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A Novel hepcidin-like Antimicrobial Peptide Isolated from

the Japanese Bass( Lateolabrax japonicus Cuvier et Valenciennes)

WANG Kejian, ZHOU Hongling, YANG Ming
(Key Laboratory for M arine Enviromental Science of M inistry of Education, Environmental

Science Research Center, Xiamen University, Xiamen 361005, China)

Abstract A novel hepcidin-like antimicrobial peptide gene was isolated from the liver RNA of the Japanese bass
( Lateolabrax japonicus) following bacterial challenge. Sequencing analysis of the novel hepcidin-like antimicre-
bial peptide show ed that it shared eight cysteines at conserved positions identical to the human hepcidins and the
hybrid striped bass( Morone chrysops X M. saxatilis) hepcidin. Peptide sequence and the predicted gene organt
zation of the preprohepcidin were similar to that reported from the hybrid striped bass and human. A predicted
88-residue hepcidin prepropeptide consists of three domains: a signal peptide(24 amino acids), a prodomain (43
amino acids), and a mature peptide( 21 amino acids). In contrast to the human and bass hepcidins, there were
around 8 and 5 amino acids different in the predicted mature peptide, respectively. The pioneer research indicated
that the hepcidin from the Japanese bass was the homologue of the hybrid striped bass and human hepcidins,
meaning that a new member of the hepcidin family was discovered.
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