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ABSTRACT 
 
Rationale: Despite increasing understanding of the prognostic importance of vascular stiffening linked to 
perivascular fibrosis in hypertension, the molecular and cellular regulation of this process is poorly  
understood.  
 
Objectives: To study the functional role of microRNA-214 (miR-214) in the induction of perivascular 
fibrosis and endothelial dysfunction driving vascular stiffening.   
 
Methods and Results: Out of 381 miRs screened in the perivascular tissues (PVAT) in response to 
angiotensin II (Ang II)-mediated hypertension, miR-214 showed the highest induction (8-fold, p=0.0001). 
MiR-214 induction was pronounced in perivascular and circulating T cells, but not in PVAT adipocytes. 
Global deletion of miR-214-/- prevented Ang II-induced periaortic fibrosis Col1a1, Col3a1, Col5a1 and 
Tgfb1 expression, hydroxyproline accumulation and vascular stiffening, without difference in blood 
pressure. Mechanistic studies revealed that miR-214-/- mice were protected against endothelial dysfunction, 
oxidative stress and increased Nox2, all of which were induced by Ang II in WT mice. Ang II-induced 
recruitment of T cells into PVAT was abolished in miR-214-/- mice. Adoptive transfer of miR-214-/- T cells 
into RAG1-/- mice resulted in reduced perivascular fibrosis compared to the effect of WT T cells.  
Ang II induced hypertension caused significant change in the expression of 1380  
T cell genes in WT, but only 51 in miR-214-/-. T cell activation, proliferation and chemotaxis pathways 
were differentially affected. miR-214-/- prevented Ang II-induction of pro-fibrotic T cell cytokines (IL-17, 
TNF-, IL-9 and IFN-and chemokine receptors (CCR1, CCR2, CCR4, CCR5, CCR6 and CXCR3). This 
manifested in reduced in vitro and in vivo T cell chemotaxis resulting in attenuation of profibrotic 
perivascular inflammation. Translationally, we show that miR-214 is increased in plasma of hypertensive 
patients and is directly correlated to pulse wave velocity as a measure of vascular stiffness.   
 
Conclusions: T cell-derived miR-214 controls pathological perivascular fibrosis in hypertension mediated 
by T cell recruitment and local profibrotic cytokine release. 
 
Keywords:  
miR-214, vascular oxidative stress, endothelial dysfunction, blood pressure, fibrosis, collagen, 
perivascular fat, inflammation, T-cell.  
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Nonstandard Abbreviations and Acronyms: 
 
miR   microRNA 
PVAT   perivascular adipose tissue 
Ang II    angiotensin II  
CCL5 (RANTES)  C-C motif chemokine ligand 5 (Regulated on Activation, Normal T-cell Expressed 

and Secreted) 
CCR C-C chemokine receptor  
TNF-   tumour necrosis alpha 
IFN-   interferon gamma  
IL   interleukin  
Tgfb1   transforming growth factor beta (TGF-)  
PWV   pulse wave velocity 
FMD   flow mediated dilatation 
eNOS   endothelial Nitric oxide synthases 
NADPH   nicotinamide adenine dinucleotide phosphate  
VSMCs   vascular smooth muscle cells  
RAG1   recombination activating gene 
 
 
 
INTRODUCTION 
 

Hypertension continues to be the number one cause of death and disability worldwide1. While blood 
pressure reduction improves disease outcomes, cardiovascular risk remains highly elevated indicating that 
underlying pathological processes are essential in mediating adverse clinical outcomes. Accelerated 
vascular ageing a hallmark of hypertension underlies all of the target organ consequences of the disease2. 
It encompasses a number of pathophysiologic processes including increased vascular oxidative stress, 
increased perivascular inflammation, endothelial dysfunction, all leading collectively to augmentation of 
vascular stiffening mediated primarily by perivascular fibrosis3-6.  Vascular stiffening, measured by pulse 
wave velocity (PWV) is uniformly accepted as an important predictor of cardiovascular morbidity and 
mortality1, 7. Therefore, understanding the molecular mechanisms of vascular stiffening is essential for 
development of novel therapies which can to reduce cardiovascular risk in hypertension. Inflammation has 
been one of the important common denominators of cardiovascular risk8 and arterial stiffness9 and immune 
cell infiltration is pivotal for perivascular fibrosis6, 10-12.  
 

While the opposing effects of miR-214 have been recently defined in cardiac13, 14 and renal15, 16 
fibrosis, the expression and function of miR-214 in vascular fibrosis and stiffening remains unknown. 
Perivascular fibrosis is largely dependent on perivascular inflammation6. Notably, miR-214 is expressed by 
immune cells and affects their functions as indicated by studies of tumor immunity17 including possible 
regulation of profibrotic cytokines, such as TGF-  or IL-1718. This is important as IL-17-mediated vascular 
stiffening can occur through increasing the deposition of collagen10.  
 

We sought to examine mechanisms responsible for aortic stiffening in hypertension focusing on 
the role of microRNAs in the regulation of vascular fibrosis. Recent studies have shown that perivascular 
inflammation regulates vascular dysfunction and remodeling in hypertension10, 19. Here, we have identified 
that miR-214 is increased in perivascular adipose tissue (PVAT) in hypertension, and that this increase is 
observed primarily in T cells infiltrating the vessel. MiR-214 expression in T cells enables their activation 
and recruitment into perivascular fat in the context of hypertension. It also regulates T cell pro-fibrotic 
properties in response to pro-hypertensive stimuli. Translational relevance of these findings has been 
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confirmed by the fact that plasma miR-214 is increased in hypertension and is directly correlated to pulse 
wave velocity and endothelial function.  
 
 
 
METHODS 
 
The data that support the findings of this study are available from the first and corresponding authors upon 
reasonable request. 
 
The hypertension and perivascular inflammation studies have been conducted as described previously19, 20. 
Hypertension was induced in twelve-week old male mice by infusion of angiotensin II (490ng/kg/d) for 14 
days via osmotic minipumps (Model 2002, Alzet Corporation). Male mice were used as this is best validated 
model for hypertension, particularly in the context of T cell immune responses. C57BL/6 and Rag1-/- 
(B6.129S7-Rag1tm1Mom/J) were obtained from Jackson Laboratories. The miR-214-/- mice were kindly 
gifted by Dr Eric Olson previously described which for adoptive transfer experiments were backcrossed 7 
times to C57BL/6N background. All animal experiments were performed in accordance with the United 
Kingdom Animals Scientific Procedures Act 1986 and ARRIVE (Animal Research: Reporting of In Vivo 
Experiments) Guidelines and approved by the Home Office and ethics committee of Jagiellonian University 
(157/2016). All experiments conform the guidelines from Directive 2010/63/EU of the European 
Parliament on the protection of animals used for scientific purposes. Randomization and allocation 
concealment were performed. Kolmogorov-Smirnov test, Shapiro-Wilk, q-q-plots and histograms were 
used to test normality of data distribution before parametric or non-parametric tests were applied. 
Correlation between cells was assessed by Spearman’s rank correlation analysis. Statistical analysis was 
performed using t-test (2-group studies), one-way or two-way ANOVA (>2-group studies) with a Tukey’s 
multiple comparison test,  Kruskal-Wallis test or Mann-Whitney U test.  Data are reported as the 
meanstandard mean error (SEM). P values <0.05 were considered significant. Reported p values include 
multiple comparison correction (Bonferroni or FDR). Number of samples is given in individual Figure 
legends and represent biological replicates (mice used for experiments). Data based on tail cuff experiments 
indicate that to detect SBP change from 123 to 143 mmHg, 8 mice/group are needed to detect significant 
(p<0.05) difference at a power of 80%. Differential gene expression analysis from the RNA-Seq experiment 
was performed using DESeq2 package in R (ver. 3.5.1). Raw gene counts of the RNA-Seq analysis are 
available as supplemental material. RNA-Seq datasets are deposited in the Gene Expression Omnibus 
(GEO)-accession number GSE143809 database. 
 
