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Abstract

Objective

Clear cell renal cell carcinoma (ccRCC) is the most common subtype of kidney cancer,

which is difficult to treat and lacks a reliable prognostic marker. A previous study showed

that the endoplasmic reticulum stress marker, glucose-regulated-protein-78 (GRP78), is a

potential prognostic marker for ccRCC. The present study aimed to: (1) examine whether

GRP78 was upregulated in ccRCC compared with matched non-neoplastic renal tissue;

and (2) investigate whether GRP78 expression in ccRCC tissue or perinephric adipose tis-

sue has any association with ccRCC aggressiveness.

Methods

A retrospective cross-sectional study of 267 patients who underwent nephrectomy for renal

tumors between June 2013 and October 2017 was conducted at Princess Alexandra Hospi-

tal, Brisbane, Australia. Software-assisted quantification of average grey value of staining

intensity (staining intensity method) and proportion of positive pixels (positive pixel method)

was applied to measure expression of GRP78 in archived specimens of renal tumor tissues

(n = 114), adjacent non-neoplastic renal tissues (n = 68), and perinephric adipose tissues

(n = 60) in participants diagnosed with ccRCC.

Results

GRP78 was not upregulated in renal tumor tissue compared with paired normal renal tis-

sue. In tumor tissue, GRP78 expression did not show any association with ccRCC
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aggressiveness using either quantification method. In adipose tissue, downregulation of

GRP78 demonstrated poor correlation with increased probability of metastasis, with one

unit increase in average grey value of GRP78 staining weakly correlating with a 17%

increase in the odds ratio of metastasis (95% confidence interval: 0.99 to 1.38, p = 0.07).

Conclusion

GRP78 is not valuable as a risk stratification marker for ccRCC.

Introduction

The kidney is the twelfth most common site for primary malignancy worldwide [1]. Approxi-

mately 90% of kidney cancers are renal cell carcinoma (RCC), of which clear cell (cc) RCC is

the most common variety, constituting approximately 75% of all RCC diagnoses [2]. The next

most common RCC variants are papillary and chromophobe RCCs, which have a lower rate of

metastasis compared with ccRCC. Common benign renal tumours include papillary adenoma,

renal oncocytoma, and angiomyolipoma [3]. Although imaging modalities, such as computer-

ised tomography (CT), are able to differentiate between malignant and benign renal tumors,

this process is not completely reliable, and approximately 5–8% of lesions remain indetermi-

nate [4]. Identification of molecular markers which are better able to identify tumors expected

to have worse patient outcomes would therefore be of great value to patients and clinicians.

Endoplasmic reticulum (ER) stress markers show promising risk stratification potential for

ccRCC [5]. The ER is responsible for the quality control of protein folding. Accumulation of

misfolded proteins causes ER stress, which is correlated with tumorigenesis [6]. Glucose-regu-

lated-protein-78 (GRP78) is a chaperone of the heat shock protein 70 family and is one of the

best-recognised ER stress markers [7]. Fu and colleagues first reported the upregulation of

GRP78 in the renal tumor tissue from 42 Chinese ccRCC patients [5], where they showed asso-

ciation between GRP78 expressions with clinicopathological features. There was a significantly

higher expression of GRP78 in renal tumors compared to the adjacent non-neoplastic kidney,

and the level of GRP78 expression was positively correlated with advanced tumor-node-metas-

tasis (TNM) stages and larger tumor size. However, the conclusions that could be drawn from

this study were limited by lack of adjustment for confounders (e.g. body mass index [BMI],

diagnosis of hypertension and smoking history), possible observer bias due to the subjective

nature of semi-quantitative measurement, small sample size and limited generalizability with

respect to race. Moreover, the clinical translation of the finding was restricted due to its depen-

dence on renal biopsy, which is not consistently performed in the diagnosis of kidney cancer

considering the low diagnostic accuracy and various complications [8].

The biopsy of perinephric adipose tissue poses less risk for patients than renal biopsy if we

could find a marker which can predict aggressiveness of ccRCC. Expression of ER stress mark-

ers in adipose tissue has been shown to be a potent prognostic marker for endometrial cancer.

In a retrospective study (N = 179), Koji et al. [9] investigated the correlation between clinical

outcomes of endometrial cancer and expression of ER stress markers in visceral adipose tissue.

They found that the proportion of positive staining for GRP78 and C/EBP homologous protein

(CHOP) was positively correlated with higher tumor stage (p = 0.005) and negatively associ-

ated with disease-free survival (hazards ratio/HR = 2.88, p = 0.005). Similar to the contributing

role of obesity for endometrial cancer, being overweight (BMI� 25kg/m2) is an established

risk factor for developing ccRCC, with the observed relative risk being 1.5 times higher than
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that of patients with a normal BMI [10]. Paradoxically, overweight patients appear to have a

lower risk of dying from kidney cancer (HR = 0.49) [11]. Little is known about the expression

of GRP78 in perinephric adipose tissue and its potential prognostic role for ccRCC.

To further elucidate the relationship between ER stress, obesity and kidney cancer, we

applied immunohistochemistry (IHC) staining to investigate GRP78 expression in renal

tumor, non-neoplastic renal tissue and perinephric adipose tissue. The study hypotheses

included that, 1) GRP78 expression is upregulated in tumor tissue compared with matched

normal renal tissue; and 2) the expression levels of GRP78 in both tumor tissue and perineph-

ric adipose tissue are positively associated with ccRCC aggressiveness. Understanding the

expression patterns of the ER stress marker GRP78 in renal samples and perinephric adipose

tissue may prove to be translationally meaningful, by allowing risk stratification of ccRCC

patients and development of effective therapies which modulate ER stress levels. Moreover,

exploring the prognostic role of GRP78 expression in perinephric adipose tissue would help to

better understand the roles of tumor-associated adipose tissue in the pathogenesis of ccRCC.

