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ANALYSIS OF DETECTION OF HBV-NRAg IN SERUM AND ITS CORRELATION WITH HBV
DNA HUANG Jian-wei YUAN Quan GE Sheng- xiang et al. Xiamen Center for Disease Control and
Prevention Xiamen 361012 China

Abstract Objective  To investigate detection situation of HBV- NRAg in serum from HBV carriers and discuss the
correlation of the HBV- NRAg with HBVM and HBVDNA loads respectively. Methods 4968 serum samples were consecu-
tively collected from the health examination of service workers and HBV- NRAg and HBVM were detected by using ELISA. At
the same time the nucleic acid index of HBV DNA was examined by FQ- PCR supplemented with detecting nested- PCR and
DNA sequencing as certified tests. Statistical analyses were performed to analysis the correlation of HBV- NRAg with HBVM and
HBVDNA respectively. Results The total positive rate of HBV- NRAg was 7.5% which was lower than HBsAg 8.3%
but higher than HBV DNA 6.8% . A good conformability was observed between the test results of HBV- NRAg and HBV
DNA. Meanwhile the S/CO values was closely correlated with HBV DNA loads R?=0.927 . Furthermore 6 cases of concealed
HBV infection were screened out by HBV- NRAg test in which HBV genome had a point mutation in the “a’ epitope of S re-
gion. Conclusion As a replacement of HBV DNA HBV- NRAg can be seen as a good evaluation index in terms of the eval-
uation on replicating phase HBV and its infectivity after being infected. Moreover it also can be applied to effective screening of
HBV mutation.
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