Translational study was performed on 51 hypertensive and 49 normotensive subjects (Clinical 
Characteristics – Online Table I) and included analysis of miR-214 in plasma, pulse wave velocity (PWV) 
and flow mediated dilatation (FMD) studies as described previuosly19, 21. Study was performed according 
to the Declaration of Helsinki and was approved by the Ethics Committee of Jagiellonian University. All 
participants gave written informed consent.  
 
Analysis in patient populations were performed in Statistica 13 TIBCO using t test for independent samples. 
Correlation between PWV and plasma miR-214 was assessed by Spearman’s rank correlation test and then 
by multiple regression correcting for SBP and age..  
 
A detailed Materials and Methods section is provided in the Online Supplemental Material. 
 
 
 
 
 

D
ow

nloaded from
 http://ahajournals.org by on M

arch 25, 2020



 

DOI: 10.1161/CIRCRESAHA.119.315428   5 

RESULTS 
 
miR-214 is increased in the vasculature in Ang II-induced hypertension.  
 

To identify microRNAs potentially important in the regulation of perivascular inflammation and 
dysfunction in hypertension, we performed a TaqMan array analysis in perivascular tissue of sham- and 
Ang II-infused mice. Principal component analysis comprising miR transcripts detected a notable 
separation of sample sets (Figure 1A, top). Of 381assayed microRNAs, 134 showed expression below 35th 
Ct value. 28 showed differential expression (Figure 1A-B). 15 were significantly upregulated and 13 were 
downregulated (Figure 1B). miR-214 was the only over-expressed microRNA significantly altered after 
Bonferroni correction showing an 8-fold increase (Figure 1A-B), which was not observed in other members 
of miR-199/214 cluster (Figure 1C, top). Similar, although less pronounced an increase was observed in 
the pri-miR-214 transcript (Figure 1C, bottom). In situ hybridization (Figure 1D) and RT-PCR (Figure 1E) 
was used to visualize and quantify the induction of miR-214 in different areas of the vessel. MiR-214 was 
increased nearly 8-fold in PVAT and only 2-fold in other vessel layers. Surprisingly no increase was 
observed in primary adipocytes isolated from PVAT of Ang II-treated vs sham mice (Online Figure I). 
Subsequent interrogation of the effects of Ang II on miR-214 expression in kidneys, peripheral blood 
mononuclear cells (PBMC), spleen and lymph nodes demonstrated its pronounced increase in the spleen 
and PBMCs (Figure 1E).  

 
To investigate if the miR-214 increase in the PVAT was evoked by the direct actions of Ang II or 

indirectly by blood pressure elevation we used the model of pre-treatment of mice with oral hydralazine 
(Hyd) and hydrochlorothiazide (HCT)11, which reduced blood pressure in spite of Ang II infusion from 
165±5 mmHg (placebo; Ang II) to 133±6 mmHg (Hyd/HCT; Ang II) (Online Figure II). The increase in 
PVAT miR-214 (left) and pri-miR-214 (right) was abolished in Hyd/HCT mice in spite of Ang II infusion 
(Fig 1F). 
 
miR-214-/- protects from hypertension induced vascular stiffness and perivascular fibrosis. 
 

In order to understand the functional role of miR-214 in hypertension we used miR-214-/- mice in 
which we investigated development of hypertension, as well as vascular dysfunction and remodeling. In 
vivo, miR-214-/- mice did not show altered blood pressures either at baseline or throughout 14-day Ang II 
infusion evaluated by both tail cuff (Figure 2A) and telemetry (Figure 2B). Importantly, in spite of that, we 
observed a significant reduction in periaortic collagen accumulation/fibrosis in miR-214-/- mice using 
Picrosirius red and Masson’s trichrome staining (Figure 2C and D). In wild type mice, aortic Col1a1, 
Col3a1 and Col5a1 were all significantly induced by Ang II but this increase was abolished in miR-214-/- 
mice (Figure 2E). Furthermore, hydroxyproline accumulation was observed in the aortas of Ang II infused 
WT but not miR-214-/- mice (Figure 2F).  
 

Functional consequences of perivascular fibrosis were studied using assessment of vascular 
stiffness. MiR-214-/- mice were protected from the development of hypertensive vascular stiffening in 
pressure myography in mouse aortas including adventitial layer (Figure 3A). Nanoindentation studies 
utilizing atomic force microscopy also showed an increase of Young’s modulus of the aortic wall in wild 
type mice with Ang II infusion, while this increase was abolished in miR-214-/- mice (Figure 3B).  
 
miR-214 is associated with vascular stiffness in human hypertension. 
 

To assess translational relevance of these observations to human hypertension, we investigated 
plasma miR-214 levels in patients with and without hypertension (for detailed clinical characteristics please 
see Online Table I), and in relation to pulse wave velocity, as a measure of vascular stiffness7. MiR-214 
levels were higher in patients with hypertension (Figure 3C). Notably, there was a significant correlation 
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between plasma miR-214 levels and pulse wave velocity (Figure 3D). This relationship remained 
significant in multiple regression analysis after correcting for blood pressure and age (miR-214/PWV: 
Beta*=0.212; p=0.02). No significant relationship between miR-214 and age was identified by multiple 
regression.  
 
miR-214 modulates vascular TGF- in Ang II hypertension. 
 

To further understand the role of miR-214 in the regulation of perivascular fibrosis we studied the 
expression of Tgfb1 (TGF-) and fibronectin (FN1). While both TGF-and FN1 were induced in Ang II 
infused WT mice, only TGF- mRNA and protein induction were abolished in the aorta of miR-214-/- mice 
(Figure 3E and F), indicating indirect regulation of TGF- by miR-214. 
 
miR-214 regulates vascular dysfunction and perivascular inflammation in hypertension independently of 
blood pressure. 
 

A strong link between miR-214 and vascular phenotype was further supported by correlations of 
plasma miR-214 with NO-dependent endothelial vascular function, measured by flow mediated dilatation 
(FMD), but not with the endothelium independent responses to nitroglycerine (NMD; Figure 4A). These 
observations in humans were corroborated in miR-214-/- mice, which were protected from the development 
of endothelial dysfunction, demonstrating preserved NO-mediated vasodilatation, in spite of Ang II induced 
hypertension (Figure 4B). No differences in non-endothelium dependent vasorelaxations to sodium 
nitroprusside were observed (Figure 4B). As eNOS is a predicted miR-214 target, changes of eNOS 
expression could explain alterations of endothelial function. However, in aortas of Ang II treated mice we 
did not observe changes in total eNOS protein, compared to miR-214-/- mice (Figure 4C). As oxidative 
stress is known to mediate both endothelial dysfunction and vascular stiffness in hypertension, we next 
investigated vascular superoxide production and Nox2 and Nox4 NADPH oxidases. MiR-214-/- mice 
showed reduced induction of vascular oxidative stress upon Ang II infusion, as measured by superoxide 
production (Figure 4D) and Nox2 NADPH oxidase mRNA and protein level (Figure 4E-F). These changes 
in vascular function and oxidative stress were accompanied by reduced perivascular recruitment of total 
leukocytes (Figure 5A) and CD3+ T cells (Figure 5B) in miR-214-/- hypertensive animals in comparison to 
hypertensive WT mice. Additionally, Ang II infusion significantly elevated the total number of 
macrophages and dendritic cells (CD11c+CD11b-) only in WT animals, but not in miR-214-/- mice (Figure 
5C). No significant changes were observed with respect to B cells or NK cells (Figure 5C).  
 
miR-214 induction in the T cells is essential for perivascular fibrosis. 
 

