
Selection of our books indexed in the Book Citation Index 

in Web of Science™ Core Collection (BKCI)

Interested in publishing with us? 
Contact book.department@intechopen.com

Numbers displayed above are based on latest data collected. 

For more information visit www.intechopen.com

Open access books available

Countries delivered to Contributors from top 500 universities

International  authors and editors

Our authors are among the

most cited scientists

Downloads

We are IntechOpen,
the world’s leading publisher of

Open Access books
Built by scientists, for scientists

12.2%

122,000 135M

TOP 1%154

4,800

brought to you by COREView metadata, citation and similar papers at core.ac.uk

provided by IntechOpen

https://core.ac.uk/display/322443471?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1


1

Chapter

Protease Activity in the 
Rhizosphere of Tomato Plants Is 
Independent from Nitrogen Status
Hannah Holzgreve, Manuela Eick and Christine Stöhr

Abstract

Rhizoboxes were developed in order to analyse root system and corresponding 
protease activity in the rhizosphere of young tomato plants (Solanum lycopersicum 
cv. Moneymaker). The activity of proteases exuded by tomato roots applying in 
situ zymography was detected along the entire root system. The corresponding 
root architecture as well as root and shoot biomasses was determined to cor-
relate protease activity with plant growth parameters under varying nitrogen 
supplies. With higher nitrate fertilisation, the proteases in the rhizosphere 
were more active than nitrogen-deficient plants. This may indicate that exuded 
proteases were not solely a plant response to nitrogen deficiency with the aim to 
increase nitrogen availability. Instead, they may have different roles, e.g. in root 
development.

Keywords: rhizosphere, protease, nitrate supply, in situ zymography, exudation

1. Introduction

The rhizosphere is most concisely described as the soil influenced by plant 
roots [1]. It is considered as a dynamic system of interacting processes with major 
implications for climate and environmental changes in aspects of greenhouse 
gas emission, carbon sequestration and soil fertility management for sustainable 
agriculture [2]. Various biotic interactions among plants and microorganisms occur 
in the rhizosphere, influencing fluxes between organic and inorganic nutrient 
pools, plant nutrient availability and plant health [3]. Both positive and negative 
biotic interactions in the rhizosphere are considered to be vitally mediated by root 
exudates, deeming them a focus in rhizosphere research [4, 5].

Root exudation is a process of excreting substances from plant roots and 
assumed to be the main source of organic carbon in the rhizosphere [6, 7]. 
Exudation can occur by rhizodeposition (sloughing off of cells) and passive or 
active exudation mechanisms of single compounds [8]. Exudation rate and compo-
sition have been suggested to vary between root zones with highest rates in apical 
regions, declining towards older root parts [9]. Other models, however, suggest an 
even exudation zone surrounding the whole root system [2].

While carbohydrates may constitute the bulk of root exudates, other compo-
nents like acids, single ions, allochemicals and proteins are of no less importance for 
rhizosphere processes [4]. In focus of this study are proteases, hydrolytic enzymes 
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cleaving peptide bonds which can be found in all cells and organelles of a plant body 
[10]. Furthermore, proteases have been shown to occur in the rhizosphere [11]. 
While bacteria and fungi have long been known to excrete proteases among other 
extracellular enzymes [12], the knowledge of exudation of proteases by plant roots 
is more recent [13–15].

It is generally assumed that the main function of both microbial and plant-
exuded proteases is nutrient cycling, making nitrogen from organic compounds 
available for consumption [12, 16]. A second function that has been identified for 
certain proteases is pathogen defence, working in concert with other lytic enzymes 
such as lipases and collagenases [15, 17]. A third function still sometimes under-
estimated is the processing of extracellular proteins, regulating cell growth and 
development, occurring mostly in the cell wall [18].

Modern techniques allow the detection of enzymatic activity in the rhizo-
sphere, using rhizoboxes [19] and in situ zymography to obtain a potentially 
realistic impression of enzyme activities, their distribution and intensities within 
the rhizosphere [11]. This study aimed at localising activities of proteases using 
gelatin as substrate. It has been shown that plants increase their exudation of 
corresponding compounds to increase nutrient availability under deficiency [9]. 
Since exuded proteases are supposed to increase N availability [20], the focus was 
set on protease activity in the rhizosphere of tomato plants grown under different 
nitrate regimes.

2. Materials and methods

2.1 Plant material

Tomato seeds (Solanum lycopersicum cv. Moneymaker) were germinated and cul-
tivated in sand using nutrient solution [21] with different nitrate regimes (0.5, 1.0, 
2.0, 5.0, 7.0, 10.0, 15.0, 20.0 mM Ca(NO3)2 for plants in pots; 0.0, 2.5 or 10.0 mM 
Ca(NO3)2 for plants in rhizoboxes). The nutrient solution without nitrogen con-
tained 3.2 mM CaSO4 and 1 mM CaCl2 to maintain osmolarity. The plants were 
cultivated in a greenhouse (light/dark rhythm 14–10 h and 28–22°C). Seeds were 
sown in pairs in small pots and transferred individually either to rhizoboxes after 
7 days or to medium pots after 10 days. All plants were watered daily: the plants in 
rhizoboxes with 50 ml of the corresponding solution and the plants in pots using 
200 ml nutrient solution for six plants.

