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Following publication, the authors noticed that ‘Laura
Cantwell’, ‘Otto Valladares’, and ‘Li-San Wang’ were

These authors contributed equally: Joshua C. Bis, Xueqiu Jian, Brian
W. Kunkle, Yuning Chen

These authors equally supervised the study: Adam C. Naj, Myriam
Fornage, Lindsay A. Farrer

P4 Lindsay A. Farrer
farrer@bu.Edu

Extended author information available on the last page of the article

inadvertently omitted from the author list. These authors
have now been added to the author list in 21st, 77th, and
79th position, respectively. This has been corrected in both
the PDF and HTML versions of the article.
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