Methods

Sample and data collection

This study received ethics approval from the Metro South Human Research Ethics Committee

(HREC/05/QPAH/95; HREC/16/QPAH/353) and utilised archived formalin-fixed, paraffin-

embedded (FFPE) specimens from consenting patients who underwent nephrectomy for renal

tumors at the Princess Alexandra Hospital between June 2013 and September 2017 [12]. Par-

ticipants had provided consent for the anonymous use of their clinical data and tissue samples,

including renal tumor tissue, non-neoplastic renal tissue and perinephric adipose tissue. Inclu-

sion criteria include that, 1) aged over 18 years old; 2) did not accept treatment for kidney can-

cer before surgery and 3) diagnosis of ccRCC. Following nephrectomy, samples of tumor

tissue, distal non-neoplastic cortical tissue, and tumor-adjacent perinephric adipose tissue

were excised, fixed in 4% formaldehyde for 24 hours, and stored at 4˚C prior to being blocked

in paraffin. Clinical data were included in a database. Demographic data, medical and smoking

history were collected from structured interviews and corroborated through chart review.

Pathological diagnosis was recorded from the pathology report. Tumors were staged according

to the 7th TNM Classification of Malignant Tumors [13] and graded according to the Interna-

tional Society for Urological Pathology (ISUP) grading system for RCC by two pathologists

[14]. Work flow of study participation is summarized in Fig 1.

IHC staining

Sections of 4μm thickness were cut onto Superfrost slides. Paraffin was removed by xylene

and the tissue was rehydrated through graded washes of ethanol in water, ending in a final

rinse in water. Endogenous peroxidase activity was quenched by incubation in 3% H2O2

(H-1009, Sigma) for 10 min. A microwave (Whirlpool, 850W) was used for antigen

retrieval. Slides were put into a lidded glass container which was filled with 250mL of

Tris-EDTA (10Mm Tris Base, 1Mm EDTA solution, 0.05% Tween 20, pH9) solution. Two

cycles of antigen retrieval (first cycle: power of 10 for 2 min and 20s; second cycle: power

of 2 for 15 min) were applied. Non-specific binding was blocked by Background Sniper

(BS966, Biocare Medical) for 15 min, followed by an incubation with the primary anti-

body (GRP78, 1:50, SANTSC-376768, Santa Cruz Biotechnology) at room temperature for

one hour. MACH 1 Universal HRP-Polymer detection kit (901-M1U539-082914, Biocare

Medical) containing anti-mouse secondary antibody (incubated for 15 min), signal ampli-

fication reagent (incubated for 30 min) and diaminobenzidine hydrochloride chromogen
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(DAB) (incubated for 5 min), was used per manufacturer’s instructions followed by coun-

terstaining with haematoxylin (AHH-1L ProSciTech). A section of liver tissue (gifted by

Clay Winterford, Berghofer Medical Research Institute, Brisbane) known to express

GRP78, as indicated by the primary antibody datasheet, was used as the positive control.

The negative control was done by eliminating the primary antibody prior to adding the

secondary antibody. The specificity of the GRP78 antibody was tested by mixing the pri-

mary antibody with a blocking peptide (GL Biochem/Shanghai-687830, amino acid

sequence: ee edkkedvgtv vgidlgttys cvgvfkngrv) at a concentration ten times of the pri-

mary antibody. The mixture was left at room temperature for one hour before being

added to the slides (Fig 2). Staining of slides was carried out blinded to the medical

records.

Image capture and analysis

The stained slides were scanned with Olympus Slide Scanner VS120 (rm4026,) using the x20

objective. The scanned images were viewed using the OlyVia image reading software. Three to

five snapshots were captured randomly at 50% view size from each original image. The

cropped images were saved in TIFF format and exported into the software Fiji for analysis

[15]. Firstly, a statistical model was built using IHC toolbox to detect the DAB-stained color in

renal tissues and adipose tissues [16]. Secondly, images were manually edited by deleting glo-

meruli, large blank areas, vessels and fibrosis. Macro language was written for processing series

of commands. Color threshold was set to “0–254” prior to measuring average grey value and

proportion of positive pixels. Methods used for measuring the proportion of positive pixels

were based on previous studies [17]. Average grey value was used to measure staining intensity

of DAB. The more chromogen present in stained areas, the darker the brown color appeared

macroscopically. However, as measured by the standard intensity function of Fiji, standard

Fig 1. Flow chart of participation in the study. 267 participants recorded in the database were assessed for eligibility.

90 participants who did not meet the inclusion criteria were excluded. Included 177 participants were further assessed

for tissue availability for immunohistochemistry staining. Finally, 68 participants with both tumor and non-neoplastic

renal tissue available were included in the paired-t test. Participants with the tumor tissue available (n = 114) or with

the perinephric adipose tissue available (n = 60) were included in the binary logistic regression analysis.

https://doi.org/10.1371/journal.pone.0210246.g001
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red-green-blue (RGB) color images acquired from bright field microscopy had the lowest aver-

age grey value of 0 for a black, dark-stained area and the highest average grey value of 250 for a

white, unstained area [18]. This resulted in an inverse correlation between average grey value

and staining intensity. Assessment of slides was carried out blinded to the medical records.

Statistical analysis

Categorical data were reported as count (percentage). Continuous data were reported as mean

(95% confidence interval [CI] or standard deviation) or median (interquartile range [IQR]),

depending on whether or not the data were normally distributed. Outcome variables regarding

ccRCC aggressiveness were dichotomized as follows: tumor grade: low [1–2] and high [3–4];

tumor stage: low [1–2] and high [3–4]; tumor size: [�70mm] and [>70mm]; metastases: [pres-

ence] and [absence]. A paired-t test was used to compare GRP78 expression (measured by both

average grey value of staining and proportion of positively stained pixels) between renal tumor

tissue and adjacent non-neoplastic renal tissue. Binary logistic regression was applied to model

ccRCC aggressiveness based on the expression value of GRP78, adjusting for potential covariates,

including BMI, history of smoking and diagnosis of hypertension. To evaluate the predictive abil-

ity of the logistic models, receiver operating characteristic (ROC) curves were fitted to the logistic

models and the area under the ROC curve (AUC) reported. Differences in GRP78 expression

between benign tumor and ccRCC, and distribution of GRP78 between different outcome

Fig 2. Staining patterns of GRP78 in different tissues. Images were captured at x40 using Nikon Brightfield

microscopy. (A) Non-neoplastic renal tissue; (B) Negative control of non-neoplastic renal tissue (blocking peptide

mixed with primary antibody); (C) Negative control of non-neoplastic renal tissue (eliminating primary antibody); (D)

Clear cell renal cell carcinoma; (E) Negative control of clear cell renal cell carcinoma (blocking peptide mixed with

primary antibody); (F) Negative control of clear cell renal cell carcinoma (eliminating primary antibody); (G)

Perinephric adipose tissue; (H) Negative control of perinephric adipose tissue (blocking peptide mixed with primary

antibody); (I) Negative control of perinephric adipose tissue (eliminating primary antibody).

https://doi.org/10.1371/journal.pone.0210246.g002
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variables were displayed descriptively. P-values<0.05 were considered statistically significant. Sta-

tistical analysis was performed using Stata 14 (StataCorp, College Station, TX, USA).