To further understand the mechanisms of the effects of miR-214 on vascular inflammation in 
hypertension, we next focused on the effects of hypertension on immune cell miR-214. In leukocytes 
isolated from both peripheral blood (PBMC) and PVAT we observed miR-214 induction only within CD3+ 
cells (T cells), and not in CD3 negative cells (Figure 5D). Furthermore, miR-214 did not increase in PVAT 
of RAG-1-/- mice, lacking mature T cells, despite Ang II infusion (Figure 5E). This further supports the 
hypothesis that infiltrating T cells are an essential source of the increase of miR-214 observed in PVAT.  
 

In keeping with the role of blood pressure elevation in miR-214 induction, miR-214 was not 
induced in T cells isolated from mice subjected to blood pressure-lowering with hydralazine and 
hydrochlorothiazide (Online Figure III). Moreover, we found that 24-hour stimulation of T cells using anti-
CD3 antibodies elevated miR-214 levels in vitro (Figure 5F). In contrast, stimulation of mouse primary 
fibroblasts and of primary VSMCs, endothelial cells or THP-1 monocytes in culture using Ang II or 
cytokine combinations did not significantly alter miR-214 expression level (Online Figure IV).  
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To understand the functional role of T cell miR-214 in hypertensive vascular remodeling, we 
performed adoptive transfer of either wild type or miR-214-/- T cells to RAG1-/- mice and studied 
perivascular fibrosis and collagen accumulation. We confirmed earlier findings of Wu et al.11 that RAG1-/- 
mice are protected from development of perivascular fibrosis and it is rescued by adoptive transfer of wild 
type T cells (Figure 6A-B). This effect was observed only when wild type, but not when miR-214-/- T cells 
were transferred (Figure 6A-B), while level of hypertension was similar irrespective of T cell miR-214 
status. This was accompanied by reduced aortic collagen expression in RAG1-/- transferred with miR-214-

/- T cell when compared to WT T cells (Figure 6C). Similar levels of peripherally reconstituted circulating 
T cells were found in RAG1-/- mice upon adoptive transfer of WT and miR-214-/- cells (Figure 6D). At the 
same time, we found more than a 5-fold reduction of cd3 mRNA in the PVAT after transfer of miR-214-/- 
T cells in comparison to WT T cell transfer  
(Figure 6E).  
 
MiR-214 and mineralocorticoid signaling. 
 

As mineralocorticoid signaling is important in modulation of both fibrosis and T cell function in 
hypertension22, we have investigated potential changes of mineralocorticoid signaling in T cells in miR-
214-/- mice. Plasma aldosterone levels were unaltered in miR-214-/- mice (Online Figure V A). Furthermore, 
upon Ang II infusion, there were no changes in either mineralocorticoid (MR) or glucocorticoid receptor 
(GR) mRNA or protein level in T cells (Online Figure V B-C). We also analyzed the effects of aldosterone 
on anti-CD3 dependent T cell fibrosis-related cytokine mRNA in vitro in WT and miR-214-/- T cells. 
Aldosterone induced only TGF-  mRNA in WT T cells, while other studied cytokines were not 
significantly induced. This induction was not observed in miR-214-/- mice (Online Figure V D). These 
studies show that MR signaling is unlikely to a play critical role in the effects of miR-214 on perivascular 
fibrosis. 
 
Transcriptional profiling reveals crucial role of miR-214 in hypertensive T cell activation. 
 

To understand how miR-214 in the T cell could modulate the pro-fibrotic T cell phenotype in 
hypertension, we performed RNASeq analysis of isolated splenic T cells from sham and Ang II infused 
WT and miR-214-/- mice. This analysis has shown that in vivo Ang II infusion induced at least a 2-fold 
change in 1380 genes in WT T cells, while miR-214-/- T cells remained greatly unresponsive with only 51 
genes altered (Figure 7A). Relevant gene sets significantly affected by Ang II hypertension in WT T cells 
included cytokine metabolic processes, leukocyte migration, leukocyte cell-cell adhesion, and the 
regulation of T cell activation. None of these were changed in miR-214-/- (Figure 7B). Only 19 of these 
genes overlapped between WT and miR-214-/- further emphasizing the extent of the reprogramming of 
hypertensive T cells by miR-214. This is also exemplified by diversity of genes which are significantly 
induced in WT but not in miR-214-/- T cells (Figure 7C; analysis using interaction term with FDR 
correction). Conversely, a large number of the top 50 genes significantly repressed in WT T cells, but not 
in miR-214-/- T cells were the predicted targets for this microRNA (Figure 7D), further supporting a 
pleiotropic role of miR-214 in transcriptional reprograming of T cells by Ang II.  
 
MiR-214 regulates T cell activation and chemotaxis in hypertension. 
 

Following the analysis of our RNASeq data, we next studied mRNA and protein levels of key pro-
inflammatory and profibrotic cytokines upon Ang II-induced hypertension. mRNA expression was studied 
in activated T cells isolated from spleens of sham and Ang-II infused WT or miR-214-/- mice. As expected, 
Ang II hypertension caused increased induction of Il17a, Tgfb1 Tnfa, Il9, Ccl5, and Ifng�in the WT T cells. 
MiR-214-/- mice were protected from this induction (Figure 8A). The effects of miR-214 on the induction 
of T cell protein levels of IL-17, TNF- , Il-9 and IFN- �in vivo, were confirmed by intracellular staining 
using flow cytometry (Figure 8B). 
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Chemokine dependent perivascular recruitment of T cells is essential for vascular dysfunction19 

and aortic stiffening11. In order to further investigate this phenomenon, we studied expression of relevant 
chemokine receptors in normotensive and hypertensive WT and miR-214-/- mice. We observed induction 
of CCR1, CCR2, CCR4, CCR5, and CCR6 as well as CXCR3 on the surface of T cells in Ang II 
hypertension (Figure 8C). These increases were not observed in miR-214-/- mice (Figure 7C), suggesting 
that reduced chemotaxis of these cells can explain decreased T cell recruitment in miR-214-/- mice. 
Therefore, we next investigated the role of miR-214 in the regulation of T cell chemotaxis in vitro using 
the Boyden chamber and in vivo air-pouch experiments (Figure 8D-E). Peripheral blood T cells from the 
miR-214-/- mice infused with Ang II exhibited reduced chemotaxis towards key chemokines involved in 
hypertension - CCL5 and CXCL10 when compared to WT mice (Figure 8D). This observation was 
confirmed using an in vivo chemotaxis model, in which T cell recruitment into the air-pouch wall was 
inhibited by miR-214-/- in Ang II-hypertensive mice (Figure 8E).  
 
 
 
DISCUSSION 
 

We have identified the role of miR-214 in mediating perivascular fibrosis in hypertension. We link 
these pathophysiological effects of elevated miR-214 to the T cell compartment that infiltrates the PVAT 
and induces the fibrotic response. MiR-214, affects global change of transcriptomic profile in T cells in 
hypertension, enabling their activation and recruitment into perivascular fat. It also regulates the 
development of T cell pro-fibrotic properties in hypertension. These mechanistic studies in mice, led us to 
show in humans that plasma miR-214 is increased in hypertension, and is significantly associated with 
pulse wave velocity and endothelial dysfunction in hypertensive subjects. Hence, miR-214 is a new target 
linking the T-cell inflammatory cascade to vascular complications of hypertension. 
 