2.2 Rhizoboxes

After 7 days, eight seedlings per nutrient solution (four seedlings only for deion-
ised water) were transferred individually to rhizoboxes made of PTFE (internal 
dimension 15 × 17 × 1.5 cm, Figure 1). The bottom of each rhizobox was perforated 
to avoid dammed-up water but covered with nylon gauze (pore size 200 μm) to 
retain sand particles. The removable and transparent front glass pane was mounted 
by polycarbonate clamps and sealed by O-ring insertion (material NBR70).

For plant cultivation, the rhizobox was filled with sand and moistened with 
nutrient solution. The pane was removed temporarily to insert the seedling. The 
pane and the sand surface were covered with pond foil to reduce algal growth. The 
rhizoboxes were kept inclined by 45° during cultivation with the glass pane pointing 
downwards (Figure 1). Plants were cultivated for another 7 days. This procedure 
allows the observation of root growth and non-invasive analysis of root exudation.
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2.3 In situ soil zymography

2.3.1 Performance of in situ soil zymography

In situ soil zymography was adapted from [11], who used 1% w/v agarose gels 
with 0.1–0.01% w/v gelatin to determine protease activity. In this study, however, 
gels with 5% w/v polyacrylamide as matrix and 0.1% gelatin (w/v) as substrate were 
used. Gelatin was boiled for 10 min to denaturate contaminating enzymes before 
usage. After polymerisation, gel sizes were adjusted to the inner rhizobox dimen-
sions (16 × 18 × 0.1 cm) and incubated in millipore water for 15 min to remove 
remaining non-polymerised acrylamide.

Zymographies were performed on four plants per nutrient solution. The rhi-
zoboxes were irrigated with the correspondent solution 2–3 h prior to the experi-
ment. The glass pane was removed carefully, and the root system was documented 
(Canon PowerShot G7 X) while being illuminated with UV light (365 nm; Blak 
Ray® B-100 AP, 100 W). Due to the fluorescence of lignified cell walls and phe-
nolic compounds [22], the root system was emphasised (Figure 2). Preliminary 
tests showed no influence on the protease activity due to the irradiation with UV 
light, as well as the mechanical stress by pushing the glass pane off the root (data 
not shown).

The gel was placed on top of the root system, locked into position with the pane 
and wrapped in plastic foil overlaid with a dark cloth. It was incubated for 6 h at 
28°C in the growth chamber. After incubation, the pane with the adhering gel was 
removed, and plants were immediately harvested.

Gels were washed with millipore water for 15 min and stained with 0.1% (w/v) 
Coomassie brilliant blue R-250 (in 50% (v/v) methanol, 7% (v/v) acetic acid) 
(modified from [23]) for 15 h at room temperature. Gels were destained  
(25% (v/v) methanol; 7% (v/v) acetic acid) and watered in deionised water for 
15 min before documentation (biostep Felix 2000) on a daylight fluorescent plate. 
To calculate the remaining gelatin calibration, gels ranging from 0.0 to 0.1% (w/v) 
gelatin were stained and destained alongside the zymographies.

Figure 1. 
Design of a rhizobox with removable front lid. Front and side view of a rhizobox with a tomato seedling 
growing inside the sand-filled box (internal dimensions 15 × 17 × 1.5 cm). The drainage holes at the bottom of 
the rhizobox were covered by nylon gauze to retain the sand when watering from the top. The front wall was 
replaced by a glass pane, which was held in place by plastic clamps. An O-ring sealed the gap between the glass 
and the edges of the rhizobox. The drawing is not to scale.
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2.3.2 Calibration of zymographical results

The digital images of the zymography gels and calibration gels were adjusted 
with GNU Image Manipulation Program (GIMP) 2.8.22 to the same pixel amount 
per cm using the scale within each image. Image analysation was performed with 
ImageJ (https://imagej.nih.gov/ij/index.html). All images were converted to 8-bit 
greyscale.

2.3.3 Non-linear calibration

The average grey value of the calibration gels containing 0 and 0.1% (w/v) 
gelatin was measured and used as minimum and maximum to adjust the limits of 
the display range of all images including the zymography gels by using the bright-
ness/contrast tool. Afterwards, the average grey value of each calibration gel slice 
was calculated using areas of at least 100,000 pixels.

