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Correction to: Clin Epigenet 12, 64 (2020)
https://doi.org/10.1186/s13148-020-00857-x

After the publication of the original article [1], an
error was identified in the ‘Availability of data and mate-
rials’ section.
The sentence currently reads:
Data generated during this study are included in this

published article, and its supplementary information files
or available from the corresponding author on reason-
able request.
The sentence should read:
Data generated during this study are included in this

published article and its supplementary information files
and have been deposited on GEO, accession number
GSE143850.
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