Results

Patient characteristics

267 participants recorded in the database were assessed for eligibility. After excluding 90 par-

ticipants who did not meet the inclusion criteria (diagnosis other than clear cell renal cell car-

cinoma n = 85, missing data about kidney cancer diagnosis n = 5), 177 participants were

further assessed for tissue availability when included in specific statistical analysis. 68 partici-

pants with both tumor and non-neoplastic renal tissue available for IHC were included in the

paired-t test when comparing the GRP78 expression between tumor tissue and the matched

non-neoplastic renal tissue. Participants with the tumor tissue available (n = 114) or with the

perinephric adipose tissue available (n = 60) for IHC were included in the binary logistic

regression analysis when predicting ccRCC aggressiveness based on the expression value of

GRP78 in either tissue type (Fig 1). Demographic and clinicopathological characteristics of 68

participants for whom both tumor tissue and normal renal tissue were available for IHC analy-

sis are displayed in Table 1.

Staining patterns of GRP78 in tumor tissue and non-neoplastic renal

tissue

The expression of GRP78 is mainly observed in areas close to the cell membrane. Some cyto-

plasma of ccRCC cells were left unstained due to the lipid-rich cytoplasmic deposits being

washed away during tissue processing (Fig 3A). In non-neoplastic renal tissue, GRP78 is posi-

tive in all tubules with no distinctive difference of staining intensity between proximal renal

tubule and distal renal tubule epithelial cells. However, in the capillary bundles of glomeruli,

the GRP78 expression is much lower (Fig 3B).

Difference of GRP78 expression in renal tumor and normal renal tissues

Under both quantification methods, the difference in GRP78 expression between tumor renal

and paired non-neoplastic renal tissue was modest (staining intensity method: mean difference

= -0.74, (95% CI: -1.67 to 0.19, p = 0.12; positive pixel method: mean difference = 0.03, 95%

CI: - 0.003 to 0.06, p = 0.07; Table 2).

Association of GRP78 expression in tumor tissue with ccRCC

aggressiveness

Distribution of GRP78 expression in tumor tissue among different categories of the outcome

variables is summarized in Table 3. When adjusting for BMI, hypertension and history of

smoking, we did not find any tumor grading categorizing potential for either staining intensity

measurement (adjusted odds ratio [aOR] = 0.99, 95% CI: 0.88 to 1.12, AUC = 0.55, Fig 4A) or

proportion of positive pixel measurement (aOR = 0.56, 95% CI: 0.02 to 17, AUC = 0.50, Fig

4B). Since high tumor stage was largely ascribed by large tumor size (aOR = 16.6, 95% CI: 5.3

to 52.0) and presence of metastasis (aOR = 2.5, 95% CI: 0.36 to 17.5), tumor size and metastasis

were set as two separate outcome variables to describe ccRCC aggressiveness. Neither staining

intensity (aOR = 0.98, 95% CI: 0.84 to 1.14) nor proportion of positive pixels (aOR = 3.8, 95%

CI: 0.07 to 217.9) was found to have any predictive potential for tumor size with ROC curves

showing poor discrimination ability (AUC < 0.54, Fig 4C and 4D). Similar results were

GRP78 is not a valuable prognostic marker in clear cell renal cell carcinoma
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observed for metastasis for both staining intensity (aOR = 1.12, 95% CI: 0.88 to 1.41, Fig 4E)

and proportion of positive pixels (aOR = 1.39, 95% CI: 0.00 to 814.4, Fig 4F).

Table 1. Characteristics of the study population with both ccRCC tumor and non-neoplastic renal tissue available

for immunohistochemistry.

Variables Study cohort

(n = 68)

Age (years), mean (sd) 61 (11)

Age <60 years 32 (47%)

Female 27 (40%)

White racea 65 (98%)

Diabetesa 13 (19%)

Hypertensiona 43 (65%)

Smoking historya

Former and current 37 (57%)

Never 28 (43%)

BMI (kg/m2)a, mean (sd) 30 (7)

BMI categorya

Underweight (<18.5 kg/m2) 2 (3%)

Normal weight (18.5–24.9 kg/m2) 11 (17%)

Overweight (25–29.9 kg/m2) 27 (42%)

Obese (�30 kg/m2) 25 (38%)

eGFR (ml/min/1.72m2), mean (sd) 77 (18)

CKD stage

1 (eGFR >90 mL/min/1.73 m2) 14 (21%)

2 (eGFR 60–90 mL/min/1.73 m2) 43 (63%)

3 (eGFR 30–59.9 mL/min/1.73 m2) 11 (16%)

4 or 5 (eGFR <30 mL/min/1.73 m2) 0

Tumor size (mm), median [IQR] 50 [36, 74]

Tumor size >70 mm 18 (26%)

Tumor stagea

1 32 (48%)

2 4 (6%)

3 29 (43%)

4 2 (3%)

Tumor grade

1 3 (4%)

2 24 (35%)

3 29 (43%)

4 12 (18%)

Presence of distant metastasisa 9 (13%)

Proportion of positive pixels in tumor tissues, mean (sd) 0.47 (0.12)

Proportion of positive pixels in normal tubules, mean (sd) 0.44 (0.10)

Staining intensity in tumor tissues, mean (sd) 202.0 (3.6)

