 mg 

Cinnamon 1 1 1 

Dates 30 0 30 

Apricots 25 25 25 

Coconut thread 20 20 20 

Vanilla essence 7 7 7 

Clove oil 0.7 0.7 0.7 

0.1M NaOH 4 4 4 

Rice wine 40 40 40 

Water 60 60 60 

Above recipe allows for 4 muffins each weighing 70 g. 

Preparation 

Chop the ingredients into small pieces and mix the ingredients into a smooth dough. 

Add 40g of rice wine and 60 mL of water cook for 45 seconds in the microwave. Let the 

mix rest for an hour before baking. Cook at 150 degrees for 15 minutes. 
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Appendix E Optimization of immunofluorescence protocol 

 

Antibody dilution 

GLUT4 and IRS-1ser312 

 

Under identical widefield microscope settings (exposure time: 1500 ms, gain: 4) 

different antibody dilutions were tested for GLUT4 and IRS-1ser312 in order to determine 

optimal antibody concentration. Ultimately, both GLUT4 and IRS-1ser312 were used with 

a 1:250 dilution to provide a reliable antibody signal to avoid a loss of sensitivity or 

excess background signal. Scale bars represent 50 µm.  
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Initially, eNOS and eNOSser1177 appeared to produce a positive signal at a dilution of 

1:100. However, after several trials, the signals in the red and green channel for both 

eNOS and eNOSser1177 appeared to be perfectly matched. This is indicated by the white 

arrows in Ulex-europaeus-FITC and eNOSser1177 image. Moreover, these spots of 

allegedly positive staining were also detected in negative controls where no antibodies 

are used. A negative control should produce a dark background image, however as 

indicated with the white arrows in –ve RGB and –ve eNOS, spots of autofluorescent 

signal was detected in the negative controls. These spots were identified as lipofuscin 

granules, molecules that are formed during incomplete lipid oxidation and are 

associated with aging. TrueBlack was used (Section 3.9) to remove autofluorescent 

signal and only detect positive antibody-binding.  
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Appendix F Outcomes Glutathione – oxidised peroxiredoxin 2 

 

Effect of WDP and whey protein supplementation in response to 14 weeks of exercise 

training on skeletal muscle cellular redox environment and associations with glucose 

disposal rates in adult men and women with type-2 diabetes. Data are raw means and 

SDs. Statistical symbols to the right of data points represent magnitude-based clinical. 

Abbreviations:  ɸ = whey vs control; + = WDP vs control; ‡ = WDP vs whey. The 

number of letters or symbols denotes likelihood of change where * = possible; ** = 

likely; *** = very likely; **** = almost certain. Data is drawn from unpublished 

observations from Gram et al. 
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Appendix G Supporting figures GLUT4 Pearson’s correlation coefficient, linear 

regressions 

 

Effect of WDP and whey protein supplementation in response to 14 weeks of exercise 

training on GLUT4, IRS-1ser312 and associations between GLUT4 and GCR, HbA1c 

and IRS-1ser312 in adult men and women with type-2 diabetes. Data are means and 

SDs. The left panels are raw mean fluorescent intensity of protein expression obtained 

from muscle biopsies during the week 0 and week 15 hyperinsulinaemic isoglycaemic 

clamp. The middle panel represents individual responses in insulin-stimulated (change 
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from BL to INS) conditions before and after the intervention, presented as % change 

scores. The right panel represents the mean change (%) in insulin-stimulated protein 

expression from week 0 to week 15.  Statistical symbols to the right of data points 

represent magnitude-based mechanistic inferences (for detail see Table 4.4). 

Abbreviations:  ɸ = WHEY vs CON; + = WDP vs CON; ‡ = WDP vs WHEY. The 

number of letters or symbols denotes likelihood of change where * = possible; ** = 

likely; *** = very likely; **** = almost certain. 

 

 


