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CCND1 gene polymorphism and susceptibility to hepatocellular

carcinoma: a case control study
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Abstract: Objective  To explore the relationship between CCNDI1 polymorphism ( 1s9344) and the susceptibility to
hepatocellular carcinoma ( HCC) . Methods A case — control study was conducted among 266 newly histopathological
diagnosed cases with HCC and 306 cancer — free controls frequency — matched for age and sex. Genotypes of CCNDI1 rs9344
polymorphism was determined by using MALDI — TOF. Chi - squared test and unconditional logistic regression model were used
to compare the distribution of CCND1 genotypes and related risk factors in case control and to analyze the relationship between
genotype and risk of developing HCC. Results There were three genotypes of GG GA and AA in CCND1 rs9344 locus G/A
allele frequency and three genotypes among CCNDI were not significantly associated with the HCC risk but in the stratified
analysis we found that the proportion of AA genotype in patients with liver disease was higher than that in the control group. The
difference was statistically significant. Compared with GG genotype the odds ratio of developing HCC with a history of liver
disease among AA genotype of subjects was 5.29( OR =5.29 95% CI: 1. 42 —24.49) . Conclusion There is no significant
association between the CCND1 genotype and the risk of developing HCC while subjects with both AA genotype and liver
disease history are demonstrated a higher HCC risk than those with other genotypes.
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2 CCNDI
(n=266) (n=306) OR OR*(95% CI) P
G 213 268 1. 00 1. 00( Ref) 0.21
A 319 344 1.17 -
GG 43 62 1. 00 1. 00( Ref)
GA 127 144 1.27 0.95(0.50 —1. 80) 0.30
AA 96 100 1.38 0.89(0.46 —1.73) 0.18
GG + GA 170 206 1. 00 1. 00( Ref)
AA 96 100 1. 16 0.92(0.57 —1.51) 0.39
GG 43 62 1. 00 1. 00( Ref) 0.21
AA +GA 233 244 1.32 0.92(0.51 -1.67)
cOR™: N N N N
2.3 HBV (OR =5.29 95% CI: 1.42 -
. . 24. 49)
AA 3.
3
n( %) n( %) OR  (95% CI) P
HBV
GG 26(13.3%) 8(21.6%) 1. 00( Ref)
GA 93(47.4%) 19(51.4%) 1.51(0.59 -3.83) 0.39
AA 77(39.3%) 10( 27.0%) 2.37(0.85 - 6. 64) 0.10
GG 17(24.3%) 54(20. 1%) 1. 00( Ref)
GA 34(48.6%) 125(46. 4%) 0.86(0.45 — 1. 68) 0. 67
AA 19(27.1%) 90(33.5%) 0.67(0.32 -1.40) 0.29
GG 7(21.2%) 9(23.1%) 1. 00( Ref)
GA 18(54.6%) 14(35.9%) 1.65(0.49 -5.54) 0.42
AA 8(24.2%) 16(41.0%) 0. 64( 0. 18 —2.36) 0.51
GG 36(15.5%) 53(19.9%) 1. 00( Ref)
GA 109( 46. 8%) 130(48.7%) 1.23(0.75 -2.02) 0. 40
AA 88(37.8%) 84(31.4%) 1.54(0.92 -2.59) 0. 10
GG 17(12.7%) 5(25.0%) 1. 00( Ref)
GA 63(47.0%) 12(60. 0%) 1. 54( 0. 48 — 4. 99) 0. 47
AA 54(40.3%) 3(15.0%) 5.29( 1. 15 —24. 49) 0.03
GG 26(19.7%) 57(19.9%) 1. 00( Ref)
GA 64(48.5%) 132(46.2%) 1.06(0.76 —1.85) 0.83

AA 42(31.8%) 97(33.9%) 0.95(0.53 - 1.71) 0. 86
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