Staining intensity in normal tubules, mean (sd) 202.8 (4.0)

aMissing data�4%

Abbreviations: BMI, body mass index; CKD, chronic kidney disease; ccRCC, clear cell renal cell carcinoma; eGFR,

estimated glomerular filtration rate; sd, standard deviation

https://doi.org/10.1371/journal.pone.0210246.t001
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Association of GRP78 expression in perinephric adipose tissue with ccRCC

aggressiveness

Distribution of GRP78 expression in adipose tissue among different categories of the outcome

variables is summarized in Table 4. Similar to the results in the tumor tissue, neither staining

intensity (aOR = 1.00, 95% CI: 0.91 to 1.11, AUC = 0.57, Fig 5A) nor proportion of positive

pixels (aOR = 0.95, 95% CI: 0.84 to 1.08, AUC = 0.52, Fig 5B) in the adipose tissue was found

to have any tumor grading categorizing potential. Similarly, neither staining intensity

(aOR = 1.00, 95% CI: 0.79 to 1.25, AUC = 0.63, Fig 5C) nor proportion of positive pixels

(aOR = 0.95, 95% CI: 0.84 to 1.07, AUC = 0.49, Fig 5D) was found to have any predictive

potential for tumor size. Regarding the metastatic discrimination potential, for one unit

increase in average grey value of GRP78 staining intensity in perinephric adipose tissue, the

odds of ccRCC being diagnosed with distant metastasis increased by 17% (95% CI: 0.99 to

1.38, AUC = 0.73, Fig 5E). However, no metastatic discrimination potential was found for pro-

portion of positive pixels (OR = 1.06, 95% CI: 0.91 to 1.23, AUC = 0.55, Fig 5F).

Difference of GRP78 staining intensity in ccRCC associated adipose tissues

and benign tumor associated adipose tissues

The GRP78 staining intensity between ccRCC and benign tumor associated adipose tissues were

compared to examine the risk stratifying potential of GRP78 expression in perinephric adipose

tissue (Fig 6). There was no statistically significant difference in expression of GRP78 between

ccRCC-associated (N = 60) and benign tumor-associated adipose tissue (N = 7) (mean difference

of average grey value = -3.26, p = 0.17). The distribution of GRP78 staining intensities in tumor-

associated adipose tissues among benign tumors and different grades of ccRCC were further

explored (Table 5). The box plot (Fig 7) demonstrated that, compared with grade 2 and grade 3

ccRCC, grade 4 ccRCC and benign tumors exhibited a lower expression of GRP78.

Fig 3. Staining patterns of GRP78 in ccRCC tumor tissue and non-neoplastic renal tissue. (A) Image was captured

at x40 under 100% view. Arrow: staining on the cytoplasma; arrow heads: staining close to the cell membrane; (B)

Image was captured at x10 under 25% view.

https://doi.org/10.1371/journal.pone.0210246.g003

Table 2. Difference of GRP78 expression between ccRCC tumor and adjacent non-neoplastic renal tissues (n = 68).

Tumor tissues Adjacent non-neoplastic renal tissues 95% confidence interval for mean difference p-value

mean (sd) mean (sd)

Average grey value 202.04 (3.64) 202.78 (3.85) -1.67 to 0.19 0.12

Proportion of positive pixels 0.47 0.44 -0.003 to 0.06 0.07

There was a statistically insignificant smaller average grey value (interpreted as stronger staining intensity) in renal tumor tissues when it was compared with the paired

non-neoplastic renal tissues (mean difference = -0.74, p = 0.12). There was a higher proportion of positive pixels in renal tumor tissues when it was compared with a

paired non-neoplastic renal tissue, which did not reach statistical significance (mean difference = 0.03, p = 0.07). Abbreviation: sd, standard deviation

https://doi.org/10.1371/journal.pone.0210246.t002
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Discussion

In this study, GRP78 expression was not upregulated in ccRCC tumor tissue compared with

the paired normal renal tissue. Moreover, GRP78 expression levels in both renal tumor tissue

and tumor-associated perinephric adipose tissue were not associated with grade or size of

ccRCC tumors, except for a weak metastatic predictive potential that was found for GRP78

Table 3. Distribution of GRP78 expression in ccRCC tumor tissue (N = 114) among different categories of ccRCC aggressiveness.

ccRCC aggressiveness categories N Staining intensity 95% CI Proportion of positive pixels 95% CI

Tumor grade

Grade1 13 202.6 [201.2,204.0] 0.49 [0.42,0.56]

Grade2 43 202.5 [201.6,203.3] 0.47 [0.44,0.51]

Grade3 42 201.8 [200.7,202.9] 0.49 [0.45,0.53]

Grade4 16 202.9 [200.7,205.0] 0.45 [0.39,0.51]

Tumor stagea

Stage 1 64 202.4 [201.7,203.1] 0.47 [0.44,0.50]

Stage 2 7 201.8 [199.7,203.9] 0.47 [0.40,0.53]

Stage 3 39 202.6 [201.5,203.8] 0.48 [0.44,0.52]

Stage 4 3 196.3 [183.7,208.8] 0.53 [0.26,0.84]

Tumor size

�70mm 86 202.3 [201.7,203.0] 0.47 [0.45,0.50]

>70mm 28 202.2 [200.8,203.5] 0.49 [0.45,0.54]

Distant metastasisa

No distant metastasis 104 202.22 [201.7,202.8] 0.48 [0.45,0.50]

Presence of distant metastasis 9 203.1 [198.3,207.8] 0.49 [0.38,0.59]

aMissing data <1%

https://doi.org/10.1371/journal.pone.0210246.t003

Fig 4. ROC curves when GRP78 expression in ccRCC tumor tissue was applied to predict ccRCC aggressiveness.

