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Abstract

Abstract

Background and Aims: STS is a tumor related gene involved in tumor biology. At
present, although ST5 has been reported in tumors, but relatively few studies,
especially in breast cancer, therefore, has very important significance in the

occurrence and development of the relationship between the in-depth study of STS
and breast cancer, can provide more reliable basis for the treatment of breast cancer.
The purpose of this study was to explore the role of STS in the occurrence and
development of breast cancer cells and the regulation of biological functions by using

molecular biology methods.

Methods and Results: First, using Western Blot and RT-PCR method to detect the
expression of ST5 mRNA in different malignant degree of breast cancer and protein,
it is found that with the increase of malignant transformation of cells, expression of
mRNA protein and ST5 decreased significantly. Immunohistochemical staining
showed that the expression level of STS in breast cancer tissues was significantly
lower than that in adjacent tissues, and was negatively correlated with the
pathological grade of breast cancer. The expression of STS was up-regulated or down
regulated by MTT, scratch assay, Transwell and flow cytometry. The results indicated
that STS might play an important role in tumor development and play a biological role
in tumor suppression. The methylation of tumor suppressor gene causes cancer caused
by important disorders, with demethylation agent 5-aza in MDA-MB-231 cells after
treatment with Western, Blot showed significantly increased expression of STS5
protein, MTT and Transwell showed inhibition of cell function release. At the same
time, it was also proved that the ST5 gene promoter region 5 'CpG island of MSP was
abnormally methylated in MDA-MB-231.Up regulation of ST5 expression, the
phosphorylation level of ERK1/2 protein was significantly reduced, but the total

protein level was not significantly changed.



Abstract

Conclusion: ST5 may inhibit the phosphorylation of ERK1/2 protein, to close the
MAPK signaling pathway, thereby inhibiting breast cancer cell proliferation,
migration, apoptosis, play a biological role of tumor suppressor genes; potential target
genes and thus may be used as a cancer treatment, provide the basis for further
research to reveal the molecular mechanisms of the pathogenesis of human milk is

low the differentiation of gastric adenocarcinoma.

Key words: breast cancer ; STS5; MAPK signaling pathway;
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WA, TRENE TE A PERE T ME R R 5 5 1 DNA RS il R, AT A DA 4t e J) 44



a3

il

PR, SEIAEMPE TS [6, 71: SR, I 40% 0 FL I A AR IR ST T AR i
L7 AT 2, X ERE IR A TR R R L B . B,
i P R SO B, 9 FUERE B 70 10 B S AR 2T SR BERL 2 A DA
SHFHEST IS, MBI ESE,

1.2 AL HFHEAR

A R O N TR R AR S R R S LA R i FRIB R L IS
B PSR R 05 VIR T2 N PA a5 TR O s s e a9 Sl e o i L 7 D5 O N BT
TR0 F 93 R 43 R E ERES Fr ( gene chip). 2& 950 Fi( protein chip) « ZH 0
(cell chip) FIZLZHE Fr( tissue chip , TMA). 1E RIS FFER K EE S, HHA
O RS, R TR ZEAS R e« [ — e A ) 28 23 LA &% [
2 TR Jfn e PN [ 5 JR B B e iR R DX 56 R ) 2 02 7K S, AT Ay 3k — 25 B 9 g
Mo, R, UG RER, $RAE TR B SRR SR AR

HEWES A AR S B g 2 AN T TR LR AR DA — 8 I HEBIAE [ — B I,
MR SULZ(AHC) S5 4228 (ISH) LA K 72 6 A 2% A8 (FISH) &5 JR A 41 434
SIUE 527 NN 111 D N i R =0 v i 7251 A P 2 8 S =5 G5/ 73 X S A
SRR ARSI, T N TIRR . RIS (8],

1.3 DNA HEA

1.3.1 DNA ERE/L &

FME AL 2 ( epigenetics) R L ERH — 17703, S HILFLRIXRRE, £
MAAC, A, TR IR DR A A HERE X[ 9, 10], FZEAHE DNA
HIJEAL  BEDIVUER L R AT AR BB 2 AR i% RNA 55 HAE A3 DNA
JFEHIIAE R, SAMEAK BE . FER A Rae UL R R IAE A E E
SRR R, RIS LE IR I R AE RO DA R SE (R R A v BT 43 B L AR
[11, 12] 24 ar Rk UEs i i i 2 — o TENEH LIRS (L1840 [ 13,
14], DNA HFEA TREPTER . X REARRRIE LB REZER[15], HF B3

5



Degree papers are in the “Xiamen University Electronic Theses and Dissertations Database”. Full
texts are available in the following ways:

1. If your library is a CALIS member libraries, please log on http://etd.calis.edu.cn/ and submit
requests online, or consult the interlibrary loan department in your library.

2. For users of non-CALIS member libraries, please mail to etd@xmu.edu.cn for delivery details.



http://etd.xmu.edu.cn/
http://etd.calis.edu.cn/
mailto:etd@xmu.edu.cn