Using the calibration tool of ImageJ, the measured grey values were plot-
ted against the corresponding gelatin concentrations to obtain a calibration 
curve. This non-linear curve was fit using the logistic regression “Rodbard” and 
applied to the zymography images. The images were coloured in pseudo-colours 
for visualisation.

This calibration was preferred for evaluation since the resolution is higher at 
low–medium gelatin contents of 0–450 ng gelatin (mm2 gel area)−1, while all higher 
contents merge to form the background noise.

2.3.4 Linear calibration

The ImageJ tool “histogram” was used to analyse and display the number of 
pixels per grey value within the image. The grey values were then separated into 
five classes according to the calibration curve. The classes were defined following 
the intervals of 200 ng gelatin (mm2 gel area)−1 from 0 to 1000 ng gelatin (mm2 gel 
area)−1 and changed to pseudo-colours accordingly.

This calibration method results in a linear scale of remaining substrate per gel 
area, yet at a resolution of 200 ng gelatin (mm2 gel area)−1 only. Therefore, the 
information of nuances amidst the intervals is lost. However, this method may 
enable a quantitative analysis of soil in situ zymographies in other experimental 
set-ups and allows a vivid visualisation (Figure 2).

2.4 Analysis of zymographies and root systems

Both zymography images and UV photographies were turned to greyscale 
pictures for the analysis in WinRHIZO (Pro Version; Upgrade 2016a, Regent 
Instruments Inc.). Each picture contained a length standard for scaling to real 
values. The parameters obtained from UV photographies were total root length, 
projected area and the number of root forks per root system. For the zymogra-
phies, only the projected area of proteolytic degradation along the root system was 
obtained for comparison with the root system itself.

2.5 Harvesting of plant biomass

The plants grown in rhizoboxes were harvested immediately after in situ zymog-
raphy incubation. Plants grown in pots were harvested 25 days after sowing. For all 
plants, the roots were rinsed thoroughly to remove all sand before shoot, and roots 
were separated and dried at 70°C for 12 h.
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2.6 Statistical analysis

Experiments were done in randomly blocked design having at least four inde-
pendent biological samples. ANOVA was performed to reveal statistical significance 
at 95% confidence level followed by Tukey test for post hoc testing, both using 
R (Version 3.4.4; 2018, The R Foundation for Statistical Computing) in RStudio 
(Version 1.1.383; 2009–2017, RStudio Inc.).

3. Results

As in other plants, tomato shoots and roots respond to variation in the nitrogen 
regime with altered growth and root architecture. To determine the optimum 
and overload concentration of nitrate for tomato plants, biomass development 
was analysed after growth in pots and irrigating the plants with nutrient solution 
containing varying concentrations of Ca(NO3)2 (Figure 3). According to these 
results, 10 mM nitrate in the nutrient solution was chosen as optimum, and in 
further experiments, it was more accurately defined as a daily supply of 0.25 mmol 
nitrate per plant. Excess of nitrate was determined at 20 mM nitrate in the nutrient 
solution corresponding to 1.0 mmol nitrate per day and plant. Nitrogen deficiency 
was applied with no additives of nitrate either in nutrient solution or in water. After 
7 days cultivation in rhizoboxes (Figure 2), nitrogen-deficient plants showed a 
shoot dry weight that was on average 5 (deionised water) to 8.5 (0 mM nitrate in 
nutrient solution) times lower than the shoot dry weight of plants with optimum 
supply (Figure 4A). Plants receiving an overload of nitrate showed less shoot dry 
weight by one third on average than the optimum supply.

The root biomass revealed less difference between the varying cultivation solu-
tions. While the N-deficient plants differed from the optimally supplied plants by a 
root dry weight 3.7 (deionised water) to 2 (0 mM nitrate in nutrient solution) times 
less, the root dry weight of plants supplied with a surplus of nitrate did not differ 
significantly from both optimum- and nitrogen-deficient plants.

Figure 2. 
Tomato root system and corresponding proteolytic activity. (A) Rhizobox rooted by tomato for 7 days and (B) 
visualisation of the same root system by fluorescence during UV excitation. Corresponding protease activity in 
the rhizosphere was detected by (C) in situ zymography with gelatin as substrate and Coomassie brilliant blue 
R-250 staining. (D) The intensity of the proteolytic activity was visualised in pseudo-colours scaled to remaining 
gelatin [ng mm−2] using a linear calibration.
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Plants grown under nitrogen deficiency or total deficiency (deionised water) 
differed significantly in their shoot/root ratio from plants grown under optimum 
amount and surplus of nitrogen, while no difference was visible within those two 
groups (Figure 4B).