(A) ROC curve when staining intensity in tumor tissue was applied to predict tumor grade (OR = 0.96, AUC = 0.55);

(B) ROC curve when proportion of positive GRP78 staining in tumor tissue was applied to predict tumor grade

(OR = 0.95, AUC = 0.50); (C) ROC curve when staining intensity in tumor tissue was applied to predict tumor size

(OR = 0.99, AUC = 0.52); (D) ROC curve when proportion of positive GRP78 staining in tumor tissue was applied to

predict tumor size (OR = 4.26, AUC = 0.53); (E) ROC curve when staining intensity in tumor tissue was applied to

predict whether there is a presence of distant metastasis (OR = 1.08, AUC = 0.50); (F) ROC curve when proportion of

positive GRP78 staining in tumor tissue was applied to predict whether there is a presence of distant metastasis

(OR = 1.93, AUC = 0.54). Abbreviations: AUC, area under the curve; ccRCC, clear cell renal cell carcinoma; OR, odds

ratio; ROC, receiver operating characteristics.

https://doi.org/10.1371/journal.pone.0210246.g004

GRP78 is not a valuable prognostic marker in clear cell renal cell carcinoma

PLOS ONE | https://doi.org/10.1371/journal.pone.0210246 January 17, 2019 9 / 16

https://doi.org/10.1371/journal.pone.0210246.t003
https://doi.org/10.1371/journal.pone.0210246.g004
https://doi.org/10.1371/journal.pone.0210246


staining intensity in ccRCC tumor-associated perinephric adipose tissue. However, due to the

number (N = 8) in the least frequent outcome variable (presence with metastasis) being less

than 10 (Table 4), no covariate was introduced in the model to adjust bias. Moreover, this find-

ing was not supported when proportion of positive pixels was applied to measure GRP78

expression. Although descriptive analysis found benign tumor-associated adipose tissue exhib-

ited higher average grey value of GRP78 staining intensity than ccRCC-associated adipose tis-

sue (Fig 6), it is not reasonable to deduce weak GRP78 staining intensity (as demonstrated by

Table 4. Distribution of GRP78 expression in ccRCC associated perinephric adipose tissue (N = 60) among different categories of ccRCC aggressiveness.

ccRCC aggressiveness categories N Staining intensity 95% CI Proportion of positive pixels 95% CI

Tumor grade

Grade 1 1 190.7 - 0.07 -

Grade 2 25 185.2 [183.4,187.0] 0.13 [0.10,0.15]

Grade 3 21 183.8 [180.1,187.5] 0.13 [0.11,0.15]

Grade 4 13 189.3 [187.5,191.1] 0.12 [0.09,0.14]

Tumor stage

Stage 1 28 184.2 [181.9,186.6] 0.13 [0.11,0.15]

Stage 2 3 187.2 [173.7,200.7] 0.16 [0.05,0.27]

Stage 3 27 187.1 [184.6,189.6] 0.11 [0.10,0.13]

Stage 4 2 185.1 [164.3, 205.8] 0.14 [-0.09,0.37]

Tumor size

�70 mm 38 184.8 [182.9,186.7] 0.13 [0.11,0.14]

>70 mm 22 187.3 [184.4,190.1] 0.12 [0.11,0.14]

Distant metastasis

No distant metastasis 52 185.1 [183.4,186.8] 0.12 [0.11,0.14]

Presence of distant metastasis 8 189.3 [186.0,192.7] 0.14 [0.09,0.19]

https://doi.org/10.1371/journal.pone.0210246.t004

Fig 5. ROC curve when GRP78 expression in perinephric adipose tissue was applied to predict the presence of

distant metastasis. (A) ROC curve when staining intensity in adipose tissue was applied to predict tumor grade

(OR = 1.01, AUC = 0.57); (B) ROC curve when proportion of positive GRP78 staining in adipose tissue was applied to

predict tumor grade (OR = 1.00, AUC = 0.52); (C) ROC curve when staining intensity in adipose tissue was applied to

predict tumor size (OR = 1.08, AUC = 0.63); (D) ROC curve when proportion of positive GRP78 staining in adipose

tissue was applied to predict tumor size (OR = 0.99, AUC = 0.49); (E) ROC curve when staining intensity in adipose

tissue was applied to predict whether there is a presence of distant metastasis (OR = 1.17, AUC = 0.73); (F) ROC curve

when proportion of positive GRP78 staining in adipose tissue was applied to predict whether there is a presence of

distant metastasis (OR = 1.06, AUC = 0.55). Abbreviations: AUC, area under the curve; ccRCC, clear cell renal cell

carcinoma; OR, odds ratio; ROC, receiver operating characteristics.

https://doi.org/10.1371/journal.pone.0210246.g005
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higher average grey value) is related to a better prognosis, due to an even weaker GRP78 stain-

ing intensity that was found in grade 4 ccRCC tumor-associated adipose tissue (Fig 7).

Fig 6. Difference of GRP78 staining intensity between benign tumor associated adipose tissue and ccRCC

associated adipose tissue. There was a higher expression of GRP78 in ccRCC-associated adipose tissue (N = 60)

compared with that in benign tumor-associated adipose tissue (N = 7), as indicated by a lower average grey value in

ccRCC tumor associated adipose tissue than benigh tumor-assoicated adipose tissue (mean difference of average grey

value = -3.26, P = 0.17). Abbreviation: ccRCC, clear cell renal cell carcinoma.

https://doi.org/10.1371/journal.pone.0210246.g006

Table 5. Distribution of GRP78 staining intensity in benign tumor-associated adipose tissue and ccRCC associ-

ated perinephric adipose tissue.

N Staining intensity 95% CI

ccRCC tumor grade

Grade 1 1 190.7 -

Grade 2 25 185.2 [183.4,187.0]

Grade 3 21 183.8 [180.1,187.5]

Grade 4 13 189.3 [187.5,191.1]

Benign tumora 7 188.9 [185.8,192.0]

a Five oncocytoma and two non-neoplastic cystic benign tumor were combined into benign tumor.

Abbreviation: ccRCC, clear cell renal cell carcinoma

https://doi.org/10.1371/journal.pone.0210246.t005
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Contrary to the findings by Fu et al. [5], we could not find upregulation of GRP78 expres-

sion in renal tumor tissue. This apparent disparity may be explained by methodologic differ-

ences in the approach to accounting for tissue heterogeneity. Compared with ccRCC tumor

tissue, the normal nephron has much greater tissue heterogeneity, being composed of glomer-

uli and tubules with lumens of various size [19]. Obviously, the tubular lumen will remain

unstained in IHC. Theoretically, glomeruli, the major components of which are capillary bun-

dles, will be more weakly stained by GRP78 than the rest of the nephron structure, because the

ER does not exist in erythrocytes [20]. Hence, failure to appropriately account for tissue het-

erogeneity may introduce bias when comparing the proportion of positively stained areas

between renal tumor tissue and paired normal renal tissue. However, the previous publication

did not use a method that mitigated the risk of the bias of tissue heterogeneity. On the other

hand, in the present study, tubular lumens and glomeruli were manually eliminated prior to

comparing the proportions of GRP78 positively stained areas between tumor and adjacent

non-neoplastic renal tissue. Similarly, the conflicting results between staining intensity and

proportion of positive pixels may be partially explained by adipose tissue heterogeneity as a

result of variation in size of adipocytes. For example, larger adipocytes for participants with

higher BMI may leave the cellular stainable area smaller (lipid being washed from cells during

processing) (Fig 8A and 8B), which was consistent with the statistically significant inverse

association observed between BMI and proportion of positive pixels (r = - 0.18, p = 0.02) (Fig

8C). However, we did not find any significant association between BMI and staining intensity

(r = -0.14, p = 0.13) (Fig 8D).

