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A Convenient Method for Condon Adjustment by Using
High-fidelity DNA Polymerase Amplification Property

Zhang Guoguang Chen Liang Wu Yiliang Zeng Yaming
(The key Laboratory of Ministry of Education for Cell Biology and Tumor Cell Engineering, School of Life Sciences,
Xiamen University, Xiamen 361005, China)

Abstract:  The reading frame adjustment of target genes was often occurred in the study of gene engineering. The
results of pET28-HA gene reading frame exactly adjustment showed high-fidelity DNA polymerase can be used generate
blunt end from a DNA 5-protruding end. The convenient method can be selected in the blunt of DNA 5-protruding end.
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H5N1 HA , Forward primer: 5' GCGAAGCTTCTGGAGAAAATAGTGCTTC 3
"; Reverse primer: 5'GCGCTCGAGTTAAATGCAAATTCTGCATTG 3' 5
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