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Abgract : Huorenen , phenathdene , anthracene and pyrene were used as carbon and energey ource to i olate and screen PAHS degrading srains. Fourteen
grains cgpable of degrading PAHs were ilaed from the petroleum in seawater contaminated. Andlyses was cone by HRLC, drain No. 10 sowed the
sronges degrading ahility in the mixing sysemd fluorene phenathdene anthracene and pyrene. Its degradation performance and gronth curve were tested.

The degradation rates of fluorenen, phenathdene , anthracene and pyrene were 95. 27 % 90. 46 % 28 % and 80 % regectively in the mixing sysemwithin
30d. Under the condition of snge PAH exigence ,the degradation rates of fluorene phenathaene and anthracene by srain No. 10 increased to 98. 91 %

94.32 % 52. 17 % regectively while the degradation rate of pyrene decreased to 62. 47 %. Corrpared to the mixing sysem, the logarithmic gronth phase
of drain No. 10 was shortened one third in sngde PAH sygem. . Based on the results of physo - biochemica identification and phylogenetica analyses of
16S rDNA seguence, drain No. 10 was belonged to  Pseudomonas 9 ,named as Pseudomonas 9 FAPI0.
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Fg.2 Qowth and degradation curves of grain No. 10 under the condition of snge PAH exigence
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