While our study is the first to link miR-214 to vascular dysfunction and perivascular fibrosis, earlier 
studies have shown that miR-214 regulates cardiac and renal fibrosis in the conditions of organ-selective 
stress. MiR-214 repression is protective in the setting of unilateral ureteral obstruction (UUO)-induced renal 
fibrosis and damage, but at the same time miR-214 loss exacerbates cardiac fibrosis evoked by ischemia-
reperfusion injury13. Those studies indeed highlight the organ-specific context in which miRNAs can drive 
opposing responses, presumably due to the different cell types, in which the miRNA is expressed in and 
the cell-specific transcriptome induced in response to different pathogenic stimuli.  
 

We report that miR-214-/- mice are protected from the development of endothelial dysfunction, a 
hallmark of hypertension23, despite the similar blood pressure response to Ang II. While this might be 
regulated by the role of miR-214 in the endothelium itself, we have previously shown that T cell infiltration 
into the vessel wall induces  endothelial dysfunction mainly through IFN-gamma dependent mechanisms19. 
In line with these observations, miR-214-/- prevented T cell activation and IFN- release.  
 

The mechanisms through which T cells and their cytokines such as IL-17, IFN-, TNF- and TGF-
 can affect perivascular fibrosis have been previously demonstrated24-28. In our model TGF- appears to 
be the most evident regulator of fibrosis in aortas from Ang II hypertensive mice. Its induction is alleviated 
in miR-214-/- mice, even though TGF- is not a direct target of miR-214. This effect may however be 
explained by the fact that TGF- expression in fibroblasts may be induced by T cell derived cytokines, such 
as IFN-, TNF- or IL-1724. 
 

Induction of miR-214 in PVAT and T cells is dependent on blood pressure increases, rather than 
by direct actions of Ang II. This is in line with earlier observations that T cell activation and vascular 
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recruitment depend on pressure increase and are in part dependent on mechanical stretch11, that involves 
and affects antigen presenting cell activation29. Taking into account that miR-214 increases in T cells upon 
activation and perivascular T cell infiltration increases 3-4 fold in hypertension, T cell infiltration into 
PVAT may provide the most compelling mechanism of miR-214 increase in this compartment in Ang II 
induced hypertension. Moreover, miR-214 appears to regulate T cell activation characterized by profibrotic 
effector cytokine production and chemokine receptor expression. The mechanisms of this are complex and 
not fully understood. RNASeq analysis of isolated T cells showed that Ang II causes profound 
transcriptional changes, which are lost in miR-214-/- T cells. It is difficult to molecularly dissect a single 
repressor of T cell activation and migration that could be responsible for the effects of miR-214. RNASeq 
suggested that miR-214 in the T cells has a broad pleotropic effect, leading to global change in T cell 
activation in hypertension. The combined effect of these alterations is likely responsible for the beneficial 
phenotypic changes in hypertension. Further studies are needed to fully understand all the pathways central 
to these effects orchestrating vascular inflammation and stiffness and to develop possible selective 
therapeutic targeting approaches.  
 

While our study shows the role of miR-214 in T cell activation and cytokine production in 
hypertension for the first time, one should be cautious in attempts to apply these findings to other 
inflammatory conditions. For example, miR-214 decreases in relapsing phase of multiple sclerosis, which 
is accompanied by increased Th17 cells18.  
 

Interestingly, we observe that the induction of major hypertensive cytokines is inhibited in T cells 
from Ang II-infused miR-214-/- mice, but no effects on blood pressure responses was seen in this model. 
This is surprising but may reflect a complex role of cytokines at different stages of hypertension, as well as 
a possible differential role of vascular and renal inflammation at different stages of hypertension. In fact, 
our blood pressure data are in contrast to very recent suggestions that intra-renal application of antagomir 
targeting miR-214-3p significantly attenuated salt-induced hypertension and albuminuria in SS rats. miR-
214-3p directly targeted eNOS in Dahl salt-sensitive rats16. However, in our model we did not see decreases 
in eNOS expression in the vessels upon Ang II infusion. This discrepancy may be related to different model 
of hypertension used. Congenic Dahl salt-sensitive rat used in that study is primarily kidney-dependent30, 
which may contribute to observed difference. Interdependence with other immune cells involved in 
hypertension, such as B cells31, macrophages32 and NK cells33 should be considered as well. While our 
studies do not show miR-214 induction in non-T cell immune cells, their role may be upstream from the T 
cell in immune activation33. 
 

Finally, it is important to note that we reported that miR-214 is increased in plasma of hypertensive 
patients and is linked to pulse wave velocity as a measure of vascular stiffening in humans34. Thus, miR-
214 might serve as a valuable biomarker of vascular stiffening. Moreover, considering the pivotal role of 
miR-214 in regulating vascular inflammation, endothelial dysfunction, oxidative stress and perivascular 
fibrosis, all constituting elements of accelerated vascular ageing, our study indicates a possibility of the use 
of miR-214 as a biomarker of accelerated vascular ageing and in the future targeting T cell miR-214 to 
target this important process. Our studies also emphasize the need to identify novel therapies inhibiting T 
cell activation and their recruitment in cardiovascular diseases35, 36. 
 

In summary, we have identified that miR-214 is an essential regulator of T cell dependent 
mechanisms of vascular stiffening, fibrosis and dysfunction in hypertension. It may represent a novel 
biomarker and a possible target for modulation of perivascular inflammation.  
 
 
 
 
 

D
ow

nloaded from
 http://ahajournals.org by on M

arch 25, 2020



 

DOI: 10.1161/CIRCRESAHA.119.315428   10 

SOURCES OF FUNDING 
This study was supported by European Research Council (TJG-InflammaTENSION: AHB–Vascmir), 
National Science Centre, Poland (2011/03/B/NZ4/02454), British Heart Foundation (Guzik-
FS/14/49/30838; Baker-RG/14/3/30706, CH/11/2/28733) and Kidney Research UK (LD–PD6/2012), MRC 
(MC, MR/S005412/1),  
UK Regenerative Medicine Platform (MSS, MR/R015651/1),  National Science Centre PL (RN funded by 
2013/11/N/NZ4/00310).  
 
ACKNOWLEDGMENT 
The authors would like to thank Dr Eric Olson for providing the miR-214-/- mice and Dr John McClure for 
valuable statistical support.  
 
DISCLOSURES 
 None. 
 
SUPPLEMENTAL MATERIAL 
Expanded Materials & Methods 
Online Figures I-VI 
Raw gene counts of the RNA-Seq 
Full Unedited Blots 
Major Resources Table  
References 33-43 
 
 
 
REFERENCES 
 
1. Collaborators GBDRF. Global, regional, and national comparative risk assessment of 79 

behavioural, environmental and occupational, and metabolic risks or clusters of risks, 1990-2015: 
A systematic analysis for the global burden of disease study 2015. Lancet. 2016;388:1659-1724 

2. Nilsson PM, Boutouyrie P, Laurent S. Vascular aging: A tale of eva and adam in cardiovascular 
risk assessment and prevention. Hypertension. 2009;54:3-10 

3. Guzik TJ, Touyz RM. Oxidative stress, inflammation, and vascular aging in hypertension. 
Hypertension. 2017;70:660-667 

4. Rios FJ, Zou Z-G, Harvey AP, Harvey KY, Nosalski R, Anyfanti P, Camargo LL, Lacchini S, 
Ryazanov AG, Ryazanova L, McGrath S, Guzik TJ, Goodyear CS, Montezano AC, Touyz RM. 
Chanzyme trpm7 protects against cardiovascular inflammation and fibrosis. Cardiovascular 
research. 2019 

5. Touyz RM, Alves-Lopes R, Rios FJ, Camargo LL, Anagnostopoulou A, Arner A, Montezano AC. 
Vascular smooth muscle contraction in hypertension. Cardiovascular research. 2018;114:529-539 

6. Nosalski R, Guzik TJ. Perivascular adipose tissue inflammation in vascular disease. British journal 
of pharmacology. 2017;174:3496-3513 