The root architecture of young tomato plants was analysed after 7 days growth 
in rhizoboxes. With varying supply of nitrogen from deficiency to optimum and 
overload of nitrate, tomato plants differed highly in root branching (Figure 5). 
When considering the number of root forks per plant (Figure 5A), both shortage 
and surplus of nitrate revealed lower fork counts than optimally supplied plants. 
While the plants supplied with deionised water did not differ significantly in fork 
number from the nitrogen-deficient plants, which showed on average three times 
less forks than plants with optimum nitrate concentration, the plants grown with 
a surplus of nitrate showed nearly twofold less forks on average than optimally 

Figure 4. 
Effect of nitrate supply on the biomass of young tomato plants. Plants were provided with the correspondent 
amount of nitrate per day in either deionised water (  0   H  2  O   ) or nutrient solution and transplanted to rhizoboxes 
after 1 week of cultivation. The plants were harvested 2 weeks after sowing. (A) Dry weights of shoot (white 
bars) and root (grey bars) per plant as well as their proportions (B) are shown. Letters indicate group 
differences at a p-value of <0.001 (n = 4 for deionised water, n = 8 for other nutrient solutions).

Figure 3. 
Effect of nitrate supply on overall dry weight biomass of young tomato plants. The plants were grown in pots 
and supplied with the correspondent amount of nitrate per day in nutrient solution. The plants were harvested 
25 days after sowing. Error bars indicate standard deviations (n = 5 for 0.50 mmol nitrate plant−1 day−1, n = 6 
for other treatments, p < 0.001).
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supplied plants. When considering the number of forks in relation to root length, 
however, plants with both total deficiency and nitrate deficiency showed the 
lowest number of forks per cm root length, while plants with a surplus of nitrate 
showed a higher number of forks per cm root length than the optimally supplied 
plants (Figure 5B).

Protease activity in the rhizosphere in relation to plant nitrate supply was visual-
ised along the root system using in situ zymography (Figure 6). The area of gelatin 
degradation was evaluated as proteolytic activity and converted to pseudo-colours 
to reveal the intensity of proteolytic degradation. This data was used to estimate 
the area of proteolytic gelatin degradation in relation to the projected root area 
(Figure 7). Plants with nitrogen deficiency (either in deionised water or in nutrient 

Figure 5. 
Effect of nitrate supply on the root architecture of young tomato plants. The plants were supplied with the 
correspondent amount of nitrate per day in either deionised water (  0   H  2  O   ) or nutrient solution and transplanted 
to rhizoboxes after 1 week of cultivation. Harvesting and analyses of the root system were performed after 1 
more week. Root lengths were analysed using UV photographies and the software WinRHIZO, and the forks 
were counted visually. (A) The number of root forks per root system and (B) the number of root forks in 
relation to root length. Letters indicate group differences at a p-value of <0.001 (n = 4).

Figure 6. 
Effect of nitrate supply during plant growth on protease activity in the rhizosphere of young tomato plants. 
Exemplary non-linearly calibrated in situ zymographies of root systems of plants grown on deionised water 
(0H2O) or different nutrient solutions were converted to pseudo-colours to reveal between different protease 
activities.
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solution) had an on average 3.2 times lower proteolytic activity per projected root 
area than well-supplied plants. However, the ratio of proteolytic degradation per 
root area was not significantly different between optimally fed plants and plants 
with a surplus of nitrate, clearly indicating that the increase in proteolytic activity 
was not a response to nitrogen deficiency.

4. Discussion

For understanding of plant health and root adaptation to biotic and abiotic 
factors, three aspects of the rhizosphere are crucial: root development, biotic 
interactions and water and nutrient uptake [24]. This study focused on the aspect 
of nitrogen uptake, inquiring how protease activity in the rhizosphere may depend 
on nitrate availability. The results obtained using in situ rhizosphere zymography 
indicate that exuded proteases may serve purposes additional to nitrogen acquisi-
tion from organic compounds.

4.1 Plant growth in response to nitrate regime

Plants respond to nitrogen regimes with changes in growth and biomass parti-
tioning as well as in root architecture [25–28], so according parameters were chosen 
to evaluate the deficient, optimum and excessive nitrogen supply. Plants with nitro-
gen deficiency showed a strongly reduced shoot biomass compared to optimally 
supplied plants, while the reduction in root biomass was not as grave (Figure 4A). 
This corresponds well with the general assumption that nitrogen deficiency 
results in overall reduced biomass due to metabolic limitation. Because nitrogen 
is an essential element for nucleic acids, proteins and diverse vital molecules from 
phytohormones to cell wall components like proteoglycans [29], its absence leads to 
similarity in growth of both total nutrient deficiency (deionised water) and nitrate 
deficiency only (Figure 4A). As an adaptation to nitrogen insufficiency, plants 
show higher root growth than shoot when nitrogen is low [30]. However, it has been 
proposed that reduced growth—especially of leaves and shoot—is not only a result 

Figure 7. 
Effect of plant nitrate supply on protease activity in the rhizosphere of young tomato plants. The comparison 
of the area of proteolytic activity along the root system to the total projected root area per plant is based 
on non-calibrated 8bit (greyscale) root zymographies and UV photographies of root systems analysed in 
WinRHIZO. Letters indicate group differences at a p-value of 0.008 (n = 4).
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of metabolic limitation but an adaptive response to prevent internal starvation 
[28]. Nitrogen surplus can be detrimental to plants [25, 31] as indicated by reduced 
shoot biomass of plants with excessive nitrate supply. The root biomass and shoot/
root ratio, however, did not differ significantly from optimally supplied plants 
(Figure 4A). Under nitrate overload, total plant growth would be reduced, and a 
constant C/N ratio has to be maintained [25].

