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Abstract

AIM: To compare the gene frequencies of 15 STR
loci between patients with colorectal cancer and
healthy people from Xiamen in order to search
for the genes that related to the colorectal cancer.

METHODS: The genotypes of the sample DNA
were analyzed by multiplex polymerase chain
reaction (PCR) combined with 4-colored fluores-
cence-labeled method. All the polymorphic alleles
of these 15 STR loci in the unrelated healthy locals
and patients with colorectal cancer were inves-
tigated. The sensitive or resistant genetic factors
were inferred according to the statistical difference
in the distribution of allele frequencies.

RESULTS: There were statistical differences

www.wjgnet.com

between the healthy controls and patients with
colorectal cancer in allele frequencies of the
three loci: D55S818 (0.520 0 vs 0.219 5, 3* = 36.69,
P <0.01; RR =3.8521, P <0.05), yWA (0.050 0 vs
0.2927,4*=53.99, P <0.01; RR = 0.127 2, P < 0.05),
and FAG (0.09 vs 0.243 9, *= 3758, P < 0.01; RR
=0.306 6, P < 0.05).

CONCLUSION: It is very possible that there is a
sensitive gene for colorectal cancer near the area
of D55818-11 locus, and there are resistant genes
for colorectal cancer near the region of vWA-15
and FAG-23 locus.
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