7. Laurent S, Cockcroft J, Van Bortel L, Boutouyrie P, Giannattasio C, Hayoz D, Pannier B, 
Vlachopoulos C, Wilkinson I, Struijker-Boudier H, European Network for Non-invasive 
Investigation of Large A. Expert consensus document on arterial stiffness: Methodological issues 
and clinical applications. Eur Heart J. 2006;27:2588-2605 

8. Nosalski R, Maffia P, Guzik TJ. Monocytes m( mp )aking way for t-cell vascular infiltration. . Circ 
Res. 2018;123:638-640 

9. McEniery CM, Spratt M, Munnery M, Yarnell J, Lowe GD, Rumley A, Gallacher J, Ben-Shlomo 
Y, Cockcroft JR, Wilkinson IB. An analysis of prospective risk factors for aortic stiffness in men: 
20-year follow-up from the caerphilly prospective study. Hypertension. 2010;56:36-43 

D
ow

nloaded from
 http://ahajournals.org by on M

arch 25, 2020



 

DOI: 10.1161/CIRCRESAHA.119.315428   11 

10. Wu J, Saleh MA, Kirabo A, Itani HA, Montaniel KR, Xiao L, Chen W, Mernaugh RL, Cai H, 
Bernstein KE, Goronzy JJ, Weyand CM, Curci JA, Barbaro NR, Moreno H, Davies SS, Roberts 
LJ, 2nd, Madhur MS, Harrison DG. Immune activation caused by vascular oxidation promotes 
fibrosis and hypertension. J Clin Invest. 2016;126:1607 

11. Wu J, Thabet SR, Kirabo A, Trott DW, Saleh MA, Xiao L, Madhur MS, Chen W, Harrison DG. 
Inflammation and mechanical stretch promote aortic stiffening in hypertension through activation 
of p38 mitogen-activated protein kinase. Circulation research. 2014;114:616-625 

12. Moore JP, Vinh A, Tuck KL, Sakkal S, Krishnan SM, Chan CT, Lieu M, Samuel CS, Diep H, 
Kemp-Harper BK, Tare M, Ricardo SD, Guzik TJ, Sobey CG, Drummond GR. M2-macrophage 
accumulation in the aortic wall during angii infusion is associated with fibrosis, elastin loss, and 
elevated blood pressure. Am J Physiol Heart Circ Physiol. 2015;309:H906-917 

13. Aurora AB, Mahmoud AI, Luo X, Johnson BA, van Rooij E, Matsuzaki S, Humphries KM, Hill 
JA, Bassel-Duby R, Sadek HA, Olson EN. Microrna-214 protects the mouse heart from ischemic 
injury by controlling ca(2)(+) overload and cell death. J Clin Invest. 2012;122:1222-1232 

14. Meloni M, Riley PR, Baker AH. A new “lnc” between non-coding rna and cardiac regeneration. 
Cardiovascular research. 2018;114:1569-1570 

15. Denby L, Ramdas V, Lu R, Conway BR, Grant JS, Dickinson B, Aurora AB, McClure JD, Kipgen 
D, Delles C, van Rooij E, Baker AH. Microrna-214 antagonism protects against renal fibrosis. 
Journal of the American Society of Nephrology : JASN. 2014;25:65-80 

16. Liu Y, Usa K, Wang F, Liu P, Geurts AM, Li J, Williams AM, Regner KR, Kong Y, Liu H, Nie J, 
Liang M. Microrna-214-3p in the kidney contributes to the development of hypertension. J Am Soc 
Nephrol. 2018;29:2518-2528 

17. Yin Y, Cai X, Chen X, Liang H, Zhang Y, Li J, Wang Z, Chen X, Zhang W, Yokoyama S, Wang 
C, Li L, Li L, Hou D, Dong L, Xu T, Hiroi T, Yang F, Ji H, Zhang J, Zen K, Zhang CY. Tumor-
secreted mir-214 induces regulatory t cells: A major link between immune evasion and tumor 
growth. Cell Res. 2014;24:1164-1180 

18. Ahmadian-Elmi M, Bidmeshki Pour A, Naghavian R, Ghaedi K, Tanhaei S, Izadi T, Nasr-Esfahani 
MH. Mir-27a and mir-214 exert opposite regulatory roles in th17 differentiation via mediating 
different signaling pathways in peripheral blood cd4+ t lymphocytes of patients with relapsing-
remitting multiple sclerosis. Immunogenetics. 2016;68:43-54 

19. Mikolajczyk TP, Nosalski R, Szczepaniak P, Budzyn K, Osmenda G, Skiba D, Sagan A, Wu J, 
Vinh A, Marvar PJ, Guzik B, Podolec J, Drummond G, Lob HE, Harrison DG, Guzik TJ. Role of 
chemokine rantes in the regulation of perivascular inflammation, t-cell accumulation, and vascular 
dysfunction in hypertension. FASEB journal : official publication of the Federation of American 
Societies for Experimental Biology. 2016;30:1987-1999 

20. Siedlinski M, Nosalski R, Szczepaniak P, Ludwig-Galezowska AH, Mikolajczyk T, Filip M, 
Osmenda G, Wilk G, Nowak M, Wolkow P, Guzik TJ. Vascular transcriptome profiling identifies 
sphingosine kinase 1 as a modulator of angiotensin ii-induced vascular dysfunction. Scientific 
reports. 2017;7:44131 

21. Czesnikiewicz-Guzik M, Osmenda G, Siedlinski M, Nosalski R, Pelka P, Nowakowski D, Wilk G, 
Mikolajczyk TP, Schramm-Luc A, Furtak A, Matusik P, Koziol J, Drozdz M, Munoz-Aguilera E, 
Tomaszewski M, Evangelou E, Caulfield M, Grodzicki T, D'Aiuto F, Guzik TJ. Causal association 
between periodontitis and hypertension: Evidence from mendelian randomization and a 
randomized controlled trial of non-surgical periodontal therapy. European heart journal. 
2019;40:3459-3470 

22. Sun XN, Li C, Liu Y, Du LJ, Zeng MR, Zheng XJ, Zhang WC, Liu Y, Zhu M, Kong D, Zhou L, 
Lu L, Shen ZX, Yi Y, Du L, Qin M, Liu X, Hua Z, Sun S, Yin H, Zhou B, Yu Y, Zhang Z, Duan 
SZ. T-cell mineralocorticoid receptor controls blood pressure by regulating interferon-gamma. Circ 
Res. 2017;120:1584-1597 

D
ow

nloaded from
 http://ahajournals.org by on M

arch 25, 2020



 

DOI: 10.1161/CIRCRESAHA.119.315428   12 

23. Zhang L, Wu JH, Huang TQ, Nepliouev I, Brian L, Zhang Z, Wertman V, Rudemiller NP, 
McMahon TJ, Shenoy SK, Miller FJ, Crowley SD, Freedman NJ, Stiber JA. Drebrin regulates 
angiotensin ii-induced aortic remodelling. Cardiovascular research. 2018;114:1806-1815 

24. Borthwick LA, Wynn TA, Fisher AJ. Cytokine mediated tissue fibrosis. Biochimica et biophysica 
acta. 2013;1832:1049-1060 

25. McMaster WG, Kirabo A, Madhur MS, Harrison DG. Inflammation, immunity, and hypertensive 
end-organ damage. Circulation research. 2015;116:1022-1033 

26. Rahmutula D, Zhang H, Wilson EE, Olgin JE. Absence of natriuretic peptide clearance receptor 
attenuates tgf-β1-induced selective atrial fibrosis and atrial fibrillation. Cardiovascular research. 
2018;115:357-372 