Fig 7. Distribution of GRP78 staining intensity in tumor associated adipose tissue among benign tumor and

different ccRCC grades. Compared with grade 2 (N = 25) and grade 3 (N = 21) ccRCC, grade 4 ccRCC (N = 13) and

benign tumor (N = 7) exhibited a lower expression of GRP78, as indicated by greater average grey values.

Abbreviation: ccRCC, clear cell renal cell carcinoma.

https://doi.org/10.1371/journal.pone.0210246.g007
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The hypoxic cancer microenvironment suppresses the differentiation of tumor cells. Like-

wise, undifferentiated tumor cells tend to grow faster, exacerbating hypoxia within the cancer

microenvironent [21]. The activation of ER stress is an adaptive behavior in response to such a

suboptimal microenvironment [22]. The observed adipose tissue GRP78 staining intensity

generally met with this supposition, showing a gradually increasing staining intensity from

grade 0 to grade 3. Opposite to an expected over expression of GRP78, the GRP78 staining

intensity was the lowest in grade 4 ccRCC (Fig 7). It is difficult to interpret the result further,

due to small sample size and the lack of examination of the whole ER stress signaling network.

This study has the largest sample size to date and was based on the investigation of a differ-

ent race population compared with the previously published study by Fu and colleagues. Other

strengths of this study include use of appropriate statistical tests and software-assisted DAB

chromogen quantification of both average grey value of GRP78 staining intensity and propor-

tion of positive pixels. On the other hand, the findings in this study are subjected to two major

limitations. Firstly, this study only examined the expression of one ER stress marker, GRP78.

Although the activation of GRP78 is considered as an initial sign of ER stress, the one time-

point assessment of GRP78 expression cannot reflect the full-course status of ER stress [23],

because ER stress involves mutiple downstream signaling pathways that are mediated by dif-

ferent signalling proteins [24]. Secondly, quantifying DAB chromogen intensity in IHC has

Fig 8. The impact of adipose tissue heterogeneity on proportion of positive pixels. (A) Images were captured at ×10

under 50% view. BMI = 18.55; Average grey value = 191.74; Proportion of positive pixels = 0.19; (B) Images were

captured at ×10 under 50% view. BMI = 43.18; Average grey value = 178.42; Proportion of positive pixels = 0.13; (C)

Scatter plot of BMI versus proportion of positive GRP78 stained pixels in adipose tissue. Coefficient = -0.20, P = 0.02;

(D) Scatter plot of BMI versus average grey value of GRP78 staining in adipose tissue. Coefficient = -0.16, P = 0.15.

Abbreviation: BMI, body mass index; F_avegrey, average grey value of GRP78 staining in adipose tissue; F_proportion,

proportion of positive GRP78 stained pixels in adipose tissue.

https://doi.org/10.1371/journal.pone.0210246.g008
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long been a controversial issue, because the brightness of a DAB-stained region is not directly

proportional to the concentration of localized antigen [23]. However, this is an inherent limi-

tation of the IHC stainining. In the process of image analysis, we found the result of average

grey value fit with the intuitive impression of the staining intensity.

Collectively, the findings of the present study failed to demonstrate any utility of GRP78 as

a risk stratifying marker for ccRCC. This does not necessarily refute a role for activated ER

stress as a potential therapeutic target for kidney cancer, because the peak expression of differ-

ent ER stress markers may vary with different stages in cancer development [25]. Further stud-

ies in this area are warranted.

Conclusion

GRP78 is not upregulated in renal tumor tissue compared with paired normal renal tissue.

Thus, for the purpose of risk stratification of ccRCC, GRP78 would not appear to be a useful

marker. The predictive value of GRP78 expression in adipose tissue is uncertain due to the

presence of conflicting findings according to methodologic approach.

Supporting information

S1 Table. Dataset. The raw data is available in S1 Table. The raw dataset recorded demo-

graphic information of participants, such as age, sex (M for male and F for female), ethinicity,

body mass index, smoking history and diagnosis. For smoking history, the code of “1” repre-

sents “current smoker”; the code of “0” represents “never smoked”; the code of “10” represents

“smoking quitted”. For diagnosis of diabetes and hypertension, the code of “1” represents

“diagnosed with diabetes or hypertension”; the code of “0” represents “not diagnosed with dia-

betes or hypertension”. The dataset also included pathological diagnosis of renal tumors, such

as tumor subtypes, tumor stage, tumor grade, tumor size and whether there was a presence of

metastasis (the code of “1” represents “diagnosed with distant metastasis”; the code of “0” rep-

resents “not diagnosed with distant metastasis”). Additionally, the average grey value and pro-

portion of positive pixels of the staining in different tissues were presented. Abbreviation:

T_proportion: proportion of positive pixels in tumor tissues; T_avegrey: staining intensity in

tumor tissues; N_proportion: proportion of positive pixels in normal renal tissues; N_avegrey:

staining intensity in normal renal tissues; F_proportion: proportion of positive pixels in fat tis-

sues; F_avegrey: staining intensity in fat tissues.

(XLSX)

Acknowledgments

We acknowledge that the China Scholarship Council provides a PhD stipend for Kunyu Shen

(File No. 2016008440278). An Australian Government Research Training Stipend was pro-

vided for Robert Ellis. An Australian National Health and Medical Research Council Practi-

tioner Fellowship was provided for David Johnson.

We acknowledge Dr Simon Wood (the Director of the Department of Urology, Princess

Alexandra Hospital) and Dr Keng Lim Ng, who initiated the Kidney Cancer Biobank that is

housed at the Translational Research Institute, Woolloongabba, Brisbane.

