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SIR, We read with great interest the very valuable comments by both Furnari et al., 1 and Srinavas,2 

regarding our recently published paper on faecal volatile metabolite in inflammatory bowel 

disease.3 In this study, we investigated the changes in faecal metabolites in different subsets of 

patients with Crohn’s disease and ulcerative colitis in comparison with healthy controls. 

We agree with the comments by Furnari et al. about the lack of detailed dietary data about the 

study participants, which could have some potential effect on the changes observed in the faecal 

metabolites. This is a very important question and we had already highlighted this weakness of our 

study in the discussion section. Dietary variations can potentially affect the faecal metabolites 

through their effects predominantly on gut microbial dysbiosis.4, 5 Patients with inflammatory 

bowel disease change their diet often in response to their symptoms, which makes it difficult 

(although not impossible) to collect very accurate dietary data. Such dietary comparison would have 

been easier and valuable in a precisely controlled setting – for example, in patients on elemental 

diet. None of the participants in this study is on elemental diet and due to the lack of detailed 

dietary data; the study was unable to shed any light on the effects of diet on the faecal metabolites. 

However, considering the high importance of diet, we are planning future studies to investigate any 

effect of diet on the faecal metabolites in IBD. 

We are in agreement by the commentary offered by Srivanas regarding the influence of medication 

on the faecal metabolites. Detailed information about the medicines that the study participants 

were on was provided and the patients were continued on their existing medications. Our study did 

not detect any active or inactive metabolites of these medicines in the faeces of study participants. 

Although no solid conclusion could be drawn about the effect of medications on faecal metabolites 

with the current data but such an important question should be considered in future studies by 

including patients before and after starting drug treatment.  

Our study detected a number of faecal metabolites such as heptanal, 1-octen-3-ol, 2-piperidinone 

and 6- methyl-2-heptanone, methanethiol, 3-methylphenol, short-chain fatty acids and ester 
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derivatives that could be discriminatory in separating different groups of IBD. As pointed out by 

Srinavas et al., it would be ideal to find a single diagnostic metabolite in IBD which could provide 

information about the activity, type and extent of disease; however, the discrimination between the 

subtype of our study groups was shown by using a discriminatory model based on a number of 

metabolites. We discussed the important of each class (aldehyde, alcohol and ketones) of these 

discriminatory metabolites and its possible correlation with the gut microbial dysbiosis. With the 

development of more sophisticated analytical techniques, future research may be able to discover 

single diagnostic biomarker in IBD. 

Our study groups comprised of patients with different extent, type and activity of the disease but we 

did not have any data regarding severity and duration of the disease. We believe this would be the 

next step in future studies to investigate the changes in faecal metabolites of patient at the initial 

diagnosis prior to commencing any medication, and in patients with different duration and severity 

of the disease.  
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