27. Schuler R, Efentakis P, Wild J, Lagrange J, Garlapati V, Molitor M, Kossmann S, Oelze M, Stamm 
P, Li H, Schafer K, Munzel T, Daiber A, Waisman A, Wenzel P, Karbach SH. T cell-derived il-
17a induces vascular dysfunction via perivascular fibrosis formation and dysregulation of 
(.)no/cgmp signaling. Oxidative medicine and cellular longevity. 2019;2019:6721531 

28. Laroumanie F, Douin-Echinard V, Pozzo J, Lairez O, Tortosa F, Vinel C, Delage C, Calise D, 
Dutaur M, Parini A, Pizzinat N. Cd4+ t cells promote the transition from hypertrophy to heart 
failure during chronic pressure overload. Circulation. 2014;129:2111-2124 

29. Loperena R, Van Beusecum JP, Itani HA, Engel N, Laroumanie F, Xiao L, Elijovich F, Laffer CL, 
Gnecco JS, Noonan J, Maffia P, Jasiewicz-Honkisz B, Czesnikiewicz-Guzik M, Mikolajczyk T, 
Sliwa T, Dikalov S, Weyand CM, Guzik TJ, Harrison DG. Hypertension and increased endothelial 
mechanical stretch promote monocyte differentiation and activation: Roles of stat3, interleukin 6 
and hydrogen peroxide. Cardiovasc Res. 2018;114:1547-1563 

30. Endres BT, Sandoval RM, Rhodes GJ, Campos-Bilderback SB, Kamocka MM, McDermott-Roe 
C, Staruschenko A, Molitoris BA, Geurts AM, Palygin O. Intravital imaging of the kidney in a rat 
model of salt-sensitive hypertension. Am J Physiol Renal Physiol. 2017;313:F163-F173 

31. Chan CT, Sobey CG, Lieu M, Ferens D, Kett MM, Diep H, Kim HA, Krishnan SM, Lewis CV, 
Salimova E, Tipping P, Vinh A, Samuel CS, Peter K, Guzik TJ, Kyaw TS, Toh BH, Bobik A, 
Drummond GR. Obligatory role for b cells in the development of angiotensin ii-dependent 
hypertension. Hypertension. 2015;66:1023-1033 

32. Wenzel P, Knorr M, Kossmann S, Stratmann J, Hausding M, Schuhmacher S, Karbach SH, 
Schwenk M, Yogev N, Schulz E, Oelze M, Grabbe S, Jonuleit H, Becker C, Daiber A, Waisman 
A, Munzel T. Lysozyme m-positive monocytes mediate angiotensin ii-induced arterial 
hypertension and vascular dysfunction. Circulation. 2011;124:1370-1381 

33. Kossmann S, Schwenk M, Hausding M, Karbach SH, Schmidgen MI, Brandt M, Knorr M, Hu H, 
Kroller-Schon S, Schonfelder T, Grabbe S, Oelze M, Daiber A, Munzel T, Becker C, Wenzel P. 
Angiotensin ii-induced vascular dysfunction depends on interferon-gamma-driven immune cell 
recruitment and mutual activation of monocytes and nk-cells. Arterioscler Thromb Vasc Biol. 
2013;33:1313-1319 

34. Cunha PG, Boutouyrie P, Nilsson PM, Laurent S. Early vascular ageing (eva): Definitions and 
clinical applicability. Curr Hypertens Rev. 2017;13 8-15 

35. Kusters PJH, Lutgens E, Seijkens TTP. Exploring immune checkpoints as potential therapeutic 
targets in atherosclerosis. Cardiovascular research. 2018;114:368-377 

36. Steven S, Dib M, Hausding M, Kashani F, Oelze M, Kroller-Schon S, Hanf A, Daub S, Roohani S, 
Gramlich Y, Lutgens E, Schulz E, Becker C, Lackner KJ, Kleinert H, Knosalla C, Niesler B, Wild 
PS, Munzel T, Daiber A. Cd40l controls obesity-associated vascular inflammation, oxidative stress, 
and endothelial dysfunction in high fat diet-treated and db/db mice. Cardiovascular research. 
2018;114:312-323 

37. Briones AM, González JM, Somoza B, Giraldo J, Daly CJ, Vila E, González MC, McGrath JC, 
Arribas SM. Role of elastin in spontaneously hypertensive rat small mesenteric artery remodelling. 
J Physiol. 2003;552:185-195 

D
ow

nloaded from
 http://ahajournals.org by on M

arch 25, 2020



 

DOI: 10.1161/CIRCRESAHA.119.315428   13 

38. Stevens HC, Deng L, Grant JS, Pinel K, Thomas M, Morrell NW, MacLean MR, Baker AH, Denby 
L. Regulation and function of mir-214 in pulmonary arterial hypertension. Pulm Circ. 2016;6:109-
117 

39. Dyer DP, Medina-Ruiz L, Bartolini R, Schuette F, Hughes CE, Pallas K, Vidler F, Macleod MKL, 
Kelly CJ, Lee KM, Hansell CAH, Graham GJ. Chemokine receptor redundancy and specificity are 
context dependent. Immunity. 2019;50:378-389.e375 

40. Reid SE, Kay EJ, Neilson LJ, Henze A-T, Serneels J, McGhee EJ, Dhayade S, Nixon C, Mackey 
JB, Santi A, Swaminathan K, Athineos D, Papalazarou V, Patella F, Román-Fernández Á, 
ElMaghloob Y, Hernandez-Fernaud JR, Adams RH, Ismail S, Bryant DM, Salmeron-Sanchez M, 
Machesky LM, Carlin LM, Blyth K, Mazzone M, Zanivan S. Tumor matrix stiffness promotes 
metastatic cancer cell interaction with the endothelium. EMBO J. 2017;36:2373-2389 

41. Jozefczuk E, Nosalski R, Saju B, Crespo E, Szczepaniak P, Guzik TJ, Siedlinski M. Cardiovascular 
effects of pharmacological targeting of sphingosine kinase 1. Hypertension (Dallas, Tex. : 1979). 
2020;75:383-392 

42. Love MI, Huber W, Anders S. Moderated estimation of fold change and dispersion for rna-seq data 
with deseq2. Genome Biol. 2014;15:550-550 

43. Liao Y, Wang J, Jaehnig EJ, Shi Z, Zhang B. Webgestalt 2019: Gene set analysis toolkit with 
revamped uis and apis. Nucleic Acids Res. 2019;47:W199-W205 

 
  

D
ow

nloaded from
 http://ahajournals.org by on M

arch 25, 2020



 

DOI: 10.1161/CIRCRESAHA.119.315428   14 

FIGURE LEGENDS 
 
Figure 1: MiR-214 is increased in the vasculature and immune cells in Ang II induced hypertension.    
A. Principal component analysis of miRs in PVAT (top) and volcano plot (bottom) in sham and Ang II 
treated mice. B. Heatmap presenting z-scores calculated from individual miR -ΔCt values of all miRs 
significantly altered (t-test FDR adj p<0.05; n=5-6). C. Levels of miR-214/199 cluster (top) and pri-miR-
214 (bottom) in PVAT (n=4-9). D. In situ hybridization of miR-214 in the vascular wall. Scale bar=300𝜇m. 
E. Levels of miR-214 in isolated PVAT, vessel wall layers (n=3 replicates of 3 pulled mice – 9 mice/group), 
kidney and selected immune organs (n=3-6). F. Levels of miR-214 and pri-miR-214 in PVAT of mice 
treated with placebo (PBO) or hydralazine/hydrocholrothiazide (Hyd/HCT) (n=6/group). Data presented as 
mean±SEM; t-test with FDR correction (Panel C-p values adjusted for 4 comparisons; miR clusters; panel 
E- p, adjusted for 8 comparisons; various organs) or by two-way ANOVA (for miR-214 level; pAngII x 

Drug=3.7e-06, pAngII=4.3e-07, pDrug=1.4e-05; for pri-miR-214 level; pAngII x Drug=0.018, pAngII=1.2e-03, 
pDrug=0.12) with Tukey’s multiple comparisons test (panel F; p-values adjusted for 6 comparisons). 
 