Root architecture
In the applied rhizoboxes, the root system can only expand along the glass pane 

of the box, resulting in an artificially two-dimensional root system that can be 
easily evaluated. Changes in the root system architecture (RSA) at different external 
nitrate concentrations have been shown in Arabidopsis [27] but may be present in 
most plants [28].

The number of root forks was similar for plants supplied with both shortage and 
excess of nitrate, while plants under optimum nitrate conditions showed higher 
fork counts as earlier reported for Arabidopsis [27]. While low nitrate concentration 
is assumed to increase root elongation in primary and secondary roots at an overall 
reduced root weight, high concentrations of nitrate would reduce root elongation at 
a higher root weight [27], which is consistent with the presented findings. Higher 
root elongation at comparable root branching under nitrogen deficiency is typical 
for roots foraging for nitrogen [29] to achieve higher nitrogen uptake efficiency. 
For high nitrogen supply, on the other hand, the typically reduced branching and 
growth are assumed to result from nitrogen accumulation in the shoot, inhibiting 
auxin flux to roots and thus preventing lateral roots to pass an auxin-requiring 
checkpoint that is vital in lateral root development [32].

4.2 Proteolytic activity in the rhizosphere

While inorganic nitrogen forms such as ammonium and nitrate are usually in 
focus for plant nitrogen nutrition, plants are also able to take up organic nitrogen 
in the form of amino acids [28, 33]. Because of root-derived protease activity, even 
the uptake of small proteins was suggested for root hairs [34]. Plant roots can exude 
both endo- and exopeptidases [16]. Endopeptidases cleave within peptide chains, 
while exopeptidases only cleave amino acids at the termini of the substrate [10]. 
Additionally, proteases can be of different specificity for a substrate, ranging from 
unspecific to highly regulated hydrolysis, the latter depending on a certain amino 
acid sequence or pattern [35].

Gelatin as protease substrate is processed mainly by endopeptidases due to the 
molecule structure. Gelatin is a complex biopolymer made of solubilised collagen, 
long polypeptide-chains composed of the amino acid triplet gly-x-y with x often 
being proline and y hydroxyproline [36]. While a total of 16–20 amino acids can 
occur in gelatin, it is approximately made of 33% glycine and 15–25% proline plus 
hydroxyproline [37, 38]. Chain lengths of roughly 1000 amino acids [37] hugely 
increase the probability of endopeptidase activity, while the monotony of the triplet 
pattern suggests higher rates of unspecific proteolytic activity. The addition of an 
organic nitrogen source (gelatin) several hours previous to the zymography did not 
result in any priming effect (data not shown).

The zymographically observed increase in proteolytic activity in the rhizo-
sphere with increasing nitrate availability suggests an additional function of the 
exuded proteases. Nitrogen acquisition as the main protease function would result 
in an opposed pattern with high proteolytic activity under nitrate limitation. The 
controlled growth conditions should also limit pathogen occurrence, hence limit-
ing the number of proteases exuded for pathogen defence. Thus, developmental 
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functions of exuded proteases might be worth investigating. Recently, a subtilase 
TREXS has been identified in Nicotiana tabacum root exudates and is assumed to 
fulfil a role in root development according to its relative SDD1 in Arabidopsis which 
is involved in stomata development [39]. For the intracellular subtilases XSP1 and 
AIR1 in Arabidopsis, a function in lateral root formation has been proposed due 
to the specific expression in the respective tissues [40, 41]. Papain-type cysteine 
endopeptidases are expressed in root epidermis cells that are separated for lateral 
root emergence. Loss of papain-type endopeptidases AtCEP1 or AtCEP2 in maize 
caused delayed emergence of lateral root primordia [42].

4.3 Localization of proteolytic activity

The activity detected in the in situ zymographies results from extracellular 
proteases. Like other extracellular enzymes, extracellular proteases may diffuse 
from the cell wall of their mother cell to the rhizosphere soil unless they are held 
back, e.g. by root or microbe mucus [12].

