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Cloning and Functional Analysis of DIIKUI Gene
in Dimocarpus longan Lour.

JIANG Fan' TIAN Zhenzhen CHEN Xuewei’ ZHENG Shaoquan' CHEN Liang™

( 1.Fruit Research Institute Fujian Academy of Agricultural Sciences Fuzhou 350003 China;

2.Xiamen Key Laboratory for Plant Genetics School of Life Sciences Xiamen University Xiamen 361102 China)

Abstract: IKUI gene mutation in Arabidopsis thaliana produced small seeds.The primers were designed according to the highly conservative

sequence of /KUI homologous genes. The longan DIIKUI gene was obtained via PCR amplification. The amplified sequences of Longan

DIIKUI 990 bp contained VQ motif and had high homology with the other species.Because of low efficiency of the longan genetic transfor—

mation we constructed the overexpression vector of DIIKUI gene for genetic transformation in Arabidopsis. Then we summarized changes in

length and width of the progeny seed to study the function of DIIKUI gene.The results showed that DIIKUI gene might affect seed develop—

ment to a certain extent.This study provided theoretical and experimental basis for the development of longan seed and it will be helpful to

the development of longan industry.
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