Figure 2: Pivotal role of miR-214 in the regulation of perivascular fibrosis in Ang II dependent 
hypertension.    A. Tail-cuff BP in sham and Ang II infused miR-214-/- and WT littermates (n=9/group).  
B. Systolic BP measured by telemetry at baseline and during Ang II infusion (average, left; example 
readings, right; n=5). C. Perivascular collagen accumulation in picrosirius red (top) and Masson’s trichrome 
(bottom) staining (representative of n=9; scale bar=300𝜇m). D. Quantitative analysis of perivascular 
collagen deposition in Masson trichrome (n=9/group). E. Collagen 1, 3 and 5 mRNA in miR-214-/- and WT 
littermates infused with buffer or Ang II (n=11/group). F. Aortic collagen quantification by hydroxyproline 
assay (n=7 in Sham and n=9 in Ang II). Data presented as mean±SEM; repeated measures two-way 
ANOVA (Panels A-B), Kruskal-Wallis test with FDR correction (Panels D and F; p-values adjusted for 6 
comparisons) or two-way ANOVA with Tukey’s test (Panels E; p-values adjusted for 6 comparisons). 
Overall p values for repeated measures two-way ANOVA; Panel A (pTime=0.0051, pGroup=1.8e-08,  
pTime x Group=0.1378); Panel B (pGroup=0.06, pTime=2.6e-07, pGroup x Time=0.83); for two-way ANOVA; Panel E 
for Col1a1 (pAngII x Genotype=0.003, pAngII=1.3e-05, pGenotype=0.0035), Col3a1 (pAngII x Genotype=0.037, 
pAngII=0.0034, pGenotype=0.033) Col5a1 (pAngII x Genotype=0.028, pAngII=0.0053, pGenotype=0.042), for Kruskal-
Wallis; Panel D (p=0.0003) and Panel F (p=0.0006). 
 
Figure 3: Role of miR-214 in the regulation of vascular stiffening in mouse and human hypertension 
A. Thoracic aorta stiffness studied by pressure myography (n=5-8). B. Elastic modulus of adventitial 
stiffness measured by atomic force microscopy (right) with representative force-indentation curves (left) 
(n=5-6/group).  C. Circulating miR-214 serum levels in normotensive (Ctr, n=49) and hypertensive (HTN, 
n=51) patients. D.  Correlation between plasma miR-214 levels and pulse wave velocity (PWV) in humans 
with and without hypertension (n=100). E. TGF- and fibronectin mRNA expression in control and 
hypertensive miR-214-/- and WT mice (n=4-9/group). F. Protein level of TGF- and fibronectin in aortas 
studied by WB (n=5-9). Data presented as mean±SEM repeated measures two-way ANOVA with 
Bonferroni correction (Panel A), Kruskal-Wallis test with FDR correction (Panel B; p-adjusted for 6 
comparisons) or two-way ANOVA with Tukey’s test (Panels E and F; p-values adjusted for 6 comparisons) 
or t-test (Panel C). Spearman’s rank test was used to assess correlations (Panel D). Overall p values for two-
way ANOVA; Panel A (pAngII=1.8e-05, pGenotype=0.042), pAngII x Genotype=0.097), Panel E for Tgfb1 (pAngII x 

Genotype=0.0059, pAngII=0.0031, pGenotype=0.225), FN1 (pAngII=1.2e-05, pGenotype=0.266, pAngII x Genotype=0.218); 
Panel F for TGF- (pAngII x Genotype=0.0034, pAngII=5.1e-07, pGenotype=0.0087), for FN1 (pAngII=0.0015, 
pGenotype=0.243), pAngII x Genotype=0.589) and Kruskal Wallis  Panel B (p=0.0368). 
 
Figure 4: Essential role of miR-214 in endothelial dysfunction and vascular oxidative stress in 
hypertension. A. Relationship between plasma miR-214 levels and endothelial function (Flow Mediated 
Dilatation; FMD) or non endothelium dependent relaxations to nitroglycerin (NMD) in humans (n=100). 
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B. Isometric tension studies of  endothelium dependent (acetylcholine; ACh) and independent (sodium 
nitroprusside; SNP) vasorelaxations (n=5-7/group) using wire myography in sham buffer and Ang II 
infused WT and  
miR-214-/- mice C. eNOS protein level in mouse aortas (Western blotting; n=9-12/group). D. Aortic 
superoxide production measured by lucigenin (5M) enhanced chemiluminescence (n=7-9/group). E. 
Aortic Nox2 and Nox4 mRNA expression (n=5/group) and (F) protein levels in aortas of sham and Ang II 
infused miR-214-/- and WT mice. (n=9-12/group). Data presented as mean±SEM and analysed by 
Spearman’s rank correlation test (panel A), repeated measures two-way ANOVA with Bonferroni 
correction (Panel B) or two-way ANOVA with Tukey’s post-hoc test (Panel C-F; p-values adjusted for 6 
comparisons). Overall p values for repeated measures two-way ANOVA; Panel B for Ach (pResponse=0.0009, 
pGroup=0.044, pResponse x Group=0.016) and SNP (pResponse=04.1e-07, pGroup=0.049), pResponse x Group=0.217). Two-
way ANOVA; Panel C (pAngII=0.949, pGenotype=0.862, pAngII x Genotype=0.235), Panel D (pAngII x Genotype=0.061, 
pAngII=0.0042, pGenotype=0.051), Panel E for Nox2 (pAngII x Genotype=0.0062, pAngII=0.193, pGenotype=0.203), for 
Nox4 (pAngII x Genotype=0.331, pAngII=0.002, pGenotype=0.005); Panel F for Nox2 (pAngII=0.0096, pGenotype=0.683, 
pAngII x Genotype=0.116) and Nox4 (pAngII=0.0093, pGenotype=0.924, pAngII x Genotype=0.109). 
 
Figure 5. Crucial role of miR-214 in regulation of perivascular inflammation in hypertension.   
A. Total number of leukocytes and T cells (B) with representative density plots (n=6-9/group). C. Number 
of perivascular macrophages (F4/80+), dendritic cells (CD11c+), B cells (B220+) and NK cells (NK1.1+) 
per mg of tissue, studied by flow cytometry (n=5-7/group). Data presented on volcano plots depicting 
median(__) and quartiles(….). D. miR-214 induction in T cells (CD3+) and remaining leukocytes (CD3-) in 
Ang II hypertension measured in cells from peripheral blood (left, PBMC n=5-6/group) and from PVAT 
(right, n=3/group of 3 pulled mice). E. MiR-214 level in PVAT of WT and RAG1-/- animals (n=5-7/group). 
F. miR-214 in quiescent (direct lysis; control mAb) and anti-CD3 mAb activated T cells (n=3-4/group). 
Data presented as mean±SEM and analyzed by Kruskal-Wallis test (Panels A-C), two-way ANOVA with 
Tukey’s post-hoc test (Panel D; p-values adjusted for 6 comparisons), t-test (E) and by Kruskal-Wallis test 
with FDR (F; p-values adjusted for 3 comparisons). Overall p values for Kruskal-Wallis; Panels A 
(p=0.017), B (p=0.011), C (p=0.06), D (p=0.05) and F (0.0001); two-way ANOVA; Panel D for PBMC 
(pCD3 x AngII=0.0006, pAngII=0.0026, pCD3=0.0006) and PVAT(pAngII=0.024, pCD3=0.115, pCD3 x AngII=0.115). 
 