Author Contributions

Formal analysis: Kunyu Shen, Robert J. Ellis, Yeoungjee Cho, Armando Teixeira-Pinto, David

W. Johnson.

GRP78 is not a valuable prognostic marker in clear cell renal cell carcinoma

PLOS ONE | https://doi.org/10.1371/journal.pone.0210246 January 17, 2019 14 / 16

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0210246.s001
https://doi.org/10.1371/journal.pone.0210246


Methodology: Kunyu Shen, David A. Vesey, Robert J. Ellis, Sharon Juliet Del Vecchio,

Yeoungjee Cho, Armando Teixeira-Pinto, David W. Johnson, Glenda C. Gobe.

Project administration: Glenda C. Gobe.

Software: Kunyu Shen.

Supervision: David A. Vesey, Michael A. McGuckin, David W. Johnson, Glenda C. Gobe.

Writing – original draft: Kunyu Shen.

Writing – review & editing: David A. Vesey, Robert J. Ellis, Sharon Juliet Del Vecchio,

Yeoungjee Cho, Armando Teixeira-Pinto, Michael A. McGuckin, David W. Johnson,

Glenda C. Gobe.

References
1. Ferlay J, Soerjomataram I, Dikshit R, Eser S, Mathers C, Rebelo M, et al. Cancer incidence and mortal-

ity worldwide: sources, methods and major patterns in GLOBOCAN 2012. Int J Cancer. 2015; 136(5):

E359–86. https://doi.org/10.1002/ijc.29210 PMID: 25220842

2. Muglia VF, Prando A. Renal cell carcinoma: histological classification and correlation with imaging find-

ings. Radiol Bras. 2015; 48(3):166–74. https://doi.org/10.1590/0100-3984.2013.1927 PMID: 26185343

3. Li T, Chen J, Jiang Y, Ning X, Peng S, Wang J, et al. Multilocular Cystic Renal Cell Neoplasm of Low

Malignant Potential: A Series of 76 Cases. Clin Genitourin Cancer. 2016; 14(6):e553–e7. https://doi.

org/10.1016/j.clgc.2016.03.017 PMID: 27108004

4. Fowler C RR. The indeterminate renal mass. Imaging. 2001;(13):27–43.

5. Fu W, Wu X, Li J, Mo Z, Yang Z, Huang W, et al. Upregulation of GRP78 in Renal Cell Carcinoma and

Its Significance. Urology. 2010; 75(3):603–7. https://doi.org/10.1016/j.urology.2009.05.007 PMID:

19616278

6. Van Drie JH. Protein folding, protein homeostasis, and cancer. Chin J Cancer. 2011; 30(2):124–37.

https://doi.org/10.5732/cjc.010.10162 PMID: 21272445

7. Zhong Y, Zhang Y, Wang P, Gao H, Xu C, Li H. V8 induces apoptosis and the endoplasmic reticulum

stress response in human multiple myeloma RPMI 8226 cells via the PERK-eIF2alpha-ATF4 signaling

pathway. Oncol Lett. 2016; 12(4):2702–9. https://doi.org/10.3892/ol.2016.5005 PMID: 27703527

8. Patel HD, Johnson MH, Pierorazio PM, Sozio SM, Sharma R, Iyoha E, et al. Diagnostic Accuracy and

Risks of Biopsy in the Diagnosis of a Renal Mass Suspicious for Localized Renal Cell Carcinoma: Sys-

tematic Review of the Literature. J Urol. 2016; 195(5):1340–7. https://doi.org/10.1016/j.juro.2015.11.

029 PMID: 26901507

9. Matsuo K, Gray M, Yang D, Srivastava S, Tripathi PB, Sonoda LA, et al. The endoplasmic reticulum

stress marker, glucose-regulated protein-78 (GRP78) in visceral adipocytes predicts endometrial can-

cer progression and patient survival. Gynecol Oncol. 2012.

10. EE C, Rudolf K. Overweight, obesity and cancer: epidemiological evidence and proposed mechanisms.

Nat Rev Cancer. 2004; 4(8):579. https://doi.org/10.1038/nrc1408 PMID: 15286738

11. Choi Y, Park B, Jeong BC, Seo SI, Jeon SS, Choi HY, et al. Body mass index and survival in patients

with renal cell carcinoma: a clinical-based cohort and meta-analysis. Int J Cancer. 2013; 132(3):625–

34. https://doi.org/10.1002/ijc.27639 PMID: 22610826

12. Ellis RJ, Del Vecchio SJ, Ng KL, Owens EP, Coombes JS, Morais C, et al. The Correlates of Kidney

Dysfunction—Tumour Nephrectomy Database (CKD-TUNED) Study: Protocol for a Prospective Obser-

vational Study. Asian Pac J Cancer Prev. 2017; 18(12):3281–5. https://doi.org/10.22034/APJCP.2017.

18.12.3281 PMID: 29286220

13. Vegiopoulos A, Rohm M, Herzig S. Adipose tissue: between the extremes. EMBO J. 2017; 36

(14):1999–2017. https://doi.org/10.15252/embj.201696206 PMID: 28623240

14. Delahunt B, Cheville JC, Martignoni G, Humphrey PA, Magi-Galluzzi C, McKenney J, et al. The Interna-

tional Society of Urological Pathology (ISUP) grading system for renal cell carcinoma and other prog-

nostic parameters. Am J Surg Pathol. 2013; 37(10):1490–504. https://doi.org/10.1097/PAS.

0b013e318299f0fb PMID: 24025520

15. Schindelin J, Arganda-Carreras I, Frise E, Kaynig V, Longair M, Pietzsch T, et al. Fiji: an open-source

platform for biological-image analysis. Nat Methods. 2012; 9(7):676–82. https://doi.org/10.1038/nmeth.