In contrast to other studies [9] reporting high protease activities at root zones 
of high exudation rates, especially at root tips, the distribution of protease activity 
was observed roughly along the whole root system in this study. Protease activity 
was documented for 70–90% of the root length for all treatments. This corre-
sponds with the exudation zone proposed by [2] to surround the whole root sys-
tem. In grasses, this zone forms the rhizosheath where microbial activity has been 
suggested to be especially high due to carbon deposits [43]. This phenomenon 
may also occur in dicots [2], suggesting microbial activity as part of the observed 
proteolysis in the rhizosphere. However, proteolytic degradation along the root 
system was also visible with plants grown from surface-sterilised seeds under 
aseptic conditions (data not shown, plants grew untypically/were deformed). The 
cultivation of plants on sand instead of microbe-rich soil, the short time span and 
the greenhouse conditions may all put a limit to microbial colonisation in compar-
ison to natural conditions. Additionally, rhizosphere bacteria usually absorb and 
assimilate nitrate only in the absence of either organic N—e.g. plant exudates—or 
ammonium [44], while it is a major N source for most higher plants [45]. Nitrate 
might even decrease microbial growth in comparison to ammonium or anorganic 
nitrogen compounds [46, 47]. Hence, the participation of bacteria in proteolytic 
activity in rhizobox experiments can be assumed to be of limited importance.

Since the root system was always clearly outlined in the zymographies, the 
spatial definition for the rhizosphere observed in this context is straightforward and 
restricted to those areas of proteolytic degradation that were linked to the root sys-
tem. Apart from this, however, minor to moderate proteolytic degradation could also 
be observed at small, random spots across the substrate. These might coincide with 
colonies of microorganisms. Interestingly, the intensity of the proteolytic degrada-
tion occurring in these spots increased with increasing nitrogen supply, suggesting 
higher growth rates at higher nitrogen supply. In comparison to proteolytic activity 
in the rhizosphere, however, both size and number of these spots were very low.

5. Conclusion

Differences in protease activity between the nitrogen treatments could be a 
result of two different regulative possibilities: firstly, the differences in protease 
amounts—based on expression and exudation of the proteases—and, secondly, 
the differences in activity of the available proteases depending on abiotic fac-
tors and protease processing [48]. Since proteolytic activity in the rhizosphere of 
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young tomato plants increased with increasing nitrate availability, a function of 
the observed proteases for nitrogen acquisition seems unlikely. The supplication 
of nitrogen as inorganic nitrate alone probably limited the microbial growth in the 
rhizosphere and additionally avoided any priming for organic N hydrolysis.

Author details

Hannah Holzgreve, Manuela Eick and Christine Stöhr*
University of Greifswald, Greifswald, Germany

*Address all correspondence to: stoehr@uni-greifswald.de

© 2019 The Author(s). Licensee IntechOpen. This chapter is distributed under the terms 
of the Creative Commons Attribution License (http://creativecommons.org/licenses/
by/3.0), which permits unrestricted use, distribution, and reproduction in any medium, 
provided the original work is properly cited. 



12

Root Biology - Growth, Physiology, and Functions

[1] Hiltner L. Über neuere Erfahrungen 
und Probleme auf dem Gebiete der 
Bodenbakteriologie unter besonderer 
Berücksichtigung der Gründüngung 
und Brache. Arbeiten der Deutschen 
Landwirtschafts-Gesellschaft. 
1904;98:59-78

[2] York LM, Carminati A, Mooney SJ,  
Ritz K, Bennett MJ. The holistic 
rhizosphere: Integrating zones, 
processes, and semantics in 
the soil influenced by roots. 
Journal of Experimental Botany. 
2016;67(12):3629-3643

[3] Bakker MG, Schlatter DC, 
Otto-Hanson L, Kinkel LL. Diffuse 
symbioses: Roles of plant–plant, 
plant–microbe and microbe–microbe 
interactions in structuring the soil 
microbiome. Molecular Ecology. 
2014;23:1571-1583

[4] Badri DV, Vivanco JM. Regulation 
and function of root exudates. Plant, 
Cell and Environment. 2009;32:666-681

[5] Sasse J, Martinoia E, Northen T. Feed 
your friends: Do plant exudates shape 
the root microbiome? Trends in Plant 
Science. 2018;23(1):25-41

[6] Hutsch BW, Augustin J, Merbach W.  
Plant rhizodeposition an important 
source for carbon turnover in soils. 
Journal of Plant Nutrition and Soil 
Science. 2000;165:397-407

[7] Nguyen C. Rhizodeposition of 
organic C by plants: Mechanisms and 
controls. Agronomie. 2003;23:375-396

[8] Baetz U, Martinoia E. Root exudates: 
The hidden part of plant defense. Trends 
in Plant Science. 2014;19(2):90-98

[9] Egamberdieva D, Renella G, Wirth S,  
Islam R. Enzyme activities in the 
rhizosphere of plants. In: Shukla G, 
Varma A, editors. Soil Enzymology. 

