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Abstract Exo70, the key subunit of Exocyst protein complex, promotes cell metastasisby self-dimerization or by
involving in the Exocyst complex formation. In this research, we found that Exo70 was dramatically more capable
of forming self-dimerization than binding to the other subunits of exocyst complex, and aindicative of the
important roles of its self-dimerization. Then we constructed a set of truncation mutants of Exo70 in order to
determine the core sequence for its dimerization. With co-immun oprecipitation analysis, we identified two identical
protein sequences “SLEKS” located at amino acid 31~35 and 505~509 as critical sequencesfor the dimerization of
Ex070. By “cell transwell” essay, we further found that the full length Exo70 significantly promotes breast cancer
metastasis, while the two truncation mutants of Exo70 (A31~35 and A505~509) don't process such ability, indica-
ting that these two “SLEKS” sequences play pivotal role in breast cancer cell metastasis and invasion. Together,
these results provide fundamental basis for researches on novel functions of Exo70 besides its well-known role in
Exocyst complex formation and provide potential drug target for treating breast cancer and its metastasis.
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Figure 1 Binding ability of Exo70 with the subunits of Exocyst
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