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Advances in flower genetic engineering

WU Xiao-mei, YANG Sheng-chang, MIAO Ying, CHEN De-hai
(Institute for Plant Gene & Gene Technology, School of Life Sciences, Xiamen University, Xiamen 361005, China)

Abstract: Important progress in flower genetic engineering, including improvement of the color, shape, flowering time and so
on, has been made in the past ten years. Some transgenic flowers have been commercially released. Advances in this field have
been due to the isolation and cloning of many import ant regarding genes and the development of a range of plant transformation
technology, along with appropriate tissue culture techniques for regenerating whole plants.
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