Berlin Heidelberg: Springer; 2011. 
pp. 149-166

[10] van der Hoorn R. Plant proteases: 
From phenotypes to molecular 
mechanisms. Annual Review of Plant 
Biology. 2008;59:191-223

[11] Spohn M, Carminati A, Kuzyakov 
Y. Soil zymography—A novel in situ 
method for mapping distribution of 
enzyme activity in soil. Soil Biology and 
Biochemistry. 2013;58:275-280

[12] Burns RG, DeForest JL, Marxsen 
J, Sinsabaugh RL, Stromberger ME, 
Wallenstein M, et al. Soil enzymes 
in a changing environment: Current 
knowledge and future directions. 
Soil Biology and Biochemistry. 
2013;58:216e234

[13] Godlewski M, Adamczyk B. The 
ability of plants to secrete proteases 
by roots. Plant Physiology and 
Biochemistry. 2007;45:657-664

[14] Song Y, Ling N, Ma J, Wang J,  
Zhu C, Raza W, et al. Grafting 
resulted in a distinct proteomic 
profile of watermelon root exudates 
relative to the un-grafted watermelon 
and the rootstock plant. Journal 
of Plant Growth Regulation. 
2016;35(3):778-791

[15] Guo B, Wang H, Yang B, Jiang W,  
Jing M, Li H, et al. Phytophthora 
sojae effector PsAvh240 inhibits 
host aspartic protease secretion to 
promote infection. Molecular Plant. 
2019;12(4):552-564

[16] Adamczyk B, Godlewski M, 
Smolander A, Kitunen V. Degradation 
of proteins by enzymes exuded by 
Allium porrum roots—A potentially 
important strategy for acquiring organic 
nitrogen by plants. Plant Physiology and 
Biochemistry. 2009;47:919-925

References



13

Protease Activity in the Rhizosphere of Tomato Plants Is Independent from Nitrogen Status
DOI: http://dx.doi.org/10.5772/intechopen.87862

[17] Karimi Jashni M, Mehrabi R, 
Collemare J, Mesarich CH, de Wit 
PJGM. The battle in the apoplast: 
Further insights into the roles of 
proteases and their inhibitors in plant–
pathogen interactions. Frontiers in Plant 
Science. 2015;6:584

[18] Flinn BS. Plant extracellular matrix 
metalloproteinases. Functional Plant 
Biology. 2008;35:1183-1193

[19] Boukcim H, Pages L, Plassard C, 
Mousain D. Root system architecture 
and receptivity to mycorrhizal infection 
in seedlings of Cedrus atlantica as 
affected by nitrogen source and 
concentration. Tree Physiology. 
2001;21:109-115

[20] Adamczyk B, Smolander A, Kitunen 
V, Godlewski M. Proteins as nitrogen 
source for plants. Plant Signaling & 
Behavior. 2010;5(7):817-819

[21] Stöhr C, Ullrich WR. A succinate-
oxidising nitrate reductase is located at 
the plasma membrane of plant roots. 
Planta. 1997;203:129-132

[22] Buschmann C. Imaging of the blue, 
green, and red fluorescence emission of 
plants: An overview. Photosynthetica. 
2000;38(4):483-491

[23] Troeberg L, Nagase H. Zymography 
of metalloproteinases. Current 
Protocols in Protein Science. 
2003;33(1):21.15.1-21.15.12

[24] Hodge A, Berta G, Doussan C, 
Merchan F, Crespi M. Plant root growth, 
architecture and function. Plant and 
Soil. 2009;321(1-2):153-187

[25] Stöhr C. Relationship of nitrate 
supply with growth rate, plasma 
membrane-bound and cytosolic nitrate 
reductase, and tissue nitrate content 
in tobacco plants. Plant, Cell and 
Environment. 1999;22:169-177

[26] Nagel OW, Konings H, Lambers H.  
Growth rate and biomass partitioning 

of wildtype and low-gibberellin tomato 
(Solanum lycopersicum) plants growing 
at a high and low nitrogen supply. 
Physiologia Plantarum. 2001;111:33-39

[27] Linkohr BI, Williamson LC, 
Fitter AH, Leyser HMO. Nitrate and 
phosphate availability and distribution 
have different effects on root system 
architecture of Arabidopsis. The Plant 
Journal. 2002;29(6):751-760

[28] Nacry P, Bouguyon E, Gojon A.  
Nitrogen acquisition by roots: 
Physiological and developmental 
mechanisms ensuring plant adaptation 
to a fluctuating resource. Plant and Soil. 
2013;370(1):1-29

[29] Krapp A. Plant nitrogen assimilation 
and its regulation: A complex puzzle 
with missing pieces. Current Opinion in 
Plant Biology. 2015;25:115-122

