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D iversity of eukaryotic ultraphnkton assanblages by denaturing
gradient gel electrophoresis (DGGE) i Xiamen western w aters
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A bstract The year-round chang ing pattems of euk aryotic ulrap bnk on assem b hges ‘genetic dversity i X ian en westem w aters w as
analyzed using of DGGE. The results show ed that the genetic diversity of the eukaryotic ultraplankton assemblages in typical sikes of
X am enwestem waterswas very high the genetic structures and can positions of eukaryotic ultraplankton assenblages have a great
seasonal changes and the structures ‘changing pattems of eukaryotic ultraplankton assem blages w ere very sin ilar bew een diferent typ-

ical sites and the phy bgenetic can positions chang ing pattems of these sites ‘eukaryotic u ltrap lankton assemb lages w ere a ko very sim +

hr and the main groups were Chbrophyceae Stramenopiles Hapophytes D nophyceag unidentified groups and other groups
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