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Studies on Molecular Mechanism of Male Sterility in Plants

MIAO Ying CHEN Mu— Chuan
(Laboratory jor Plant Cell &Molecular Biology, Xiamen University, Xiamen 361005)

Abstract This paper briefly describes the current status of studies on the molecular marker and lo-
calization of the genie male sterile genes, studies on the relationships between miDNA  structure,
transcription and translation and cytoplasmic male sterility, and the relationship between cpDNAs-
tructure, transcription and translation and cytoplasmic male sterility. The relation between
malegterility and envionmental factors is discussed. The problems and appwaches regarding plant
malesterility studies are pointed out.
Keywords Plant male sterility, Genie male sterile genes, Cytoplasmic male sterile genes, Pho-

toperiod, Temperature
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