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Tab. 1 Primers used in this study

(5—3)
SIDP301-0E-S CACCATGGCTAGAGCTCC
SIDP301-OE-A TTAGTATCTTACACGGGCATTAG
SIDP301-RNAi-S CACCGCTACCAGTGCTGTACCTTC
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DREB2A—+q-A GAGCGGGAACAAGAAAGAGA
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Fig. 2 The expression patterns of SIDP301 gene under abiotic stresses
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Fig. 3 The expression patterns of SIDP30I gene after the treatments with stress related phytohormones
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Fig. 7 Relative expression levels of the abiotic stress—related genes in transgenic plants
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Cloning and Functional Analysis of SIDP301 Gene in Oryza sativa

LUO Maochun' CHEN Yanfei’ LUO Chengke’ CHEN Liang”
( 1.College of Life Sciences Longyan University Longyan 364012 China;
2.Xiamen Key Laboratory for Plant Genetics School of Life Sciences Xiamen University Xiamen 361102 China;

3.Institute of Environmental Engineering Ningxia University Yinchuan 750021 China)

Abstract: Rice is an important food crop and it is also a model plant for the study of monocotyledon.It is of important theoretical and practi—
cal significance to clone the resistance genes in rice.SIDP301 gene is cloned from rice which encodes a protein containing a DUF1644 con—
servative domain and zinc finger domain.Quantitative RT-PCR ( qRT-PCR) data showed that SIDP301 was expressed in all tissues and or—
gans of rice and with higher level in roots and leaves.lts expression was induced by stresses including salt heat and jasmonate.The salt toler—
ance of SIDP301-overexpressing transgenic plants had no significant difference compared to the wild-type plants.However SIDP301-suppress—
ing transgenic plants exhibited hyposensitivity to salt stress compared to the wild-type plants.Through expression profiling analysis using qRT
—PCR all of the examined stress—responsive genes ( eg.PSCS DREB2A Rabl6a and Lea3-1) were found to be up—regulated in SIDP301-
overexpressing transgenic plants compared to the wild<type plants under salt stress but the levels of gene expression had no significant differ—
ence in the SIDP301-suppressing transgenic plants compared to the wild-type plants.These results indicate that SIDP301 is a stress—related
gene and the suppression of its expression was able to decrease the resistance of rice.
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