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Application of RAPD Technique in
Genetic Relationship Study of Silk Insect

I. Genetic Variance in Eri Silkworm
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Abstract: Random amplified Polymorphic DNA (RAPD) was used to analyze the genetic diversity among eri sickworm.
The genetic variance of five erisickworm was studied. The result showed that: 27 of 40 arbitrary primers could amplify
clearly with repeatable bands.243 fragments were obtained. Each primer gave 4 ~ 17 bands and the average was 9. The
length of the band was 0.33 ~ 3.0kb. The genetic distance (D) value between different breeds of Eri Silkworm was 0.

Tt 5 IR 4

0683 ~0.1603. The D value was used to construct a dendrogram by UPGMA..
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Table 1 The varietal character of Eri silkworms

S RERMAE  MA %6 HRRY
ETE HEREM RN KK Fh
o4 ERYLH RO A ER
A% ERYLR  Rm AR 5
Mo RaxR R0 HK R
M 10 AR B AK B

1.2 % E48 DNA F#RI

HAREEYA DNA HRBUBREA TR ECH#E Y
AR AR S REHERE, EWL K 1 x SSC
B A, 3000/ min B0 15min, F L, 1
xSSC R ERUUINE, BB EOR LB F &
B,EZ EERER. BTN, & 1ml/g g
BEWB, BEIEMAZEE K £ 200pg/ml, 50C
4L 24h J5,00 SM ) KAc BAWE R 1.3M, K#H
20min, TS A TR A : 5 LB (24:1)3 57 ,8000r/
min B0 20min £EH. BREME, D 2 FEHEES
HIEKZBEVLIE DNA, B 70% Z Bk %M T
G BETERMW TEZWHE, B4 RAN M. EAM K
W, B R, RAMURE, BT TE P, -
20CHRFE. HE & 20 5% S R 00 0 3 1 00 5 I WL 3Kk K
W, Aygo/Aggoft T 1.69~1.81 Z 8], 4> FRTE 50kb
KL, ‘
1.3 PCREE

5[ ¥ A% E Operon AR H AR E, HREN
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Table 2 The primes of RAPD and the amplification of PCR

- ¥ 7 _R‘APD _‘RAPD EEEHE

HicE¥ HieTt¥E (%)
OPI0O1  ACCTGGACAC 9 3 33.33
OPI02 GGAGGAGAGG 10 3 30.00
OPI03 CAGAAGCCCA 7 0 0
OPI06 AAGGCGGCAG 9 3 33.33
OPI07 CAGCGACAAG 13 4 30.77
OPI0O9 TGGAGAGCAG 5 0 0
OPI10 ACAACGCGAG 9 4 44.44
OPI11 ACATGCCGTG 10 2 20.00
OPI13 CTGGGGCAGA 8 1 12.5
OPI14 TGACGGCGGT 11 4 36.37
OPI19 AATGCGGGAG 9 4 44.44
OPI20 AAAGTGCGGC 17 9 52.94
OPWOl CTCAGTGTCC 8 6 75.00
OPWO03 GTCCGGAGTG 5 4 80.00
OPWO05 GGCGGATAAG 7 4 57.14
OPW06 AGGCCCGATC 11 4 36.37
OPW08 GACTGCCTCT 9 5 55.56
OPW09 GTGACCGAGT 8 4 50.00
OPW10 TCGCATCCCT 12 5 41.67
OPW11 CTGATGCGTG 10 5 50.00
OPWI12 TGGGCAGAAG 14 5 35.71
OPW13 CACAGCGAGC 7 3 42.86
OPW15 ACACCGGAAC 7 1 14.29
OPW16 CAGCCTACCA 4 0 0
OPW17 GTCCTGGGTT 6 2 33.33
OPW18 TTCAGGGCAT 9 2 22.22
OPW19 CAAAGCGCTC 9 2 22.22
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Fig.1 The RAPD pattern of

Opw—-08(1 ~ 5) .OPW-01(6 ~ 10)
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Fig.2 The dendrogram by
UPGMA of Eri Siikworm
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Table 3 The genetic distance between
different breeds of Eri Silkworm

M3 B4 HNs MK RE 10

T & 214

M4 0.1046 197

WES 0.0726 0.0683 213

ME9 0.1463 0.1603 0.1491 196
A0 0.0773 0.0730 0.0702 0.1364 200
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