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Comparative Proteomics of Proteins in Sinonovacula constricta Hemolymph
under Low Salinity
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Abstract: The differences of the whole protein( under 40 kD) expression profiles in Sinonwacula con-
stricta hemolymph after shotterm treament of low salinity are detected using twoe-dimensional electro-
phoresis and image analysis software, The peptide mass map is obtained with MALDI- TOF- MS, A novel
protein or polypeptide is identified by database retrieval. Several proteins or polypeptides in S. wnstricta
hemolymph change under low salinity stress, including Phospholipase A2, Zinc finger protein and so on,
which are of multiple fund ions such as nutrition, regulatory gene expression and protein synthesis, and so
on. It s obvious that hemolymph is critical in S. constricta defense mechanism.
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1 2- DE
Table 1. Identification resutts of hemolymph 2—- DE maps

Spot Apﬁawlvem No. Accession score Description Source of species The(ﬁ:?ical Theo;e[tical
S1 14 800 P48650 0.50 Phospholipase A2 Echs Carinats 13 818. 81 835
S2 11480 Q02029 0.42 Hunchback protein  Eusceligplebejus — —
( Fragment)
S3 7620 PO1030 0.50 C4A Anaphylatoxin Bos taurus 8708 12 10. 9
S4 14 500 P17437 0.42 Xp2— XENLA Splice  Xenopus laevis 13 49. 71 819
isoform?2 of Skin
secretory ProteinXP2
precursor
S5 15 000 P00993 0.43 IBP- CaraCheloniana Caretta caretta 11915. 66 8 67
S7 22 400 P18720 0.38 Zinc finger protein Xenopus laevis — —
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