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Preparation of monoclonal antibodies against respiratory syncytial virus L. pro—
tein

XIANG Jiang~Yan ZHAN Lu-Ting ZHAO Min ZHANG Wei ZHENG Zi-Zheng XIA Ning-Shao. National Institute of
Diagnostics and Vaccine Development of Infectious Diseases State Key Laboratory of Molecular Vaccinology and Molec—
ular Diagnostics Xiamen University Xiamen 361102 China

Abstract  Objective:To prepare the monoclonal antibodies specifically against L protein of human respiratory syncytial virus
and to characterize these antibodies. Methods:The potential hydrophilic loop regions of RSV-A2 L protein were displayed on the vector
HBc149 by using prokaryotic expression and purification. Recombinant protein was used to immunize female BALB/c mice for 6 to 8
weeks old according to the results of ELISA and WB analysis and the mice of group L3935 and 14099 were immunized by the
spleen. And then the hybridoma cells stably secreting McAb against L protein were selected by indirect ELISA detection. The mono—
clonal antibodies was identified by ELISA immunofluorescence assay and immunoblotting analysis. Results: Eleven Lprotein specific
monoclonal antibodies were obtained. Three mAbs were identified as IgGl subtype three as IgG2a three as IgG3 and two as
IgG2b. Conclusion : Lprotein specific monoclonal antibodies are successfully prepared which will lay the foundation for the study of im—
munity and pathogenesis of RSV infection.
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Fig.3 Mouse immunization and serum detection

Note: A. Immunization scheme;B. Western blot;C. Reactivity.
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Tab.1 Summary of fusion and screening conditions

ELISA value

Positive wells

HBc-L-peptide  HBc 13935 14099

After fusion =1.0 <0.5 37 100
1st cloning =1.0 <0.5 9 13
2nd cloning =1.0 <0.5 3 8
3rd cloning =1.0 <0.5 3 8
McAbs 3 8
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