[30] Reynolds HL, D’Antonio C.  
The ecological significance of 
plasticity in root weight ratio in 
response to nitrogen. Plant and Soil. 
1996;185:75-97

[31] Elia A, Conversa G. Agronomic and 
physiological responses of a tomato crop 
to nitrogen input. European Journal of 
Agronomy. 2012;40:64-74

[32] Forde BG. Nitrogen signalling 
pathways shaping root system 
architecture: An update. Current 
Opinion in Plant Biology. 2014;21:30-36

[33] Näsholm T, Kielland K, Ganeteg 
U. Uptake of organic nitrogen by plants. 
Tansley Review. New Phytologist. 
2009;182:31-48

[34] Paungfoo-Lonhienne C, Lonhienne 
TGA, Rentsch D, Robinson N, Christie 
M, Webb RI, et al. Plants can use protein 
as a nitrogen source without assistance 
from other organisms. Proceedings 
of the National Academy of Sciences 
of the United States of America. 
2008;105(11):4524-4529



Root Biology - Growth, Physiology, and Functions

14

[35] Song J, Tan H, Perry AJ, Akutsu T,  
Webb GI, Whisstock JC, et al. 
PROSPER: An integrated feature-
based tool for predicting protease 
substrate cleavage sites. PLoS One. 
2012;7(11):e50300

[36] Gómez-Guillén MC, Giménez B,  
López-Caballero ME, Montero MP.  
Functional and bioactive properties of 
collagen and gelatin from alternative 
sources: A review. Food Hydrocolloids. 
2011;25:1813-1827

[37] Duconseille A, Traikia M, Lagrée M,  
Jousse C, Pagès G, Gatellier P, et al. The 
impact of processing and aging on the 
oxidative potential, molecular structure 
and dissolution of gelatin. Food 
Hydrocolloids. 2017;66:246-258

[38] Farris S, Song J, Huang Q.  
Alternative reaction mechanism 
for the cross-linking of gelatin 
with glutaraldehyde. Journal of 
Agricultural and Food Chemistry. 
2010;58(2):998-1003

[39] Wendlandt T, Moche M, Becher D, 
Stöhr C. A SDD1-like subtilase is exuded 
by tobacco roots. Functional Plant 
Biology. 2016;43(2):141-150

[40] Neuteboom LW, Ng JMY, 
Kuyper M, Clijdesdale OR, Hooykaas 
PJJ, van der Zaal BJ. Isolation and 
characterization of cDNA clones 
corresponding with mRNAs that 
accumulate during auxin-induced 
lateral root formation. Plant Molecular 
Biology. 1999;39:273-287

[41] Zhao C, Johnson BJ, Kositsup B, 
Beers EP. Exploiting secondary growth 
in Arabidopsis. Construction of xylem 
and bark cDNA libraries and cloning 
of three xylem endopeptidases. Plant 
Physiology. 2000;123:1185-1196

[42] Höwing T, Dann M, Mueller B, 
Helm M, Scholz S, Schneitz K, et al. 
The role of KDEL-tailed cysteine 
endopeptidases of Arabidopsis (AtCEP2 

and AtCEP1) in root development. PLoS 
One. 2018;13(12):e0209407

[43] Luque-Almagro VM, Gates AJ, 
Moreno-Vivián C, Ferguson SJ, 
Richardson DJ, Roldán MD. Bacterial 
nitrate assimilation: Gene distribution 
and regulation. Biochemical Society 
Transactions. 2011;39(6):1838-1843

[44] Bloom AJ. The increasing 
importance of distinguishing among 
plant nitrogen sources. Current Opinion 
in Plant Biology. 2015;25:10-16

[45] Mahmood T, Kaiser WM, Ali R,  
Ashraf M, Gulnaz A, Iqbal Z.  
Ammonium versus nitrate nutrition 
of plants stimulates microbial activity 
in the rhizosphere. Plant and Soil. 
2005;277(1-2):233-243

[46] Ai C, Liang G, Sun J, Wang X, Zhou 
W. Responses of extracellular enzyme 
activities and microbial community 
in both the rhizosphere and bulk soil 
to long-term fertilization practices 
in a fluvo-aquic soil. Geoderma. 
2012;173-174:330-338

[47] Denef K, Roobroeck D, Manimel 
Wadu M, Lootens P, Boeckx P.  
Microbial community composition 
and rhizodeposit-carbon assimilation 
in differently managed temperate 
grassland soils. Soil Biology and 
Biochemistry. 2009;41:144-153

[48] Nannipieri P. Role of stabilised 
enzymes in microbial ecology and 
enzyme extraction from soil with 
potential applications in soil proteomics. 
In: Nannipieri P, Smalla K, editors. 
Nucleic Acids and Proteins in Soil, 
Soil Biology. Vol. 8. Berlin, Heidelberg: 
Springer-Verlag; 2006. pp. 75-94