Figure 6. T cell miR-214 mediates perivascular fibrosis and pro-fibrotic T cell accumulation in PVAT 
in Ang II induced hypertension.  A. Vascular collagen accumulation in response to Ang II-hypertension 
assessed using picrosirius red (left) and Masson’s trichrome (right; scale bar=300𝜇m, representative of n=4-
5/group) with quantification of adventitial collagen (B) in RAG1-/- mice and upon adoptive transfer of WT 
and miR-214-/- T cells (n=4-5/group). C. Ang II dependent induction of Col 1, 3 and 5 mRNA in aortas of 
RAG1-/- transferred with WT or  
miR-214-/- T cells (n=4-5). D. Levels of circulating T cells in RAG1-/- mice and upon adoptive transfer of 
WT or miR-214-/- T cells (left) with representative dot plots (right; n=4-5/group). E. CD3 mRNA in PVAT 
of RAG1-/- mice and upon adoptive transfer of WT or miR-214-/- T cells (n=4-5/group). Data presented as 
mean±SEM and analyzed by one-way ANOVA with Tukey’s post-hoct test (Panels B, D, E; p-values 
adjusted for 6 comparisons), t-test with FDR (Panel C; p-values adjusted for 3 comparisons). Overall p 
values for one-way ANOVA; Panel B (p=6.3e-05), D (p=1.5e-08) and E (p=7.8e-06). 
 
Figure 7: Essential role of miR-214 in T cell responses in Ang II induced hypertension. A. Genes with 
absolute log2FC>1, significantly (FDR adj p <0.05 calculated using Wald test in DESeq2) changed in T 
cells following 2-weeks AngII infusion in vivo in WT (left) and mir214-/- (right) mice (n=3). Venn diagram 
indicates total numbers of genes changed in each strain of mice in response to Ang II. B. Top 30 pathways 
significantly upregulated in WT T cells following 2-weeks AngII infusion in vivo in WT mice. C. Top 50 
genes (based on interaction term estimate) preferentially induced by Ang II infusion in WT when compared 
to mir214-/- mice (FDR adj pinteraction<0.05 for all presented) D. Top 50 genes preferentially repressed by 
AngII infusion in WT as compared to miR-214-/- mice. Predicted targets of miR-214 for miRWalk (# red) 
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and TargetScan 7.1 (# green). Data on heat maps are presented as z-scores of log transformed, normalized 
gene read counts (Log NRC) calculated with DESeq2.  
 
Figure 8: MiR-214 modulates T cell pro-inflammatory cytokine production, chemokine receptors 
expression and T cells migration in Ang II induced hypertension.  A. Heatmap of selected profibrotic 
cytokine mRNA in T cells upon Ang II induced hypertension in WT (left) and miR-214-/- (right) mice. Gene 
expression was studied upon ex vivo activation by anti-CD3 and anti-CD28 for 24hours (n=3-4/group) and 
presented as fold change, relative to average of sham. B. Cytokine production by T cells in sham buffer and 
Ang II infused WT and mir214-/- mice (n=4-6/group) upon 6h stimulation with PMA studied by flow 
cytometry. C. T cell chemokine surface receptors in sham and Ang II-infused WT and mir214-/- mice 
studied by flow cytometry with representative histograms (n=4-6/group). D. In vitro chemotaxis of T cells 
obtained from hypertensive animals towards CXCL10 and CCL5 in Boyden chambers (n=6/group) with 
representative dot plots reflecting control and chemokine induced migration. E. Air pouch model of T cell 
chemotaxis (top) showing T cell recruitment toward membranes surrounding air-pouch filled with 
carrageenan and recombinant proteins (CXCL10 and CCL5) in hypertensive WT and miR-214-/- mice with 
representative density plots (n=3-4/group). Data presented as mean±SEM and analysed by t-test with FDR 
(All genes show FDR adj p<0.05 in WT but not in miR-214-/-), Mann-Whitney U test (Panel D) or t-test 
(Panel E). Two-way ANOVA with Tukey’s (Panel B-C; p-values adjusted for 6 comparisons). Overall p 
values for two-way ANOVA; Panel B for IFN (pAngII x Genotype=0.0073, pAngII=0.0068, pGenotype=0.0988), TNF 
(pAngII x Genotype=0.0475, pAngII=0.0001, pGenotype=0.0042), IL17a (pAngII=0.0007, pGenotype=0.1316, pAngII x 

Genotype=0.0814) and IL9 (pAngII=0.0045, pGenotype=0.0245, pAngII x Genotype=0.0994); Panel C for CCR1 (pAngII x 

Genotype=0.0413, pAngII=0.0198, pGenotype=0.2508), CCR2 (pAngII x Genotype=0.0467, pAngII=0.0452, 
pGenotype=0.1193), CCR4 (pAngII x Genotype=0.0081, pAngII=0.0022, pGenotype=0.0013), CCR5 (pAngII x 

Genotype=0.0142, pAngII=0.0047, pGenotype=0.0186), CCR6 (pAngII x Genotype=0.0445, pAngII=0.0066, 
pGenotype=0.0596), CXCR3 (pAngII=0.0167, pGenotype=0.0771, pAngII x Genotype=0.163). 
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NOVELTY AND SIGNIFICANCE 
 
What Is Known? 
 

 Hypertensive vascular stiffening, characterized by perivascular fibrosis, is a determinant of 
accelerated vascular aging and predictor of cardiovascular morbidity and mortality.  
 

 Perivascular fibrosis is mediated by immune cell infiltration and linked to Th17 lymphocytes. 
 

 miR-214 is important in regulating cardiac and renal fibrosis and is expressed by immune cells.  
 
 
What New Information Does This Article Contribute? 
 

 miR-214 is increased in perivascular adipose tissue (PVAT) in hypertension, and this increase is 
observed primarily in T cells infiltrating the vessel. 
 

 MiR-214 expression in T cells enables their activation and recruitment into perivascular fat in 
hypertension. MiR-214 also regulates T cell pro-fibrotic properties in response to pro-hypertensive 
stimuli. 

 
 T cell MiR-214 is required for perivascular fibrosis, vascular stiffening, and endothelial 

dysfunction in Ang II hypertension. 
 

 Plasma miR-214 is increased in patients with hypertension and directly correlated to pulse wave 
velocity and endothelial function. 
 

Hypertension is associated with vascular stiffening, measured by pulse wave velocity, which is a predictor 
of cardiovascular morbidity and mortality. As perivascular inflammation and perivascular fibrosis are 
hallmarks of hypertensive vasculopathy, we aimed to identify molecular microRNA regulators of these 
processes. Out of 381 miRs screened in the vascular tissues in response to angiotensin II-mediated 
hypertension, miR-214 showed the highest induction, localizing primarily to perivascular adipose tissue. 
MiR-214-/- mice were protected from Ang II-induced periaortic fibrosis, induction of collagens and vascular 
stiffening independently of blood pressure responses. Using a model of adoptive transfer of T cells into 
RAG1-/- mice, we have shown a key role of T cell-derived miR-214 in this process. Looking at T cells by 
RNASeq we observed that Ang II-induced hypertension caused a significant change in the expression of 
1380 T cell genes in wild-type mice, but only 51 in miR-214-/-. T cell activation, proliferation and 
chemotaxis pathways were differentially affected. This manifested in reduced in vitro and in vivo T cell 
chemotaxis resulting in attenuation of profibrotic perivascular inflammation. Finally, we show that plasma 
miR-214 is increased in patients with hypertension and is correlated to pulse wave velocity (vascular 
stiffness) and flow-mediated dilatation (endothelial dysfunction). We propose that miR-214 regulates 
vascular function and may be an important biomarker and possibly future therapeutic target in perivascular 
fibrosis.  
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