2019 PMID: 22743772

GRP78 is not a valuable prognostic marker in clear cell renal cell carcinoma

PLOS ONE | https://doi.org/10.1371/journal.pone.0210246 January 17, 2019 15 / 16

https://doi.org/10.1002/ijc.29210
http://www.ncbi.nlm.nih.gov/pubmed/25220842
https://doi.org/10.1590/0100-3984.2013.1927
http://www.ncbi.nlm.nih.gov/pubmed/26185343
https://doi.org/10.1016/j.clgc.2016.03.017
https://doi.org/10.1016/j.clgc.2016.03.017
http://www.ncbi.nlm.nih.gov/pubmed/27108004
https://doi.org/10.1016/j.urology.2009.05.007
http://www.ncbi.nlm.nih.gov/pubmed/19616278
https://doi.org/10.5732/cjc.010.10162
http://www.ncbi.nlm.nih.gov/pubmed/21272445
https://doi.org/10.3892/ol.2016.5005
http://www.ncbi.nlm.nih.gov/pubmed/27703527
https://doi.org/10.1016/j.juro.2015.11.029
https://doi.org/10.1016/j.juro.2015.11.029
http://www.ncbi.nlm.nih.gov/pubmed/26901507
https://doi.org/10.1038/nrc1408
http://www.ncbi.nlm.nih.gov/pubmed/15286738
https://doi.org/10.1002/ijc.27639
http://www.ncbi.nlm.nih.gov/pubmed/22610826
https://doi.org/10.22034/APJCP.2017.18.12.3281
https://doi.org/10.22034/APJCP.2017.18.12.3281
http://www.ncbi.nlm.nih.gov/pubmed/29286220
https://doi.org/10.15252/embj.201696206
http://www.ncbi.nlm.nih.gov/pubmed/28623240
https://doi.org/10.1097/PAS.0b013e318299f0fb
https://doi.org/10.1097/PAS.0b013e318299f0fb
http://www.ncbi.nlm.nih.gov/pubmed/24025520
https://doi.org/10.1038/nmeth.2019
https://doi.org/10.1038/nmeth.2019
http://www.ncbi.nlm.nih.gov/pubmed/22743772
https://doi.org/10.1371/journal.pone.0210246


16. Shu J, Dolman GE, Duan J, Qiu G, Ilyas M. Statistical colour models: an automated digital image analy-

sis method for quantification of histological biomarkers. BioMedical Engineering OnLine. 2016; 15:46.

https://doi.org/10.1186/s12938-016-0161-6 PMID: 27121383

17. Rangan GK, Tesch GH. Quantification of renal pathology by image analysis. Nephrology (Carlton, Vic).

2007; 12(6):553–8.

18. Labno. Basic Intensity Quantification with ImageJ [28/09/2018]. Available from: https://www.unige.ch/

medecine/bioimaging/files/1914/1208/6000/Quantification.pdf.

19. Clapp WL, Croker BP. Histology for Pathologists. 4 ed: Wolters Kluwer Health; 2012. 893–5 p.

20. Moras M, Lefevre SD, Ostuni MA. From Erythroblasts to Mature Red Blood Cells: Organelle Clearance

in Mammals. Front Physiol. 2017; 8:1076. https://doi.org/10.3389/fphys.2017.01076 PMID: 29311991

21. Kim Y, Lin Q, Glazer PM, Yun Z. Hypoxic Tumor Microenvironment and Cancer Cell Differentiation.

Curr Mol Med. 2009; 9(4):425–34. PMID: 19519400

22. Pereira ER, Frudd K, Awad W, Hendershot LM. Endoplasmic reticulum (ER) stress and hypoxia

response pathways interact to potentiate hypoxia-inducible factor 1 (HIF-1) transcriptional activity on

targets like vascular endothelial growth factor (VEGF). J Bio chem. 2014;(1083-351X (Electronic)).

23. Samali A, FitzGerald U, Deegan S, Gupta S. Methods for Monitoring Endoplasmic Reticulum Stress

and the Unfolded Protein Response. Int J Cell Biol. 2010; 2010:11.

24. Oslowski CM, Urano F. Measuring ER Stress and the Unfolded Protein Response Using Mammalian

Tissue Culture System. Methods Enzymol. 2011; 490:71–92. https://doi.org/10.1016/B978-0-12-

385114-7.00004-0 PMID: 21266244

25. Clarke HJ, Chambers JE, Liniker E, Marciniak SJ. Endoplasmic reticulum stress in malignancy. Cancer

cell. 2014; 25(5):563–73. https://doi.org/10.1016/j.ccr.2014.03.015 PMID: 24823636

GRP78 is not a valuable prognostic marker in clear cell renal cell carcinoma

PLOS ONE | https://doi.org/10.1371/journal.pone.0210246 January 17, 2019 16 / 16

https://doi.org/10.1186/s12938-016-0161-6
http://www.ncbi.nlm.nih.gov/pubmed/27121383
https://www.unige.ch/medecine/bioimaging/files/1914/1208/6000/Quantification.pdf
https://www.unige.ch/medecine/bioimaging/files/1914/1208/6000/Quantification.pdf
https://doi.org/10.3389/fphys.2017.01076
http://www.ncbi.nlm.nih.gov/pubmed/29311991
http://www.ncbi.nlm.nih.gov/pubmed/19519400
https://doi.org/10.1016/B978-0-12-385114-7.00004-0
https://doi.org/10.1016/B978-0-12-385114-7.00004-0
http://www.ncbi.nlm.nih.gov/pubmed/21266244
https://doi.org/10.1016/j.ccr.2014.03.015
http://www.ncbi.nlm.nih.gov/pubmed/24823636
https://doi.org/10.1371/journal.pone.0210246


 

Minerva Access is the Institutional Repository of The University of Melbourne

 

 

Author/s: 

Shen, K; Vesey, DA; Ellis, RJ; Del Vecchio, SJ; Cho, Y; Teixeira-Pinto, A; McGuckin, MA;

Johnson, DW; Gobe, GC

 

Title: 

GRP78 expression in tumor and perinephric adipose tissue is not an optimal risk stratification

marker for clear cell renal cell carcinoma

 

Date: 

2019-01-17

 

Citation: 

Shen, K., Vesey, D. A., Ellis, R. J., Del Vecchio, S. J., Cho, Y., Teixeira-Pinto, A., McGuckin,

M. A., Johnson, D. W.  &  Gobe, G. C. (2019). GRP78 expression in tumor and perinephric

adipose tissue is not an optimal risk stratification marker for clear cell renal cell carcinoma.

PLOS ONE, 14 (1), https://doi.org/10.1371/journal.pone.0210246.

 

Persistent Link: 

http://hdl.handle.net/11343/250144

 

File Description:

published version

License: 

CC BY


