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Abstract ; Microorganisms play a relatively important role during the formation and decomposition of natural gas hydrates. The

northern South China Sea is one of the strategic regions for the exploitation of natural gas hydrates. A lot of natural gas hydrates

samples have been collected in this area,which proves that there are abundant resources in the northern South China Sea. This article

reviews the progresses in studying the microbiological and biomarker compounds related to the formation and decomposition of

natural gas hydrates at home and abroad,and presents technical indicators and future research directions in exploration of natural gas

hydrates via microbial geochemical approaches in the future, considering the advances in microbiology in terms of the occurrence or

potential deposits of natural gas hydrates area of the northern South China Sea.

Key words: natural gas hydrate;northern South China Sea;microbial geochemical exploration;microorganism



